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Escherichia 1 AMKKLL[IAS [AITvYGREGFVVIKD RlLLsMPVIRTED TIR CIN[E|E DVR[VZ R D[THL
Salmonella 1 PAMKKLL|IAS ATV ¥ GIAE GF V VK[D AL L sME VR T[ED T IR NIF|E D[VR[VIL R N[THL
Aggregatibacter 1 UTMKKLIL|TIAS TAA . L[a|GB[F vV|QpD T|T A S|LE VR VIE0 VVE| olv|E D[VIK[2|S O N[Thv
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Escherichia 86 T[T]Al SV DOIMILIK QNLIE ASGVRVIGE SLDR|T T[TJAD I EX GLE[D] K Y 5 ASWIKA VT PP RN R VIDDK L VE|QEIGlv sRIET]Q oI ™ 1 vEN
Salmonella 86 T|I|A SV DDMIL|K QN|LIEASGVRV|GE S LDR|TI|L|SD I EKG|LIE[D K'Y S A[S[VIKAV[V|T P|L|P RN R V|D|LIK L VIF| QB G[v S|2/K|T|0 0|1 NI V[N
Aggregatibacter 85 1Il7|s S|1fp NDA|IL|K ON|LINANGF QK|GD I LNREK|LEAF RK S|LED RYNAKVIE T I|[VINPL|P NN RA|E[VK I ofT/KIdN{D V]2|LILK G[v T|F v[eN|
Haemophilus 82 L|T|N ATPKNALEQN|LKANL I VA|GEVYDKAK[LEAF KQA[LVD RYQAD|T|QT I|T|T PN N|G S I|N[V|E L N|T|TERG[E I|a|y¥ VK K|T N|F EfgN]
Pasteurella 83 vlT|s 5|1l DlEAIT|KQNLDANGF K V|GD VLNR|AK|LEEF RKG|I|[V]E RYNAKVDA I|[VINT|LE NN S 2|E|T/K T Q[T/Nin(D via/LFK E|T T|F £y
Vibrio 86 T|I|A AIKEEQLKONLEASS IRV|GEALDR|TI[L|SNIEKG[LED K Y NAT[VIKAV[VIT P|L{E RN R AID|LIK F VIF| TH G|V S|2/K|T|Q Q|1 m|F T[N
Pseudomonas 85 s|z|s A[I|SKEDLILKGLKQSGLAE|GE IFQR[AT|LIEGVRNE[LIQR RYSA[E|INAE[VIPQP RN R VALK I N|I|NR{G|T v{aAlT|s H|I NV v[gN
Xylella 92 A[T|N DIIKSEELLKGLSEIGLSE|GEGTFDRLS[LIDRVTQELKR K Y NV|QMT T T|T|T P|L{D RN R V|D[V|T T A|T|KIG|K A2 /K|T[R BT N/ I[gT
Neisseria 85 Tzl MLION[DA KK N|LE SFGLAQ|S|Q YFN|QATILINQAVAG[LKE K LN I|QI|TPK[V|TK|LARNRV|D|ID I T|I|DIC(X S[AK|I|T D|I E|F E[gN
Agrobacterium 100 LIVN K[IKDDKLAGVVIQT QP . . .|LGPEN|QAI[V|TAD IAR[IKE RSDVE|I|T TQ|TIV S|V|G Q|G R VN|T|AF v|I|NERC|E R[T|K|T|G R|I D|F V[N
Rickettsia 89 Flr|s K[IKTNI|LAKE[I[YT . . . MS|GE S LS|QAK|I|ELD VKK[I|L[E RF S TK[V|T P K|I|K S|LIE NN R V|K[V|T F D|T| Al cle R[T|v|T|[K S|T Y|F sfe]n|
Caulobacter 86 T{/N| SILKEDKILKDEVIQI . . . RPRGIFTRIAKV/QAD VQR|IT[E RIS AT[V|TPK[VIVE|LP QKR VD|LVF E[T/NI]G|A K[S|G[VIL G| NF LgN
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Escherichia 186 EHAF I|TDE[LJISHFQLRDEVPMWWNVV.GDRK R[F| sLTpPRK G I Y[V IV I|TERED o[Y|K L s GVIE[V|S[GN[L]. AG . HSA
