Database Search Results

Sample ID :

1. gi|541266pe| JTNO215 firbriin precursor - Porphyremonas gingivalis (strain BH18/ 10)
2. g456476|db)| BAADS4S22 1 fimbrlin [Forpliyromonas gingivaliz|

aft [Pass:0]

870.016
210.0a7
14595072
1537.009

1277 106
2155022
1665.095
1922976

2187 N44
1142939
2300.053
2013960
1549995
2460 953
1552903
457871
2515923
2517.131
2269 935
2570962
2633930
2365947
2631976
2080918

1057015

1106.001
E24.011
1520.007

1491066
1133 232
1997 917
1724 027

1444 133
1269.102
1703.014
pEVERILY
2064 929
1726 940
34 935
2509 262
M43 953
2534 071
13034
300 0093
45.106
1627 206
2107103
041904

855042

1302036
112087
1022 086
932953

1211.124
1543 966
1945072
T09.1T

1266.0e7
1574 950
1567 976
1591975
1165.205
1153926
2117 960
234412
1232 149
2108.078
2100021
2152972
2404 002
20029 060
2460 808

585991
261.060 900034
1432.030
1135951
1535.000
1160912
1363 956
1937056
941927 2139044
b
9558593
2573008
1391951
2126029
2015872
2170930
2533.T59
1224 059
2320926
2117022
2510827
1202911
2375.118
2467 830

Measured peptidss 403
Matched peptides .
Hin. sequence coverage: 3L&%
CIWERFGE MAP AMD EREOR MAP
000
DATA -
—MATCH _ 0
. o T
_ . . T O
' I
— 300
e ——— I []
Fod 300o0A o 347 L +56,9
<ESIDUE HUMBER ERR (PP
ompuated  Error
(M1 Mono M: (Epm)
163z 3E5 M 1532.3857 47 57 TE u] TLVVHANT CAMELVGE
1374 345 M 1374.339 3 144 10 0 TOMEAATDNITTFVWPEER
2l7e. 283 Mo zLl77.00l -g 110 lz32 0 NYIFTSCTCEGNHIENDPLE
2298 064 M zZ298.087 =10 250 273 u] NGADLAGATLAAAQL ATV AR CE
24010383 M z2401.Z203 —47 = 101 ] ALTTELTAENQERAGLIMTAERE
Z77e. 188 M 277e.Zekb 29 27d 298 u] T 2VLVHINSNNITTDENY TR

Unmatched Monoisotopic Masses:

1051.0346
1090022
1476062
o84 157
1435.113
1242068
1264 034

1112982 1271077 1075028 892007 1044034  T95.110
1203 064 217002 230063 216971 &876.033 1300044
1317006 1355096 1233133 1335004  1050.077
1001910 1647.002 1551.99: 023045  1440.101 1330939
1756006  TiT.165  1T49.03:  T11.165 1347980  1T40.023
1281076 1356981 1242001 1933043 1339127 73IZ.100
1649.145 1226125 T39.130 1150919 S9824 1715042
1703064 2141070 (542013 1777076 1453001 1922065
1144 857 1674110 1416.123 1763959 2161033 1559943 1793 945
1174178 2148080 16129465 1372504  1682.055 2203993 720023
1505.89¢  1521.009  1733.018 1797007 1920094  2362.0460 1923052
1202121 722034 232033 1060032 2005049 %27 0460
2176019 2056900  H57.936 2331011 2195924 1354140
D3GT.066  7A0135 2252042 2250933 2125128 I742.044
J2BIETS 1908083 482030 1423086 2272837 1966 964
M15670 1860021 2494 840 1162003 2103.105 2047871
1206.122 2315941 2149022 1642051 20:5.874  2059.17:
2102033 2132046 1040950 2074030 2194 058 2244822
22B5063 254985 459947 LARGES3 22eTATS 161588
T55.103 2382003 1M42930 1266871 2215023 2502052
2259535 2462021 1832002 2337021 2239950 2354.10:
2020030 2647002 L617.912 121765 1891.021  2557.02%
1621016 2291852 2471865 2733803 2706911 23239 93]
1600524 2359 070 430925 2473884 2004 812 D6TR. 144

1060.053 1066066
1226047
05 953
1.04.010
1269 060
04942
J6E0.083
1216963
1506.01%
1014 056
1761 960
006,042
012913
JTT0.92E
029,535
12220953
13T6.057
1416.861
031.955
1230.942
095.116
1199 922
1799.030
1504 030

1513.038
713162
1127974
1113 966
2161031
1375 930

2202903

247814
1733.002
2333093
1052042
2171038
1212.144
2203 994
2063905
25015904
1875.082
1657 058
2262057
2431013
1583 042



