Supplementary legends

Figure S1: DNA copy number changes in a checkpoint mutant subjected to
HU. DNA copy number increase is restricted to origin proximal regions. The plots
show the ratio between uniquely mapped sequencing reads from a G1 and S-
phase sample, normalized to a baseline of 1. Regions lacking data are non-unique
sequences where reads were not mapped. Black dots are the raw data points in 1
kb windows. Fourier transformation was applied to generate the smoothed
profiles, shown in solid grey. Open circles represent known replication origin
locations; arrows represent peak calls.

Figure S2: Mcm4 ChIP-seq data. Profile showing the enrichment of Mcm4
bound sequences in alpha factor arrested cells.

Figure S3: Scatter plots for comparisons between HU peak height and
origin replication time. For each origin identified as a peak in the HU dataset
the origin replication time is plotted against the HU peak height. (left) The
median replication time (Trep in min, from time course analysis) is used as a
measure of origin replication time. (right) The inferred mean origin activation
time (Yang et al., 2010) is used as a measure of origin activation time. In each
case correlation coefficients are given.

Figure S4: Time course analysis of genome replication. S. cerevisiae genome
replication dynamics from seven time points through a synchronous S-phase
(each normalized to the alpha factor arrest): 25 min (light blue), 30 min (red), 35
min (blue), 40 min (gold), 45 min (green), 50 min (violet) and 90 min (grey).
Open circles represent known replication origin locations.

Figure S5: Median replication time from time course data. Open circles
represent known replication origin locations.

Figure S6: Scatter plots for pairwise comparisons between the copy
number approaches to measuring genome replication and two published
studies (16,17). Correlation coefficients are given for each comparison.

Figure S7: Distance to nearest confirmed replication origin for peak calls
from Trep data.

Figure S8: Comparions of sort-seq biological replicates. Relative copy
number replication profiles for diploid S. cerevisiae. Replicate 1 (SOLiD
sequencing) data points are shown in black, replicate 2 (Illumina sequencing) in
red. Dots are raw data points in 1 kb windows.

Figure S9: Sort-seq analysis reveals identical replication dynamics in
haploids and diploids. Relative copy number replication profiles from sort-seq
for the S. cerevisiae genome. Dots are raw data points in 1 kb windows and lines
show smoothed profiles (black for diploid, grey for haploid). Bars above the
profile indicate 1 kb windows that are significantly different (black for p < 0.001;
grey for p < 0.01).

Figure S$S10: Direct measurement of genome replication in exponentially
growing cells. Marker frequency analysis as a proxy for replication time. Grey
dots are the raw data points (in 1 kb windows) and the line shows the smoothed
profile (left y-axis scale). Black dots show relative copy number from the
(Illumina) sort-seq experiment (right y-axis scale). Open circles represent known
replication origin locations; blue bars indicate centromere locations.



Table S1: Summary of deep sequencing experiments. Six different
experiments are presented with the strain name and pertinent information from
each genotype shown. For each experiment the following summary information
is presented: the sequencing technology; the strain name; library construction
method; a sample description; the mean DNA copy number as measured by flow
cytometry (N/A - not applicable); total reads generated; and the total number of
reads that mapped uniquely within the nuclear genome. In each case 50 bp
sequencing reads were obtained.

Table S2: Genotypes of strains used in this study.

Table S3: Details of confirmed essential sequence elements at 102
replication origins.



Mdiller, Hawkins, et al. Figure S1

Chromosome 1

204

Chromosome 2

Chromosome 3

bded b Lo | b

20ff bbb

- bbb b boddid | Lo

L S S N A A -

i

Chromosome 6

4 20fb bbb 20 i

200000 300000 400000

Chromosome 8

500000

Chromosome 9

A A S A AU AU SO A 1 L4 b4 2.0 Lo b4 d N 20 b bbb dd N S ) } Voo d
1'“0 000 200000 300000 ~ 40 oolo' 500000 100000 200000
Chromosome 11 Chromosome 12
ISR SR SR A S S S Lodod } A4 2.0 R | } o4 } - b dod | bA
1.8 N
1.6 ; L | .
14 1 3 N
12| ) R n
1.0].& : 3 . ; i o i N T =
400000 0 00000 20000 300000 ~ 400000 —~ 500000 60000 70000 800000 ~ 90000 1000000
Chromosome 13 Chromosome 14
L S LR —— | !

.