Salmonella 186 HAF STEE[LISHFQLRDEVE[WWNVV.GDRK RIF SIL T|PDIIK G I ¥|T T{viy I|T)KelD Q|v[K L s GlviQ[vis|eiN[L|. AG . HS A
Aggregatibacter 185 QV[FD|SDR[LQDQMELQPD.AWWKLE.G.NK 20\ Q[ ND|E)AT E ARV T|TN v|S)HelE K|v|T VN GA|R[T|[V|G[D[V| . GG . MSE
Haemophilus 182 NAFS|YDE[LIKELEIKPNAPWWNIF.ESSK KI|F) K[F NENEAT EVD|L T|Y[K T|N)2fels ofv|N I s EMR|T|T|GD|T). 0K . LDN
Pasteurella 183 EAF S|SGKLADQMELQTD. SWWKLF .G . NK ol X[L spjpidKEP L 1. . s|ElfED LIY|[T VK T|.|R[V|S/GlMW GG . MS A
Vibrio 186 QVF SDEE[LLSRENLNVDVAWWNFL.ADDK KI|F) AT S|P|DIdK GV Y|T TN LvikelE B|v|T vV S K[V|Q[F|R|GE[L|. MG . KEA
Pseudomonas 185 TV SEED|LTDLFELKTT . NWLSFFKNDDK| N[M S|T TPDEK B v Y[T T|VN I[N E K|¥|T I RD[V|X|L|T|GD|L|. KV . PEE
Xylella 192 EKFNNKD[VMSAWESKEH.NWASWYRRDDOQ DIF S|t s|pEidE N MF|T T|alc v|TIHED QY[ T S S|T|R[V|T|GN|T|. VL . PQE
Neisseria 185 QV|YSDRKLMROMSLTEGGI[WTWL . TRSDR[FDRQKF A QpMalK[v DIF| o|T NE[DEAT RQ T|T K|I|T V|HIHelG R[F|RW G K[V|S|I|E|GD|T| . NEVP KA
Agrobacterium 197 NS[YSDGR[LAAVINTKKS . NMLSFLTREDV[YNEDKLRADEA DIF) VILDIE|SPNE ¥ T|T s|I|T vIDifelX K|Y|D F G N|[V|A[VIE|S|T|V|. PGIDG S
Rickettsia 186 EHYSDSELKSIVLTKES.RWFRFLESNDI[YDEPDRVE YPJKHL DIF| ALND|TIIE YF T|T T|v|S I|EVXEE K|[Y|RF GN[V|T|IDNK[L|. TNINIK
Caulobacter 183 AEYSDND|LRDVIVTKES.RWYKILTSNDNYDPDRIEYRRIOLE DIE] E[L2PDMNGF AV T|Y|T LELEP K|[Y|K F GK|I|T|VE[TE[L . KKLDGN
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Escherichia 283 E[EQM. TKIEPGEELNNGTKVTXKMEDD[IKKLL AR Y[EY]a vy RV QS MPIE IND . ADK T VIK[LIR v N[V D|A[GNRIF[Y VIR KER F E[G] [SlkEAVIEREMR QMBEIGAW LG S|D
Salmonella 283 E[I|EN|L|. TKIEP|GELY|NGTKV|TKMEDD|I|& & L|L R Y[ Y[AYPRIVO[SQPIEIND . AD[K T VK|LRV NV DAGNRRE|Y VIRKMR F EG siEMs|v LR £ MR QM Gla W LG S|D
Aggregatibacter 280 QLAP[LLKQIEI(GEE[F|ERSDVIQA[VIED|S|ZIKSTILGEREYGSAQVNVQPDEND . DAKTVIGL|SEVVIRAGKRY|S VIRQMRE E(G slapsIT L0 EMRQQIYG|sWL|S TD
Haemophilus 279 E[L|NQLL THFKAGQLF|IRKTELS I|TEE[QIT|KQ I|L GDR[EY|GSAKVD|LY[FIKENE . ED[H T V|Q|I|NF IV DAGRR|I|Y VIRKMRF E|G TIAaRS|T LR E MR QopRlGlaAW LIS T|s
Pasteurella 276 E[LAP|ILETIQLNGLF|RRTSV|LENE|QRNEKSK|LGEREY[ATAQVN[VEP|TEDE . QDK T I|s|LDF IVER|GK|S|Y|T VR OMRF EG siaps(T Lo EMR ool GlaW L|S S|E
Vibrio 283 E[|TS|L. IPFEI|GET[*|NG S AV|TRILE[E[SVKKV|LGE s[e¥[aYP QVR|[TIP|EF DD . EK|QQV|S|LVV HV E[A|GK[RV|Y VRDMR F V|G TIRPE[V LR E MR QM Gls w LN sk