Database Search Results

1. gi|20455486|=pP 13793 FMA 1 POERGI Majer fimbrial subumt protein, type [ precuwrsor (Funbrnllin
iFimbilit)

2. @759 pir| A27736 Bmbrial protain precurser - Porplyromonas gingtvalis
3. gi[456492|dbi[BAAO4620.1 fimbrilin [Porphyromonas gingivalis]
4. gij436494|dbi|BAL04621.1 fimbrilin [Porphyromonas gingivalis]
Sample ID : af [Pas=:0]
Measured peptidszs 403
Matched peptides -
Min. secquence cowverage: 3E%
CIWERFGE MAP AMO ERRORE AP =000
DATA _
—HATCH _ 0~
. o T
— [ ¥ Ly |
' L E
— 00
e ——— I []
704 J0000A O 347 L +56,9
=ESIOUE HMUMEER ERRE CPPM2

=1

Cut FPeptide sequence
1632E_9EE M 153E.857 4z L e 0 TLVTHMANT CAMELWCE
1574 345 M 1374.935 3 144 1le0 0 VOMEAAYDNITTFUPEE
2176383 M zZL?7.001 -8 110 123 0 NYIGFYSGTCEGNHIEND PLE
ZEDE._064 M Zz98.087 -10 ZE0 ET73 0 NGADLAGAD LAAAQA ANV IAEGE
£401._089 M 2401.z03 -47 79 10l 0 ALTTELTAENQEALGLIMTAEPE
2776185 M z2Z776.Z65 -z3 £74 E9g 0 TTTIVLUWNENSNNETTD SNY TPE

Unmatched Monoisotopic Masses:

255041 270016 1097015 #25901 1060053 1066066  1021.036 1112982 1271077 1075028 202007 1044024 T95110
1302.006 510087  1106.001 S61.060 900934 1356047 1090022 1293004 S17092 829063 216971 &76.033 1309044
112087 1492072 1324011 1422090 1513030 002983 1476062 1317006 1255086 1233113 1333004 1050077

1022086 1537009 1529007 1135951 713169 1.04.010 934157 1991910 Q6E7.092 1551.99: 92395 1460101 1339959
Q32055 1297106 1491066 1535000 1127074 169060 1438112 1756006 YiT 165 1749.03:  TI11165 1347920 (740023
1211.124 2153032 113395823 1160918 1113966 704945 1242068 12581076 1356951 1243001 19335043 1339127 733.100
1543966 1665095 1997017 1363956 2160031 620008 1264024 1640145 1226125 TI0 1N 1150910 w0024 1712042
1945002 193976  IFa4.027 19370056 1373930 216963  17V0E.064  2141.079 (542013 1777076 1453.091  1922.065

TO9.IF. 2187044 1444133 041007 2130046 1506019 1144957 1674110 1416123 1763050 2161033 1550043 1793045
1266.0:7 11431939 1869108 731213 2202995 1914050 1174178 2145089 1615965 1372506 1691055 203993 72093
1574 950 2300052  1702.014 055892 47014 71940  1208.820¢  1521.000  1TI2018 1797007 1920094 2362040 1922052
1567976 2015960 2333909 2573003 1733005  906.042 1895021 722934 233933 1900052 2005949 AEET.060

15918975 1540005 064020 1301951 2322003 1012918 2ITA.019 2056900 0570346 2331011 2193024 1254 140

1165805 2400953  IF86.949 21360239 1952042 (770983 2367066 7FI0.135 2353042 2250958 21251258 2742944

1152926 158002 2034035 2012872 2171030 1029935 2223075 1902.023  M22.0346 1422086 2272857 1966 964
2117969 2457971 2509862 2170930 1213144 1233953 2415579 1360081 2494 869 1165903 2103.105 2047 571

2344 173 2515028 M43.053 2532750 2203004 1ETE05T 1206122 2313941 1149022 1642051 2043874 2050172
1535.199 2517131 2534.071 1834059 2003905 1416861 2102033 2132046 2040950 2074030 2194 955 334482



Database Search Results

. gi[2443396|dbj[24422414.1 Firbrilin [Porphyromonas gngivalis]

Measured A

o )

1974345 M 1374 3233 3 53 63 0 VOMERLTDNITTFWFEE
2176983 M Z177.001 -5 13 35 0 NYIGTSGCTCECGHHIENDPLE
2202 064 M E292._ 087 -10 1t3 132 u] NGCADLACGADLAAAQLANTVOAECE
2776185 M 27768 Zek -z 123 Z0E n] TYY 2WLWNINSHNNEYT YD ENY TPE

Unmatched Monoisotopic Masses:

270.016
10037
1492072
1537.00%

1277 106
2155022
1665.085
195976

2187 044
1142 938
2300.052
2013960
1540 925
2460 953
1587808
2457871
2515928
2517.131
2260935
25T 962
2152872
235102
2557.029
223931
26T8.144
2538.143
1604 720
2808 959