' 500000

700000 C 900000

600000

Chromosome 15

e e e R Y L | A d




ARS102  ARS108R5103 ARS104 ARS105 ARS106
= coding RNA YALOES\%{; ‘ rALoeew YALOG4W BDH2 ECM1  GPB2 FLC2 YALO47W-A ERV46 cDC19 FUN12 POP5 SNC1 YALO27W
YALYA! 7W-A YALO64W-B GDH3 BDH1 CNET1 PEX22 OAF1 YALO44W-A CDC24 YALO37W MTW1 YALO3TW-A FRT2
— noncoding RNA - . s - : . : = : - : " . : - : - :_ N - : ———
— RNA - -o010M = - 0.020M = =—0.030M - 0.040M «—— 0.050M = == ——==(r OBONT = —0,070M = =  0080M— — 0O9OM
ALO68C YALO65C YALO63C-A YALO59C-A ACS1 GEM1 YALO46CWRALO42C-A CYC3 YALO37C-A YALO34C-B PRP45 MYO4 DRS2
LTR SEO1 YALO64C-A FLO9 YALO56C-A YALO49C SPEAR045C PTAT CLN3 YALO37C-B  RBGI1 FUN19 GIP4 YALO26C-A
W303 | |
bt —— Il Il Il
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS107 ARS107.5 ARs108 CEN_chr1 ARS109 ARS110
E— Coding RNA FUN30 TPD3 CYS3 SPO7| TRN1 EFB1 NUP60 SEN3|4 ADE1 + SUP56 YARO28WPRM9 YAT1
YALOT9W-A PSK1 DEP1 SWC3 FUN14 YALOO4W VPS8 SWD1 tA(UGC)A YAROT19W- UIPBARO29WIST28 SWH1
—— noncoding RNA : : — . el r A Prenifrs =l : = N - s
—  /RNA 0.10QN = — TTOM——— — 0,1T20M t= =—O130M — 0.140M oSO - —0r160M —om1 700 * 0.180M = 0.190M
AK16 PMT2 CCR4 YALO18C YALO16C-A SYN8 ERP2 TFC3 RFAT KIN3 PAU7 tS(AGA)A YARO35C-A
LTE1 FUN26 ATS1 YALO16C-B NTG1 MDM10 SSA1 ERP1 BUD14 CDC15 YAR023C YARO30C
— LTR
0.100M 0.110M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS111 ARST12ARS113
—— coding RNA YARO53W YAROB6W fN PHO[l YARO75
FLO1 YAROG¥MRO68' IMD1
— noncoding RNA - el —
— /RNA 0.200M = 0.210M 0.220M == 0.230M
YARO60C YARO70C
— LTR
9.0
W303 6.0
; 3.0
i, ; -llllnlim gnnlllumllllllmlllllnlllllllllg‘ 0.0
0.200M 0.270M 0.220M 0.230M