Pseudomonas 282 E[VKR|L|. LLVQEK|CIQV[F|SREVMT T|T|S|D|LII|TRR|L GINE[EY|TF ANV N|GVP|EAHD . DD[K T V|S|V|T F VIV D[P|GK[R|AlY VN RpN F RG TIERE[V LR = MR QMGG WAlS T|Y
Xylella 289 K[I[EK[L|. VIPKTGD IF|SRVLLE Y|s/s|alalT|INT|L SN I[dv[AF SK[VN[E I[F|TANR . ADRTVIA[VINLEWV I|P|GP[RVIT VIR QML F K|G T|sPE[V LR E MR QFpIN|s W Y| oA
Neisseria 283 E[LEK|L|. LTMKP|GKWY|ERQQMT ANLIGE|II|ONRMG|ISAlEY[AYSE|I S[VQP|LENA . GT[K T VID[F|VLE|I EP|GRIK I|Y VNEME I TG TIREE[V VIR E LR QMEIS(AP YD T|S
Agrobacterium 295 E[L|QG|L|. VETRQ|GIAS|Y|SAKEV|QQ|SME[RIT|S K R|VAIGE[Y|[PF ARV TP RIGIDRDM . SGN T I|G[V|T ¥ IV D[Q|GE[RAY V[E RME I RjG TR Y[V TldR £ F D I|spRlGDAFN QT
Rickettsia 284 Q[LNK|I|. VNIKQ|CK I|[F|NMK T[V|DD|T|A[EK|T|GE Y[F TjaN[gy[P . . AV N[VY[P|D I KKNDN[HTAD|T|KF I|T E[KADK VY I|NKpN T I|N TiERHE[V IER AF K I[ER|GD vMN R[S
Caulobacter 281 LLAQ|I]. LEVRTCIQLYEDERIEQATDALTFARGAASAFVDVRERYVENR . ETK T VID[VIVF QW RE|GP|RIV]Y VD RED I V|G ITnylv LIRR E L EVARGD A YNRV
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Flg- 89 Escherichia 381 [LVDleGKERIINRLGEF E|TD TD TQR[VIE G[E[PEQ] NG S|FNF c[I@Y|c[TE s[c Vs F ozlc[Vofd] Vc[TNG[T&N]. DYQTYAE LSV TNFYFE T
. Salmonella 381 [LVDQGKERLINRLGFFE|T)YDTDTQRVE G/S|LEOV N TG S|FNF G|T[gY|G[T|E S|G VIS F ofalc[volo VIG|T|N G[T/K[N|. DYQTYSELS[VTNIFYF T
Cont|nued_ Aggregatibacter 379 |[LVELGKVRLDRTGEF ETIYESRTERVEGTGE N TG S|INF GV v|GIT|E S|G L{s Y Qlals|IK|D L|S|L{AG[SIRIN|. DYGTSVNLG[YNERYE T,
Haemophilus 378 [RVSLAKSRLERTGF YE|TNYEMSMP T[VKNT[DEIQ N TG S|I|NF GV[gY|G|s|G S[G L{s Y N|a[G|T|T|o L|GIL[NG[S|RIN|. TDSTNVNLS[Y TEHYE T,
Pasteurella 375 |LVELGEKLRLDRTGYFESHYETKTEA|LPG[S . MO NTGS|I|NF GlI[gv|6|T|E s|e Lis ¥ Qlals|z|k[e Ils||eG/TRN|. DYGTTVNLGYNEJYEF T
Vibrio 381 [DIETGKTRLNRLGFFE[TEVQTVR|VPG[SERO N s GNVNF Glv[elv|G|T|E s|G v|s F Q[v|G[L{o|o VIG[VINAMI[N|. DY QKNLTLE[YRDIJY W
Pseudomonas 380 |[LIDQS[KARLERLGYFKENNVETPAVPGTDRO P s GS|I|T|a svlgr|alols Ale LT L GlG/s|z|s|o V|s|z|eL{T[RIS|. EYQTRYNF G VD|gY
Xylella 387 |[AIDRS[KIRLQRLGYF EAMDVESTE|VPG[SNEO T 56 s|F|oV GlLgy|sK|T Y| VT T s|vjolLis|c V|s[VDA[S|RIS|. RYQDRY SFS|Y TNEIFE T
Neisseria 381 [KLQRSKERVELLGYFDNQFDAVP|LAGTPMK] STGS|LD|L S|A VIQ|D T|G L{V M S|AIGV|SIQ) AALIRA[SIRIS|. KTITLNGSLS[FTDJHYF T