1112992 1271077 1075022 802007
1293 064 817092 829065 216971
1317006 1355006 1233133 1333004
1991910 1687.092  1551.99: Q255
1756006  7i7.165  1749.03:  T11.165
1281076 13569581 1243001 1933043
1649.145  1226.125 T30.140 1150919
IT03.064 2141079 (542013 1777976 1433.091
1144 957 1674110 1416.123 1763950 21461033
1174178 21480589 1613965 1372506  1692.055
l20a.20d  1521.000 1733012 1797007 1920004
1895.121 722934 232883 1960032 2005949
2ITE.C18 2056000  B5F034 31011 2193024
236T.066  TA0135 2352042 AR50.95F 2123128
222DETS 1902.083 14820346 1422086 2272857
2415579 18540051 2494 8569 1165903 2103.105
1206.122 2313041 1149022 1642051 20:0.874
2102038 2132.046 1040950 2074030 2194 933
2295063 2502087 1450047 1504 803 M7 AY5
2230542 TA5123 2332993 1942880 1806871
095016 2250035 4462021 1832002 2337121
22GIET 2199992 1080.130 2047003 1617912
ME0.01E 270030 1621016 2201852 2471.845
1555 543 258 030 LG00.994 2354 979 2430925
2322011 2542107 1294.102 2744 7046 2655020
0TE.ETE 2747801 2612985 2503055 2805208
2322001 2620030 1619937 2650707 2290000
2535622 2509040 TGO 913 2036001 270063

1047015

1106.001
1224011
1529.007

1491066
1133 932
1907 217
1724 027

1444 133
1569.103
1702.014
33908
064 929
1736 949
34 935
2509 562
M43 958
2534071
15034
509 993
2633 930
H94.003
2620060
Ha6.593
2601.114
299015
20802
H90.062

485001 1060043 1066066
861060 900954  1386.047
1422000 1513030 003 933
1135951 713169 1.04.010
1535001 1127074 1460.0460
1160918 1113966 704 943
1363956 2161031 1620.093
1937056 1373939 1316943
041927 2130046 1506.019
TEL2L: 2202993  1914.056
055892 47014 I741.940
25TE00E 1733005 (9046.042
1301951 2322003 1012.91%
2136028 1952042 CTT0.983
2012872 2171030 1029335
2170830 1219144 1222953
2532759 2203004 13T76.057
1534059 2003905  1416.861
2320936 2501.904  2021.955
2402037 2117022 5T76.035
2345106 2512827 65T7.080
2365937 1oA7 206 202911
2632976 2107102 1375118
2059918 2041994 1467830
2361030 1702807 1335044
2205.123 2451032 1004915
2032835 24030%3 1025921
2268815 2503077 1450951

1021036
1090022
1476062
Q54 157
1432112
1242063
1264 024

255042

1302.026
1120878
1022 086
Q32053

1211.124
1543 246
1945072
70917

1266.0e7
1574 240
1567 976
1591875
1165.545
1152 926
2117 969
234412
1533.159
2108.07
2199021
2502052
2230 956
1291.011
270691
2604 872
2124122
2657027
2540 039

1044024
876033

1460.101
1347 230

Sample ID : aft [Pass:0]
Measured peptidss 403
Matched peptides o4
Min. sequence coverage: 35§
CWEREGE MAFP AHO ERRDE HMAP
000
DATA
=MATLCH —_ 0 -
- [ ==
- 300
——— 1 |_|_I
Fod 300o0A o 256 L +34,5
<ESIDUE HUMBER ERR (PP

Te5.110
1309 044
1050077

1339 939
1740.023
1239127 733100
040024 1718.042
1922 065

1550 943 1793 045
L3993 TI0.94
2362060 1922.052
BEET.060

1254 140
742944

1066 264

2047 571

2059 172

2246 532
1615.8%¢
215923

1633 933
1217162

2785 803

2473 584

2019 938

2443 3632

2660 961

2584 055



Database Search Results

1. gi|150844|gb| A A AT648%. 1 fimbrilin

Sample ID : aft [Pass:0]
Measured peptidss - 403
Matched peptides -k

Min. secquence cowverage: 3IC0%

CMERFGE MAP AMD EREOR MAP

3000
DATA

—MATCH — ("
— . 01 T

o ° g T 0

— v L EE

— |_500

704 30000 O 347 ¢ +G&, 9

=ESITUE HUMBER ERE PP

Measured Avg)

