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Fig. S1. Time-lapse images of under-agarose migration assay depicting an

anchoring of migrating PGC (red arrow) by another cell (white arrow).

Relative time from the start of the time-lapse is shown in the upper left corner
of each image (mm:ss). Scale bar: 20 mm.

Fig. S2. Time series of GFP-labeled primordial germ cells within the pre-migratory stage. Images were taken every 15 s. The shape changes over time were
analyzed with a self-written program based on Matlab. Each picture was compared to the prior one revealing regions of expansion - shown in red - and regions
of contraction - shown in blue.
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Fig. S3. Time series of GFP-labeled primordial germ cells within the migratory stage. Images were taken every 15 s. The shape changes over time were
analyzed with a self-written program based on MatLab. Each picture was compared to the prior one revealing regions of expansion - shown in red - and regions of
contraction - shown in blue.
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Fig. S4. Primordial germ cell (PGC) behavior and morphology in the underagarose migration assay. (A) Total number of PGCs analysed and amount of PGCs
assigned for each morphological group. Cells were isolated from stage 17–19 or stage 28–30 embryos. Data are given for each independent experiment. (B) Relative
amount of non-migratory and migratory PGCs in each individual experiment.
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Fig. S5. Image analysis program for PGCs and somatic cells

(Matlab script).
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Fig. S6. Detrended fluctuation analysis program (Matlab script).

Table S1. Calculated p-values of the single-cell force

spectroscopy measurements obtained from Fig. 1E. The
interactions of PGCs and somatic cells both from either the early
(17–19) or late (28–30) stage of development are compared as

indicated. Values are calculated via Wilcoxon rank sum test.

PGC-Som (17–19) Som-Som (28–30)

PGC-Som (28–30) 7.661024 1.5610212

Som-Som (17–19) 0.295 0.064
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Table S2. Calculated p-values of the single-cell force spectroscopy measurements obtained from Fig. 3B. Either the interaction of
either PGCs or somatic cells from the early (17–19) or late (28–30) developmental stage with different substrate coatings or the

interaction of the different cell types on the same substrate are compared: (B) BSA, (C) collagen or (F) fibronectin. Values are calculated

via students t-test (*) or Wilcoxon rank sum test (**) depending on the distribution of the values.

PGCs (17–19) PGCs (28–30) Som (17–19) Som (28–30)

BSA-Collagen 0.045 (*) 0.17 (**) 0.005 (**) 0.406 (*)
BSA-Fibronectin 2.361028 (*) 1.761024 (**) 0.008 (**) 0.021 (**)
Collagen-Fibronectin 3.261025 (*) 0.037 (**) 6.961026 (**) 0.004 (**)

Late PGCs (B) 3.161024 (**) / / 0.282 (**)
Early Som (B) 0.037 (*) / / 0.050 (*)
Late PGCs (C) 2.961027 (**) / / 0.206 (**)
Early Som (C) 0.577 (**) / / 3.361024 (**)
Late PGCs (F) 0 (**) / / 0.106 (**)
Early Som (F) 0 (**) / / 0.197 (**)
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