chrll_1

AR$200 ARS201 ARS201.5 ARS202 ARS203
= coding RNA F YBL1 oTaumw-A SFT2 \% tF(GAA)B BNA4 YBLO95W MRP21 BOI1 NUP170 YBLO73W AST‘PRST
YBLT]BW-A BLUOSYBT YBL100W-C ATP1 BRN1 RPL32 AVTS YBLOSTW YBLO77W KBLOGSW-A YBLOB5W
— nOnCOdlng RNA - - - .‘: : - . : . __:__ - _:_ : : — : - - P —— e
— (RNA '0.01 M= =————=(020M" —— =—0.030M = 0.040M - = =07050M 07060N — =oo70M - 0.080M™ —==0.090M _—
YBL113®L111C YBLTO7C PKC1 RTG3 YBL100C YBLO94C SCS22 TELT YBLOS6C YBLO83C PET112 ILST AMRD ARL-B70C SEF1
YBL112C  YBL108C-A RO77 YBL104C ECM2 YBLO9IGRDX MAP2 RPL23A CDC27ALG ATG SSA3 R 71C UBP
LTR 11 108 S 1 9EROX3 3 8 SA3  RPEBULO 13
H 9.0
3.0
| Il Il 0.0
0.010M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS206 ARS207 ARS207.1 ARS207.5
—— coding RNA KIP1 YELT  SHP1 YBLO54W SEG'BL048W YBLO44W PRE7 LN MRPL16 HEK2 YBLO29W Tsmz NCL1 ‘ APN2 ACH1
YBLOB5W YBLO62W YBLO5OW  PTC3 YBLO53W MOH1 PSY4  ECM13 YBLO39W-B APL3 SHET RPL19B|RRN10 RFT1 FUS3  tI(AAU)B
nonCOdlng RNA - - —: —— — —-: — - : — - — : — — : :—— — — : - — : — — : — — '
—— rRNA o Toom _— 0.110M = - o.g2omM— —— oo - omzoM T T/ 0.150M == 0.T60M - “0.170M B = = 5 T
SEF1 SKT5 PTH2 SAS3 EDET FUIT YBLO39C-A YBLO36C STUT PET9  YBLO28C PIM1 POPS tG(GCC)B
LTR PRX1 YBLO59C-A YBLO55C PIN4 COR1 ERD2 URA7 POL12 RIB1 YBLO29C-A MCM2 HAP3 PEP1 RRN6
9.0
w303 H 6.0
1l Il I 00
0.0
0.100M 0.110M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS207.8 GRR26H12 ARS209 ARS210.5
E— coding RNA SCT1  YBLOOSW-A YBLOO6W-A tS(AGA)B HTBZ‘ ‘ RCR1 HHT1 YBRO16W FURA% Sco2
FMT1 ALK2 | HIR1 PDR3 UTP20 coQ1 UGA2 tT(AGU)B GAL1 OA1 YBRO30!
— nOnCOdlng RNA — —-: . : ' : - : — — — : - : ' I- —: — —: —
—— rRNA 0.200M— = = 0.210M = _0.220M 0.230M = _=0.2z20M" — - 0.250m = = =0.260M = = 0270M == =0.280M —0.290M™ = —
r N6 YBLO10C LDB7 ECMT5 RER2 DSF2 HHF1 YBRO12C YBRO14C KAP104 GAL10 OLATYBR0O27C CDST
LTR YBLO12C SLA1 HTA2 NTH2 GPI8 FLR1 IPP1 YBRO13C MNN2 GAL7 CHS3 EMBRO28C
9.0
W303 6.0
Il Il 00
0.0
0.200M 0.270M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS211 ARS212 ARS213
—— coding RNA BRO32W CHS2 FIG1 YBRO47W YBRO51W tL(UAA)B2tQ(UUG)B YBROG64W HSP26 YBRO74W ECM33
RPL4A EDST ATP3  FAT1 RPS11B YRO2  YBROZBRO56W-A BRO71W  RDH54 ECMS8
— nonCOdlng RNA — - 0 ———: 0 - — - 0 — | — : . : - : :— — :— —
—— rRNA 0.300M == 0.310M™ 0320~ = —— ' 07330Mm™ _ T0.320M 0.350M * = =/ " =OU3e0OM—___ ===0370™M T = T 0.380M 3 0.390M ==
HMT1 CSG2 CST26  TCM62 GIPT REB1  RFST PRP6 MUM2  TSC3 ORC2  YBR062C ECM2  TIP1 TATT ™~ YBRO72C-A SLM4 SECI8
LTR PDX3 sco1 QDR3 tV(UAC)B ZTA1 REGPBRO53C YBRO56C-B UBP14  AKL1 TRMBRO63C NRG2 BAP2 ALG14 YBRO76C-A RPG1
9.0
w303 Il 6.0
I 1l 00
0.0
0.300M 0.310M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS214 ARS215 ARS215.5 ARS216
E— coding RNA tD(GUC)B MIS1 RFC5 PBY1 VPS15 SIF2 PHO88  YBR109W-A  SUSI1 RAD16 MUD1 YBR126W-A cczi
tR(UCU)B TEC1 AAC3 YBROSOW YBRO96W MMS4 Ymc2 YBR108W  ALG1 YBR113W TEF2 YBR124WYBR126W-B
—— rRNA 0.z200M = 0.410M - 0.420M— - =—=03om - 0.440M -—- 0.450M™ - 0.460M = 0.470m 0.480M === === =Q.490M = == == T
SEC[I8 UBC4 YBROS5C-A POBRO90CHO3 RXT2 FEST  YBRI03C-A IML3 Y LYs2  TKL2 YBR121GMRPL36  PTC4 VMA2 OPYER131C-A
LTR SPT7 RPL19A IST2 NHR@RS5 PHO5 YBR0O99C EX084 VID24 CMD1 cycs YBR116C CBPG&RST  TFCT TPS1 ATG14 SHE3 Acp2
9.0
W303 6.0
| Il il Il 00
0.0
0.400M 0.470M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS217 ARS218 ARS219
—— coding RNA CKS1 YBR137W % YBR141W-A ADHBBR147W |ARA1 SPP381  CNSI1 YBR159W CSH1 DEM1 PEX32 SWD3YBR178W YPC1
YBR134W MEC1 YBR139 MAKS5 MRPS9  YSW1 APD1 RIB7 AMNT CDC28 YSY6 UBS1 SEC66 ECM31 DTR] YBR184W
—— rRNA o.500M =/ 0.510M - U 520M =0.530M— * 0.540M 0B50M = = 0.560M - o.570M = = =0.580M" =~ = =0B%90M_—T T/ * =
AGP2 YBR138C YBR141C YBR144C RPB5 ICcs2 AR POP7 NPL4 UMP1  EHTI RPSOEBR182C-A
LTR HSL7 IRAT SUP45 TBS1 SLIT5 TOS1 TYR1 SSE2 SMYBR174C FZO1 SMP1 MBA1