Agrobacterium 393 |[VITAAKRRLEALGYF SKNVSTAG|G. SAPEER S TG S|F|G|T G|a[dY|S|ojN DG VIL LE[2[S|I|E[E IR[|r2GAGEDDARS Y TLS[F TE[
Rickettsia 381 [YIEKGERNLRNLDYFEKNSSISLAQ[T. KAKEK 5T S S|I|GF DLE v|N|T|2 6|6 LiF GRF|S[FILE LiNa[GVIQV|S|. KNSTSYYGC|ITDIIHEF L
Caulobacter 379 [LVDRSKNNMRRLGEF KENEIEDAP|G. SAPHR] E T GELSF s|afgvs|s|1 bk Liv L ovicl|TEREIE REREONLIRER ASVIE . SLROQIDFGESERRFL
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Escherichia E—b —Bb B
Escherichia 480 VD[GVSLGGRLEYNDFQAD. ..DAD. . LSDN|TNK[EY[ETDVT ey vANSTlsNMoPQV. . . AMWRYL|Y SMGEHPSTSDQDNS . .[FJKTDD
Salmonella 480 VD|GVSLGGRIFYNDFERAD. ..DAD. .LSDYTNK|S|Y|GTD[V|T L{GYVHNK[L|S]NMQPQI. . .AMDR/YLESMGD .PDASD. ... .. F[AADD
Aggregatibacter 478 KDGVSLGGN[IFFEN[YDNS...KNS.TSASYART|TY/GGN/L[T LGYAYNKLKNITPEY.. .NRALYLASLNYNE. ....... WT[FKSHD
Haemophilus 477 KD|GVSLGGNIFYED[YDNS. ..ARK.ASAAYKRKT|Y|GAS|GT LGY THDKLRNVEREY ... TREKYVNSMKF . PINPQNSHYDRI|QSAD
Pasteurella 473 KD|GVSLGGNVSFEE[YD|SS. ..KSN.TSAGGRT|S|Y|GGN|L|T VGY TYNK|ILK[NIAPEY . . . NRDL[YR[QSMKYNDS. ... ... WI[EK SHD
Vibrio 480 LDGVSLGGKVEYNQFEAS...EAG..IVDY|INE|S|Y|GTS|L{IWGEFPFDELNRFEFG|IGY THNK|I|GNLTPYL .. .QVENFLAAQASNIDSGG. .NLLTDD
Pseudomonas 479 VD|GVSLGYNAFYRKTDYDEL.DVD. .VASY|SVN|S|L|GAGMS[IGYP I SETSRLTYGLSVQRDQID[T|GRYT. . VDEIYD[FLDXKEGD . . . .. .. Fl. . TN
Xylella 486 DN|[GVSLGYNLAYQKLDYS...DFN..AAQNSKRMS|GQI|IFGIPITENDTVSWV|I|GADSNQII|TIFPGST.PKAIIDYIDAVGQR. ... .. F. .RA
Neisseria 480 AD|GVSLGYDIY|GKAFDERKA.ST. .SVEQYKTT|TAGGGVRMGIPVTEYDRVNFE GLAAEHL TVN|[T|[YNKA . . PKRYAD|F I|[KQYGKTDGADG FKGLL
Agrobacterium 492 GYRLAAGFD|LFKSQ[SRSEDYYDYD..... e - JERQGFALRVTAPITENLSTTFKYTYKQLNYD|GEGD . . . .WETGSNLAGPYKDLIRGGD. . ... Wl. .TQ
Rickettsia 479 DRDLSLSVNEEFRN.|[YT|GRGASVLNTTDQS[YKLH[S|T|GVEK[I|S|LGYDMKEDLSHEID[YLIKRDI|SAPSPSN. . . .. SIFINEOMGK. . ......... . .IT
Caulobacter 477 GRNLVAGVNLYTFRYDLSE....... FAAYDTK|SVIGIGDVREGEPLTNDS SMSLRYTVRQDEV/S[VADSLCASGSVSQILCLQRGA. oo v v v v v . .17
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Escherichia 570 [F|TFNY[GWTI|YNxLDRGYF[P TDEsRVN[I|TGK[MT NEYYRV[TLDTAT[Y]VE IDDDHK. . . . WV[VJLGRTRWG[Y| MEF Y
Salmonella 565 [F|[TENY[GWI|YNKLDRGYF[P ID[gSRVN[L[TGKVT NEYYKV|SLDTAT[Y[VP IDNDHK. .. .WV[VLGRTRWG MEE Y