16323258 M 133z2._857 3 57 TE n] TLYVHMANTCAMELYVEE
1974.345 M 1374.333 3 la4 1le0 0 VOMEAATDNITTFVPEE
2202 064 M E292._ 087 -10 zZEo B3 u] NGCADLACGADLAAAQLANTVOAECE
Z2401.035 M 2401 _Z03 -47 79 101 0 ALTTELTAENQEAAGCLIMTAEPE
£3e.188 M E¥76.Z6k -Z9 £74 £96 1] Ty IVLVNINENNETYDENT TRE

Unmatched Monoisotopic Masses:

Q55041 270016 1097015 #25.901 1060053 1066066  1021.036 1112982 127L.0TF  I0TS.028 202007 1044024 TO5110
1302.036 810037 1106001 S61.060 900934 1226047 1090022 1293004 217002 822063 216971 876033 1302044
112087 1492072 1324011 1422090 2177901 (513039 Q02923 1474062 1317006 1255006 1233123 1533.004
1050007 1023086 1537.002 15290007 1133251 713169 1104000 984,157 1991910 1637091 1551994 922945 460101
1330049 Q32055 1IF7.106 1491065 1535000 1227974 1469060 14383112 1756.006 AT 165 1749034 TIL165 1347920
17400003 1210114  2155.022 1133932 1160913 (118966 704943 1242003 1231076 1350981 1248091 1935043

1239 137 733100 1H3966 1665095 1997017 1363056 2160031 1620002 1164084 1649145 1224125 TER150 1150913
94002 1718042 1M5.072 1931973 1724027 1937056 1376929 2216963 1703064 2141079 1541013 ITTTOT7E
1453001 19220069  T0R. 171 218T.044 1444 13% 21027 2130046 1506019 1144957 16T4.110 1416123 ITEI Q50 2161033
1559.9:3 1795946 L3604y 1142930 1862105 731212 2202968 1914050 1174178 2143080 1618965  IST2.594
1692.055 22050903 T20.020 15740951 2300052 1T08.014 Q55800 47004 ITALA40 1202206 1521009 1732012 LreT.007
1920004 2202060 1928052 1567876 2013960 1323908  25TS.(08 1733003 (906042 189321 TFal934 2132988

1960052 2005949  BTA7060 1591975 1542005 1064920 1301651 23WO003 1012918 2TA019 2056900 95T 9346
2331011 2193924 1354140 1165825 2460953 [Te6.049 2186029 1952042  LTF0.983 2307066 TH0.135  Z252.042
2250938 2125128 IT42.044 11520016 1581.9028 2034935 2018572 21030 020225 2282075 1902033 2482 03¢

1422. 186 22721857 19660464 2117950 2457 071 1509842 2170520 1219144 2222053 2415070 1840.081 2494 265
1162903 2105105 2047871 2344 112 2515028 1443058 2532050 2200004  1ITA.057  1206..22 233041 214902
1642051 2043874 2059172 1838159 2517131 1534071 1834069 2003905 2416861 2102033  2152.040 2040850
2074150 219058 I046.822 2108072 2262935 1313034 2320026 25001904 031955 2235063 2512933 2450 047
1596803 2247875 1615880 21990021 2570962 1390995 211T.32 1876038 1230942 vi5113 2381993 1942930
1266.871 2215003 2502052 2152972 2633030 1345106 2510237 1657.020 1085116 2250035 2442021 1832.00:
2337111 2238050 354,102 2494008 2365957 62T.206 1202511 2262057 2199993 208030 267008 1617912
1217.165  189°.021  2557.029 2620050 26320976  1107.102 23T5.018 2430012 1T99.030 1621016 2201852 2471862
ATE3803 2706911 2229981 2400538 2082918 1041994 2407230 1583948 2504030 1600994 23548979 2430927
2473804 2800812 MGTR 144 2601114 2361.030  TO0.2QT7 2335084 2383011 1542107 2806002 2744 TAA 2655920
20199538 212e 122 2538143 2009015 2203123 M50.032 2004515 207874 ITAT.BGl 2012985 2563055 2803 268
2442865 2657017 1604720 2700003 2932825 M00.032 20050321 23| O] 620930 2619087 DESA.TAT 2200905




Database Search Results

Eﬁm
8550420
- 200
70.0155

1097.015

10&0.053

A1 066,066
10 {044 0841271077

! n?a.nzé\1 286.047 1 476.062
-0 L II 340 1080 .. 1320 .10. 1500 .240” . .n. B .2. . 27E0 3000

b azz(m/z]
1 2 3 4 5 & 7T & 8 10 11 12

A ® ® O ® ®® ® O O 0O O
BEO O ® O ® O ® O 0000 o O
CO O ® O ® ®® ® O O O O
D O ® O O 0O ®® O O O O
EC OO QO O ®m ® ® Q0 O O O
FOoO O O O ® O ® Qo 0 O
CHONOHONONONONOCEONONONONE
HO O ® ® O ®® O O O O O