0.500M 0.570M 0.520M 0.530M 0.540M 0.550M 0.560M 0.570M



chrll_2

W303

W303

W303

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

Ty

ARS219.5 ARS220 ARS221 ARS221.5
GDTIVEBREDW-ABR194W BEM‘I%DER‘I COS111| YBR206W YBR209W ERV15 MET8  HPC2 YBR22TW-A YBR224W PBP2  YBR235W
PCH2  RPSRBL21RIM2 KTR¥BR20OW-A 7 KTRFTH1 tE(UUC)B NGRT SDS24 ATG12 YBR223W-A'BR225W YBR230W-A D3 PRP5S
—_————— - —_—— — = — | o ‘m e - o o - - — - —
| 1| | [ 1| [ [ [ |
0.600M = 0.6TOM— = ' = =——0:620M " 0.630M — - ' = 0.650M = 0.680M - —0. —_— 5 == = 0.690M -
NTC20 MSIBR196ERA9I7C YBR201C-A DURT,2 AMET PYC2 YBR220C  PCS60 YBR226C ROT2 SWC5 ARC40 YBR238C
MED8  YBRID6C-B TAF5 YBR204C tC(GCA)B YBP1 YBR219C PDB1  TDPT MCX1 OM14 YBR232C ABDI1 YBR239
0.600M 0.610M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS228RS222.5 ARS223 ARS224 ARS225 ARS227 ARS228 ARS228.5
# Gixz SPO23  DUTYBR255W YBR259W TSC‘I(MRPJ\37 CHK1 PAF1 YBR284W% APE3 F5 BA2 PCA1
YBR242W YBR246W RPSSRB6 POP4 SHM1  REI1 YBR271W DPB3 MRPL27 YBR285WBR287W BSD2 1
= [ = — oo —— - — —— — — oe— o —_— - — ——
[ | [ | [ [ | |
0.700M— — — = = —0.720M = = "0.730M — =" _0740M =/ 0750M 0.760M e ——] 0780M — 0.790M —
THI2 A ENP1  ARO4 YBR255C-A_ SHGT YBR261C YPTT0  YBR269C HSM3 RIF1 YBR277C APM3 YBR292C
YBR241C ISW1 HIS7 TRS20  RIB5 RGDBR262C SLM6 YBR270C UBX7 PPS1 SSH1 CTP1 PHO89
0.700M 0.7170M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS229
% MAL32
MAL3 AN3
— —_ -
|
0.800M —_— 0.810M~
YBR29GC-A  YBR298C-A Cos2
MAL31 YBR300C
9.0
6.0
3.0
0.0
0.800M 0.810M