Aggregatibacter 563 |YDI[SF[GWNY|NSLNRGFL[P T[K[EVKAS|I|GGKV[T NKYYKLNADVQG[F[Y|PLNRDQT. .. .WV[L/SGRLGAA LEF Y
Haemophilus 569 [FDL|S|F|GWNYNNLNRGYF[P T|A[eS SAN|I|SGEILT NKYYQVGTNFSGYIPLNSEHK. .. .WY|[[ATKGGLA[ VEEY
Pasteurella 559 |F|DL[S|F|GWN|YN|SLNRGYF[P T|K[gVRAN|I|GGRVT NKYYKLNAEAQGF|YPLDREHG. .. .WV[LSSRISAS LEF Y
Vibrio 567 [FDINLISWTRNNLNNSYF|P TA[ENHQRAF YRMTV AQYFKLQYDVRQY[FPLTKKHEFTLLLRGRLGYGNG FREY
Pseudomonas 561 |FIKAS|I|GWS|E[S|TLNKGVLATR[EHSQS|L/TLETT LSFYKIDYRGQV[FAPL[TDN. .. ... ¥ TMRFHTELG|: LEF Y
Xylella 568 [RT[EL{GWARDTRNDYFMP NLEMYQR[I[GAEVT IKYYKINYQISKYWPIIBA. .. ... LV[LNTRLEVG LEFF
Neisseria 570 [v[KG[T[V[GWGRNKIDSALWP IREYLTGVNAETA LQIY YSATHNQTWE[FPLSKT . . . . . . FI|LMLGGEVG IPFF
Agrobacterium 572 [S|TI|SN[TLNYNTLDDRNMPRE[EWQAAL[TNE[FA SE[Y YKIYAKARE[YY[TLSDE. .. ... ¥D[V|IIGSLTGO LLVF
Rickettsia 560 |S|AI|GH|TIT|YD|QTDNKIV[PKN[EYLVSGTQE[F|A NKYIKHEIECKE|Y[KSEINNK. ... . VI|LKLSAA.G VRIS
Caulobacter 557 |S/LI|GY|GLRIIDKRNDP INE IR[EWE AD[LINOD[LA] VKYLKTEADAGWYWGETKD . . ... . LVE|SATGSF G VRIN
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Escherichia TT —-
Escherichia 650 E gss[Tv 0sNT[T AVYFPHQASNYDPDYDYECATQDGAKDLCK BlvaEILEF T TR TP|F[T|SPlK Y AN[S VRT s FFWEIMG[T VWD T . N
Salmonella 645 & G|s s|Tvl¥EFlo SN T|T AVYKNGAHETSWDDNDDYEDCTQE. ..SGCK v als|LiF| T T T|P|F|Z|S[E|K Y AN|S VR|T S F)gWMGT VWD T . N
Aggregatibacter 643 0O GIG[s LXeFlaY SAT AIYINPRVNGCSGSG.VNV.NSSC. . YNIV] AT S|V LT VI TIP|F [VIAE[K N QNS VR|T S Pl vIsIAAIS VWD T . B
Haemophilus 649 Q GMG[s LIYEFIAGG S| AIYYREDG . v eves e e e FKAP VN A|S| LI LT T)JAP|F|Z|{SD|K Y Q AN VR|T S VI VIIARIT VWNT . K
Pasteurella 639 0 GIGs LIXEFAY GAT AIYRTROCEDS ..o v v v s s YCLV|S VT 25| TR L| T VI T|P|F[VIAD|K N O N|S VR|T S LigvlARIS VWNT . R
vibrio 652 & GF T|s LIEF|G SN S AVYRDYSGSNNG. .. ...ouunonn.. SDTA AL AlS| VIR L|T VI T|P|F|A|S[E[EARNQ T RT S Tiy ¥ IMAIS VWD T . E
Pseudomonas 640 E GEN|SVIEFKD S T, STPSVARDANGNRLPDGVPDSKGRYTDPDQ I|T GlGARLIL FlgME[F[VKP[Q . . RIOLRTVLgWEv|GsTFDT. D
Xylella 660 = GITN|S VMEFRDN T, SEVTAL .ottt i ee et ¥NQ TV G| ThRIM Y FIRILED(S|.|. . . P|SAR[ISARLPIFGNVENG. |
Neisseria 649 E GILG[SV ESGT, VYDE . vt i aiis e YG 2N V|S|AlL|L FJgMP|GAIKID| . . ARTVRLS LIABIAGIS VADGR .
