Accession [ Description [ Score [ coverage [ #Proteins [ # Unique peptides | # Peptides [ # PSMs [ #as [ wwioa) [ alcp |
46402201 Jim Morris Clemson [human] 41056 6667 1 5 5 28 71 514 582

A3 Sequence [ #psms | #proteins | #ProteinGroups | Protein Group Accessions | Modifications acn | xcor [ chage | M+ [Da) AM [ppm] RT[min] | # Missed Cleavages

iigh ARQLSASFCcAPLVK 3 T T 26402201 CO(Cys->Dha); C10(Dioxidation) 0.0000 5 2 1506.74455 169 5513 0
High ATIAIDGSVFEK 9 1 146402201 0.0000 374 2 1250.66338 0.49 86.86 0
High DGSGIGAAFISAMVVNDK 2 1 146402201 0.0000 a7 2 1751.86418 046 11036 0
High DVAMAALTNQFTMSVESMR 2 1 146402201 M13(Oxidation) 0.0000 492 2 2117.96904 118 1252 0
High DVAMAALTNQFTMSVESMR 16 1 146402201 0.0000 6.01 3 2101.97129 016 11469 0
High EGAVVDSSTSAFK 17 1 146402201 0.0000 357 2 1297.62651 -0.45 6785 0
High FAGMISADR 2 1 146402201 M4(Oxidation) 0.0000 3.07 2 983.46153 0.02 62.05 0
High FAGMISADR 10 1 146402201 0.0000 321 2 967.46733 071 7273 0
High FAGMISADRMPGLQFTR 3 1 146402201 M4(Oxidation); M10(Oxidation) 0.0000 265 3 1929.93106 -0.01 80.60 1
High FDLDIDDASLNK 3 1 146402201 0.0000 43 2 1365.65398 0.48 90,81 0
High FDLDIDDASLNKGQQALEK 7 1 146402201 0.0000 3.58 3 212005332 123 89.82 1
High FVLPTTKFDLDIDDASLNK 3 1 146402201 0.0000 419 3 215211600 062 10244 1
High FVLPTTKFDLDIDDASLNKGQQALEK 4 1 146402201 0.0000 376 4 2906.51723 0.86 99.23 2
High GSALTPINMESGNFDSK 2 1 146402201 M9(Oxidation) 0.0000 413 2 1783.81731 0.29 76.85 0
High GSALTPINMESGNFDSK 13 1 146402201 0.0000 378 2 1767.82317 073 84.77 0
High GVQGNDVIALLQAAFGR 34 1 146402201 0.0000 5.47 2 1728.94109 107 12811 0
High LNNILEHISIQGNDGETVR 7 1 146402201 0.0000 6.03 3 212209018 0.65 90.88 0
High mISGMYLGEIAR 8 1 146402201 Mi(Oxidation); M5(Oxidation) 0.0000 371 2 1372.66057 0.41 82.17 0
High MISGmYLGEIAR 2 1 146402201 MS(Oxidation) 0.0000 251 2 1356.66594 0.62 8738 0
High MISGMYLGETAR 9 1 146402201 0.0000 438 2 1340.67046 021 95.02 0
High mLPSYVYK 2 1 146402201 Mi(Oxidation) 0.0000 203 2 1016.51354 136 7498 0
High mPGLQFTR 2 1 146402201 Mi(Oxidation) 0.0000 213 2 965.48888 157 75.00 0
High MPGLQFTR 10 1 146402201 0.0000 251 2 949.49248 0.03 82.66 0
High QIMTYLLYEMVEGLEGR 18 1 146402201 M3(Oxidation) 0.0000 475 2 206100786 225 12691 0
High QIMTYLLYEMVEGLEGR 10 1 146402201 0.0000 5.54 2 2045.00774 028 14193 0
High RLNNILEHISIQGNDGETVR 15 1 146402201 0.0000 521 3 227819126 0.58 88.65 1
High RVLQDNINR 2 1 146402201 0.0000 359 2 1127.63030 201 56.69 1
High TVPLGFTFSFPVEQTK 2 1 146402201 0.0000 387 2 1797.94231 004 11076 0
High VACKEGAVVDSSTSAFK 3 1 146402201 C3(Cys->Dha) 0.0000 3.06 3 1664.84983 0.45 69.10 1
High VACKEGAVVDSSTSAFK 2 1 146402201 C3(Dioxidation) 0.0000 274 3 1730.82566 -0.56 7261 1
High VACKEGAVVDSSTSAFK 2 1 146402201 C3(Delta:s(-1)Se(1)) 0.0000 444 2 1746.82100 2581 7350 1
High VACKEGAVVDSSTSAFK 2 1 146402201 C3(Trioxidation) 0.0000 444 2 1746.82100 -0.26 7350 1
High VNVVALCNDTVGTLISHYFKDPEVQVG! 1 1 146402201 C7(Dioxidation); C37(Cys->Dha) 0.0000 3.00 5 5608.83222 092 12402 2
High VNVVALCNDTVGTLISHYFKDPEVQVG 2 1 146402201 0.0000 331 4 561082436 041 12512 2
High YALEGNATDLFDFIASNVK 20 1 146402201 0.0000 568 2 2088.02983 064 12353 0
High YALEGNATDLFDFIASNVKK 13 1 146402201 0.0000 448 3 221612766 189 117.03 1