9.0
6.0
3.0
0.0

9.0
6.0
3.0
0.0



chrlll

ARS300 ARS301 ARBEBR20 ARS304 ARS305 ARS306
= coding RNA F VBAT YCLOBSH/‘ YCLO58W-A KAR4 LRET % SPS22 YCLO42W GID7 LSB5 RNQ1 Kcca SUP53 BUD3
CLO76W HMLALPHA VAC17 PRD1 SPB1 YCLO48W-A  YCLO46W GLK1 GFD2  STE50 FUST YCLO21W-A LEU2
_nOnCOdlngRNA - —_— — -_— = — | — — | — - | — — i — —— - - ' — —
| 1| | 1|
— RNA -0.010M == - — = 0.030M - 07040 - =0.050M = =0060M" - - A = = =0.080M = 0.090M _—
r YCLO73C~ HMLALPHA2 MRC1  FYV5 YCLO56C APAT YCL047C  MGRICLO41C SRO9  YCLO33C HIS4 HBNT AGPT  YCLO22C FS1
LTR YCLO68C CHA1 YGRISTC-A PBN1 YCLO49C YCLO45C  PDI1 ATG22 GRX1 RRP7 BIKT FRM2 YCLO23GE(UUC)C DCC1
9.0
W303 I 6.0
3.0
Il M inf | MM ’ R 0.0
0.010M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARs307  ChiRsgbg3 ARS309 ARS310 ARS313ARS314
E— coding RNA VMA9 PGSYCLom\ANV\)ﬂRomw tN(GUU)C PGK1 tM(CAU)C HTL1 SNT1 RB}T #
BUD3 LDB16  YRERDTWIB MRPL32 SAT4 YCRO16W AK32 BPH1 FENT YCRO38W-A
—— noncoding RNA - el el R ol My — - ; —- . . . == :
I | I 1
—— rRNA 0.100M ==—==—"=—"= 0.110M— 0120M—— = ' = 0.130 - oTzao0Mm = 07150M = == == oM "= . M—T == "0.180M 0.190M — "
r CLOT2CSGF29STP22  YCL002C YCPACR0O06C YCROO7C YCRO13¥CRO15C CWH43  tK(CUU)C PET18HSP3(YCRO2ICROZIRBB5SC  RHBI FEN2 P1 RRP43 BUD5
LTR GBP2 ILVBCLO07C CDC10  CIT2 SUF2 RVS161 ADP1 POL4 SUF16 SRDCROT8C-A MAK3ICR022C  SLMBMP1 NPP1Q(UUG)C RIM1 RPST4A PHOS7MATALPHA2
9.0
w303 | 6.0
‘ 3.0
Il H I 0.0
0.100M 0.110M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS314.5 ARS315 ARS316 ARS3ARS318
— coding RNA YCRO4TW YCRO47W-XCRO5TW THR4 YCRO61BUD31  RAD18 CPR4 YCRO75W-A SRB8  TRX3 CSM1 ABP1 KIN82 CDC50 #HMR?VU)C
MATALPHA1 YCRO45W-A  ARE1 RSC6 TAHT  SUPGT HCM1 ATG15 soL2 PTC6 AHC2  YCRUB®DE7W FIG2 cDC39 YCRO95W-A YCRO97W-A
nOnCOdlng RNA — - 0 - — — — — 0 - —I-I—— ——I — - 0 — --I -— — . { — .I - '
1] I | I I 1|
—— rRNA 0.200M ==—02ToM— = = - 0.230M 0.240M— 0250M 02600 = 0.270M = § M 07290M - _—
r MATALPHA2 YCR043CRO45@UDIER050C YCROG4C IMG2 Ssk22 YCRO76C YCROSTC-A~ YCRO87C-A MSH3 RA2
F2 PERT  IMGIR049C CTRS6 YIH1 SED4 RSA4 ERST  PAT1 TUPT YCR090C YCR095C GIT1
— LTR
9.0
W303 6.0
3.0
LTI 0.0
0.260M 0.270M 0.280M 0.290M
ARS319
— coding RNA PAU3 RDS1
YCR102W-A ADH7 AAD3
—— noncoding RNA L= -
I
— rRNA 0300 o c 0.310M YCR108C
CR100CYCR102C
— LTR
9.0
w303 6.0
3.0
.nulllmm...an...an-....nlll,mlllllllllllllllllllllh 0.0
0.300M 0.31T0M




