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Supp. Table S1. Data for individual study participants, including self-reported TS status, enzyme levels and interpretation, 

HexA variant(s) name(s) (if detected), and self-reported ethnicity 
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Participants with HexA enzymatic activity in the ~36-52% range were classified as carriers, while those in the ~60-73% range were 

considered to be non-carriers, and those in the ~76-85% range were classified as Sandhoff (evaluated in the context of the total Hex 

activity as well). HGVS-approved variant nomenclature was used. GenBank accession number NM_000520.4. 


