Accession [ Description [ Score [ coverage [ #Proteins [ # Unique peptides | # Peptides [ # PSMs [ #as [ wwioa) [ lcp
46402201 Jim Morris Clemson [human] 5l69 7643 1 30 30 459 71 514 582

A3 Sequence [ #psms | #proteins | #ProteinGroups | Protein Group Accessions | Modifications acn | xcor [ charge MH-+ [Da] AM [ppm] RT[min] | # Missed Cleavages

iigh ARQLSASFCcAPLVK g T T 26402201 CO(Cys->Dha); C10(Dioxidation) 0.0000 300 2 1506.74639 048 5446 0
High ATIAIDGSVFEK 7 1 146402201 0.0000 3.54 2 1250.66500 186 86.79 0
High ATIAIDGSVFEKIPSFR 1 1 146402201 0.0000 253 3 1851.00199 044 10099 1
High DGSGIGAAFISAMVVNDK 2% 1 146402201 0.0000 479 2 1751.86406 039 10029 0
High DVAMAALTNQFTmSVESMR 28 1 146402201 M13(Oxidation) 0.0000 3.12 3 2117.97013 169 11195 0
High DVAMAALTNQFTMSVESMR 21 1 146402201 0.0000 572 2 2101.97588 200 1133 0
High EGAVVDSSTSAFK 1 1 146402201 0.0000 3.54 2 1297.62847 105 67.24 0
High FAGMISADR 2 1 146402201 M4(Oxidation) 0.0000 3.07 2 983.46269 116 61.49 0
High FAGMISADR 6 1 146402201 0.0000 292 2 967.46697 0.34 7240 0
High FAGMISADRMPGLQFTR 1 1 146402201 M4(Oxidation); M10(Oxidation) 0.0000 267 3 1929.93436 170 80.52 1
High FAGMISADRMPGLQFTR 1 1 146402201 M4(Oxidation) 0.0000 263 3 1913.93698 043 90.14 1
High FDLDIDDASLNK 4 1 146402201 0.0000 419 2 1365.65544 155 90.59 0
High FDLDIDDASLNKGQQALEK 7 1 146402201 0.0000 541 2 212005351 132 89.46 1
High FVLPTTKFDLDIDDASLNKGQQALEK 6 1 146402201 0.0000 429 4 290650722 258 98.95 2
High GSALTPINMESGNFDSK 28 1 146402201 M9(Oxidation) 0.0000 378 2 1783.82146 261 75.06 0
High GSALTPINMESGNFDSK 18 1 146402201 0.0000 3.88 2 1767.82451 149 85.85 0
High GVQGNDVIALLQAAFGR 2 1 146402201 0.0000 537 2 1728.94011 050 12750 0
High ILGPECDVR 6 1 146402201 Co(Trioxidation) 0.0000 274 2 1049.49370 043 7267 0
High LNNILEHISIQGNDGETVR 6 1 146402201 0.0000 5.9 3 212209201 151 90.03 0
High mISGMYLGEIAR 8 1 146402201 Mi(Oxidation); M5(Oxidation) 0.0000 359 2 1372.66216 156 82.40 0
High mISGMYLGEIAR 10 1 146402201 Mi(Oxidation) 0.0000 383 2 1356.66557 035 90.53 0
High MISGMYLGETAR 9 1 146402201 0.0000 435 2 1340.67107 0.66 94.70 0
High mPGLQFTR 5 1 146402201 Mi(Oxidation) 0.0000 2.49 2 965.48802 0.68 73.05 0
High MPGLQFTR 7 1 146402201 0.0000 276 2 949.49254 0.09 82.79 0
High QIMTYLLYEMVEGLEGR 4 1 146402201 M3(Oxidation) 0.0000 495 2 206100493 083 12587 0
High QIMTYLLYEMVEGLEGR 15 1 146402201 0.0000 552 2 2045.00957 062 13792 0
High RDVAMAALTNQFTMSVESMR 2 1 146402201 0.0000 364 3 225807730 200 10610 1
High RLNNILEHISIQGNDGETVR 18 1 146402201 0.0000 5.18 3 227819583 259 87.99 1
High RVIVHLSSINCLPAALQTALGNR 2 1 146402201 CLi(Dioxidation) 0.0000 423 3 247836435 133 10962 1
High RVIVHLSSINCLPAALQTALGNR 5 1 146402201 CLi(Delta:S(-1)Se(1)) 0.0000 5.12 3 249435678 1648 1133 1
High RVIVHLSSINCLPAALQTALGNR 5 1 146402201 CLi(Trioxidation) 0.0000 391 3 249435807 084 11198 1
High RVLQDNINR 7 1 146402201 0.0000 3.50 2 1127.63005 179 55.58 1
High TVPLGFTFSFPVEQTK 2 1 146402201 0.0000 408 2 1797.94353 072 10970 0
High VACKEGAVVDSSTSAFK 15 1 146402201 C3(Dioxidation) 0.0000 3.80 3 1730.83042 2.19 7205 1
High VACKEGAVVDSSTSAFK 15 1 146402201 C3(Trioxidation) 0.0000 5.54 2 1746.82573 2.40 73.06 1
High VACKEGAVVDSSTSAFK 7 1 146402201 C3(Delta:S(-1)Se(1)) 0.0000 5.19 2 1746.82292 2386 7243 1
High VACKEGAVVDSSTSAFKIPK 2 1 146402201 C3(Dioxidation) 0.0000 3.07 3 2069.06046 0.98 80.37 2
High VACKEGAVVDSSTSAFKIPK 2 1 146402201 C3(Delta:s(-1)Se(1)) 0.0000 449 3 2085.05307 1919 81.13 2
High VACKEGAVVDSSTSAFKIPK 2 1 146402201 C3(Trioxidation) 0.0000 449 3 2085.05307 -0.14 8113 2
High VCGVDVQSIEDLR 3 1 146402201 C2(Dioxidation) 0.0000 232 2 1464.70036 0.28 9171 0
High VCGVDVQSIEDLR 3 1 146402201 C2(Trioxidation) 0.0000 341 2 1480.69670 123 9221 0
High VIVHLSSINCLPAALQTALGNR 6 1 146402201 C10(Dioxidation) 0.0000 406 3 232226053 026 11416 0
High VIVHLSSINCLPAALQTALGNR 3 1 146402201 CL0(Trioxidation) 0.0000 5.8 3 233825772 123 11634 0
High VIVHLSSINCLPAALQTALGNR 3 1 146402201 CL0(Delta:S(-1)Se(1)) 0.0205 5.5 3 2338.25699 1815 11638 0
High VNVVALCNDTVGTLISHYFKDPEVQVG! 4 1 146402201 C7(Dioxidation); C37(Cys->Dha) 0.0000 3.29 5 5608.81269 257 12071 2
High YALEGNATDLFDFIASNVK 20 1 146402201 0.0000 6.09 2 2088.03081 111 1225 0
High YALEGNATDLFDFIASNVKK 13 1 146402201 0.0000 428 3 221612766 189 11766 1