Agrobacterium 651 D GR.[QVIEFKND G| L et it e e e laalsaABvT ARMP|G[VIP[ED . . FIGLRILAGRVIAGITLY|GNK .
Rickettsia 639 D DIY . |s LEXEF|A SGG 150 v TF|s|TRILNFE T [VPEE . . FNF T|cAVgIpLcs vileve .
Caulobacter 635 O Gt . s EIEFE TAGT 15 s BT s[rrEltvidTE . [LP[EQ . . YicIKaALsEvVIGTAGLLDD
B15 B16
Escherichia ——— —-
Escherichia 749 WDSS........ 0YSG..YPDYSDPSN[IRMYREI|ALORMS SYA [PRAEQF OF NIGK[TH
Salmonella 741 WDPS....... SAPSD..VPDYSDPGN|IRMEAE AL OEM SYA DRAEQF QF N IGE[TH
Aggregatibacter 738 WKGE...... KAKFTNLKLPDYGDPSRVRAFAEIAFOQOS SYA CD[IEQ[FQF SIGGSE
Haemophilus 730 WKQS...... KADYPN. . LPDFGDYKRVRAAE TIALIOWO SYA DE|IEQFQF TVESTE
Pasteurella 723 WKAE..... DKAKFAKLNVPDYSDPSR/VRARAEVALQRD SYA DE[IEQFQF SIGG|TE
Vibrio 737 EDYR..... GKADYGNQYYYDYSDPTNYRS[]v(e LIV SLA DDEEE[FTFTIGR[TE
Pseudomonas 737 CPTK.......... TTTNCDGI.KTDN|IASH TRT SLA AE[TQV[FQF SLGQTF
Xylella 32 e VNNF . KANE[LRAFS[EVALILER SYA DE[IER[LOF TFG(GIOF
Neisseria 722 TYTAAENGNNKSVYSE.NAHKSTF TNE[LRYFAEGAV/THL SYA CE[IQRFQFQLGTI|TE
Agrobacterium 718 VEIG........... . SGETLOQDDNS|IRAFAE TIG[VMYA|S VDYA D E[EQR[FRF GMS[N[TE
Rickettsia 707 LNKK........ QY..KTPNGFYNDQS[LRAV[EFGF|I[YV MDWG DD|TQN|[FHLRF S|T[HL|.
Caulobacter 705 VDRG........ RSPGVFDPNIKDNLGLRAMA[SI|S|IDRK|S FDIS DRITETFRFSTSTREQ




Figure S9. Alignment of BamA/ Omp85 orthologues. The figure shows the alignment of E. coli K-12 BamA (GenBank AAC73288) with the
BamA/ Omp85 orthologues from Salmonella enterica serovar Typhi (GenBank CAD08682), Aggregatibacter actinomycetemcomitans (GenBank
ACX81664), Haemophilus ducreyi (GenBank AAP96041), Pasteurella multocida (GenBank AAC44600), Vibrio cholerae (GenBank AAF95396),
Pseudomonas aeruginosa (GenBank ABR83527), Xylella fastidiosa (GenBank AAF83856), Neisseria gonorrhoeae (GenBank ACF31073),
Agrobacterium tumefaciens (WP003512849), Rickettsia prowazekii (GenBank CAAL14627), Caulobacter crescentus (GenBank AAK23890).
Secondary structure, derived from our model predications (Fig. 2), is indicated above the alignment. POTRA domain f-strands are designated PD 1
to PD P15, whilst those in the B-barrel are labelled B1 to B16. Predicted B-strands in loop L6 are labelled as L6 f1 and L6 2.



