HER3 (+ HRG)

High
VIKRESGPGIAPGPEPHGL
RSLKEISAGRIY
HKIPALDPEKL
LERGESIEPLDPSEKANKVL
LKSPSQVQVADF
MIDENIRPTF

MALESIHF

Low

NRGF
KGTPSSREGTL
GAEPY
RGPTEERL
AHEAECF
QLEPNPHTKY
GPGSEDcQTL
IREVTGY
GPGPGQcL

ARIF

LNGEPREF
VVIFmmL
QLvVTQY
GLcPGSSL
RSLEAtDSAF
MDVGSDL
LERGESIEPLDPSEKANKVL
GQTLVLIGKTHL
VLVAMNEF
IGKTHL
MIDENIRPTFKEL
AQPQICTIDVY
SYGVTVW
MMLGGTF
RLAEVPDLL
RLTQLTEIL
VLVAMNEF
TVIAGLVVIFmmL
tVIAGLVVIFmML
WRGRRIQNKRAMRRYL
GSGVF

TNKKL

MTK1 (+ HRG)

High
VKVCcTDEE
ISQSKDTASKL
KWQRGNKIGEGQY
VKNDRPVEF
DIQSRDcISKKL
KNNAQTmMPGEVNSTL
KVGMGHKPPIPERL
DHSFVKVCTDEE
SRTPPSSEEKCSAVSW
NITKDLNQKL
IRGGEAQAGKLF
KVDYGSF
KNNAQTMPGEVNSTL
VDKALKQMGL
AAKDFQDRVQAL
KNNAQTmMPGEVNSTLGTAAY
FGVELHREEmY
YREAMIQGY
cQEQTSSQPVIAKAL
LNVIHEcL
LNITKDLNQKL
FGVELHREEMY
DNVMHVGL
DAEVDESESVTL
GLQEHVIRLY
TASQLLDHSF
cDEGTLEEVSRL
VKVQIPGLENL
IKLGDFGCcSVKL
GAPDWSTEAGF
VPDTLAEEKSIIL
TSSGLIKLGDF
MEYcDEGTLEEVSRL
GLQEScAEFW
EQVKRIMELLEY
GPIEAIQKSVRLF
VKVQIPGLENLQmMF
QMFVPDTLAEEKSIIL
GIKNLSDIGWPVF
VKVQIPGLENLQMF
TARQAIPDIINEIL

Medium

VVmQSAHL

NVIHEcL
NGTSVEGQCcKATPGTKIVGY
SPEGKDFL

GLQEHVIRL

RKDLEIAAEF

RSMQVDNLL
SAPVRDLLDVL

Low

NKPY

QQYy

IDAYLL
HEARERASKAL
RQKIGDKY
KQEKKIRAAL
HREEMY
RKVTF
RTTERDHKKNVQCcSF
TKEITHY
VRDRAGF
HKEVVRL
TKHGDRARDSEDSW
TIQRKAF
SPEGKDF
LMKQY
LNRSNEL
IRGGEAQAGKL
QRGNKIGEGQY
VRECKEVL
EEVSRLGL
HEYEHNF
RSmQVDNL
QDRVQAL
ELRTL

MKQYY

KEKmNAPNQPPHKDTGKTVENVEEY

QQyy
LTSSGL
TSIY

Low

GVELHREEmY
KEKMNAPNQPPHKDTGKTVENVEEY
HAGRTINDQDF
RLEQRPAGEPSLL
KVGmMGHKPPIPERL
MSGEF

KELF
QPNDHKTIKETADEL
KSTGSFL
DNVmHVGL
AFVRDRAGF
RPFVDKAL
EGIKHPNLVRY
SRHCLTSIY
QQLPQASHSL
DYmRSW
VVMQSAHL
GVELHREEMY
RSMQVDNL
tSSGLIKLGDF
YREAMIQGY
REAMIQGY

VLcRVL

NFTKEITHY

TASQLL

KNDALEL

FETL

AEEKSIIL

QQSIEGL
RSmQVDNLL
WLNRSNEL
EQRPAGEPSLL
IFmEY

RIMGTVL
GLQESCAEF
DYMRSW
ARKWMNY
QQLKNDALEL
HAGRTINDQDFF
EIAAEF
NAAAGKDcSKDSDDVLIDAY
ASIAAEL
RLSAPVRDLL
KNNAQTMPGEVNSTLGTAAY
VLcRVLL
MNECIGHVIGKPHSPVTGLY
IKLGDF

KFFETL

TcISVDTGEL
RSmQVDNLLL
LNRSNELIW
EAQPVKVVPQVETVDTL
KNLLEEEW
cDIAGmLL
KSTGSFLEF
RSMQVDNLLL
NFGFEY

LNITKDL

QMFVPDTL
QmFVPDTLAEEKSIIL
cDIAGMLL
SEFPDPMWGSDY
IWLEL
NQKLRIMGTVLGIKNL
TSADDSSASDEIRRSVIEISRAL
SDIGWPVF
FcDIAGMLL
KSKQYVKVQIPGLENL
TSEF

GsFAF

SHCL

CDIAGmLL

RKLIL

Supplemental Fig. 1

MTK1 (- HRG)

High
EAQPVKVVPQVETVDTL
VPDTLAEEKSIIL
cQEQTSSQPVIAKAL
VKVQIPGLENLQMF
LNITKDLNQKL

Medium

VKVCTDEE
HAGRTINDQDFF

Low

RQKIGDKY
RLEQRPAGEPSLL
GAPDWSTEAGF
KVDYGSF
AFVRDRAGF
NFGFEY
GIKNLSDIGWPVF
QQyy

EPAFL
QDRVQALcL
YREAMIQGYNF
QRGNKIGEGQY
KIFEGIKHPNL
SIKQLVRECKEVL
SKQITIAINVL
PSFEPAF
LVLcRVL
LNVIHECL
AKmL

HKML

CRVL
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