chrlV_1

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS400 ARS403  ARS402.5 ARS404 ARS405
YDL247W-A I’HI13 YDL241T\/ YDL237W YDL233W TP1 SHS1 DTD1 SHR3 UGAT GLE1 TRM8
COS7 MPH2 YDL242W LRG1 PHO13 0OST4 SSB1 YDL221W YDL218W tG(GCC)D1 NHP2 YDL206W MRPL11
- = - - | —— -, —_— . —_ L= - . - o — -
I I | | I | | | 1|
0.0T0M — T020M  ° —0030M - - —0.050M=—  =—— . — =0.080M — 0.090M —  ——
SOR2 AAD4 DY3 YPD1 BRE4 HO WHI4 FMP45 TIM22 GDH2 NOP6 CwcC2 YDL203C
HXT15 YDL240C-A GUD1 GYP7 YDL228C GCS1 BT1 CDC13 RRI1 PRR2 YDL211C 3
9.0
I |
‘ 3.0
DL Il 0.0
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS405.5 ARS406
YDL196W SNF3 ARF1 ST TFP1 INH1 PCL9 YDL176W UGA3 CDC36 ENT1 STE7 CLB3 YDL152W  ATG9 LDB17
TRM% SEC31 NUS1TRPL35A YDL186W LYS20’'DL180W DLD2 YDL173W YDL163W YDL159W-AYDL156W MSH5 PC5 CCT4
1 . . —_—- = = = . —_— — — = — = - = e ———— — | —— _
I | | 1 I |
0.100M——=—=— 0.110M 0.TZOM—  — = = 0.130M— 0.140M = ——0.T50M———  0Tl60M—— = =0.1700M— - = 0.180M —— = O-TIoM =
GT1 GGC1 UFD2 YDL187C RPL4TA YDL177C DLD1 GLT1 N CDODLT160C-ADL1531-B57C BUD3 OP1
YDL199C ASF2 PPHHZA 85C-A YDL183C AIR2 YDL172C UGX2 FAP7 YDL162C DHHYDL158C SAS10 NOP14 YDL144C
9.0
6.0
3.0
Il [ Il 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS409 ARS409.5 ARS410
BPL1 ARF2 YDL133W LYS2T1RPP1B VCX1 F YDL124W UBP1 YDL118W NUP84|YDL114W KIN28 NSE4 BUGT MT5 YDLO89W
CCT4 RGT2 RPL35B CDC53 STRDL129W PCL SNA4 YFH1 CYK3 YDL114W-A TRM3 MSS2 POL3 PMT1 SRP14
e . -= —_—— = — = —- - - — D — . —_ = . —_ —- —_
| 1| I 1| I I
0.200M = - ! : 0.230M —0230M = =—0.250M —  =—O260M ——— 0270 === (0.280N—= === 0.290M —_—— —
CRD1 SCM3 PPH21 CDC48 YDL121C IWR1 RRP4YDL109C QRI7 DUNT1 SNU23 OPI6 BX3 ASM#
RPO21 RDIT RPL41B HNT1 YDL119C ATG20 TMA17 PHO2 QRIT GET3 RPN6 YDL094C RAM1
9.0
6.0
3.0
Il Il Il 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS412 ARS413 ARS413.5
NDE2 RPL13A YDLO73W YDLO68W UBC9 TSR1 YDLF57W tK(UUU)D SIT4 MRP10 YDLO34W DBP10 ARP2
DLO86W SUB2 RPL3TA BDF2 IDP1 YDLO62W USoO1 MBP1 LHP1 NPC2 YDLO4TW YDLO32W PRP9
- —— = L= | —-— = - — |— y - - - L= - _—
| | | I | |
oot IEE e ——— — n— T — Seedy — =T T —— E—— —
ASNMLO86C-A RPS16B THI3 MDH3 RXT3 YET3 CBS1 PEX19 RPS29B PSA1 PBP¥DLO50C STP4 MTF2 SIR2 PRM7 BSC1
(DCO85C-A RPP1A MRK1 6 BRE1 YDLO71C COX9 YDLO63C RAD59 MCH1 SLCT KNH1 FAD1 PRP11 NAT1YDLO38C PUS9 SLM3
9.0
‘ 6.0
3.0
Il 0.0
0.300M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS414 ARS415 CEN_chr4 ARS416 ARS417
YDLO26W IA(AGC)D GPM2 NOP1 YDLOT1OW tS(AGA)D1 PTC1 MCD1 YDPRBO3W-A TRTI SNQ2 PSF1 HED1 SE®PST1A
ARP2 YDLO25W-A GPD1 CDC7 SLX5 APC11 RPT2 ATP16 RCRAD57 GAL3 RPL4B RADG61 FAL1 FYV1
il = == . — - -- —_—— = =] _-—— e - ——_ = - ——
| I | | I | 1|
0.400M —_—— 07TOM - —_— - = M= == ' = 0.440M= = 0.450NM : - - 0.470M 04BOM— = = =  G490M —— —_—
MPS1 YDL0O25@DL022C-A RPN4 ERP3 TSC13 YDLON(AGU)D MED2 NTH1 K1 YDRO10C DAD1 YDRO18¢DR0O20CUAC)D VPS54
YDLO27C DIA3YDL0O23C SH2 YDLO16C YDLOYROO09E¥DLOO7C-A NHP10 MAF1 YDROO8C YDRO15C KCS1 GCV1 CIS1 YDR026C REG[
9.0
H H m
‘ 3.0
Il Il ] il 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS417.5 ARS418 ARS419
MIC14 tL(YDRO34W-B KRS1 HEM13 YDR049' PST1 tR(UCU)D MAK21 LCB2 RPS13 DOS2 TPS2 RAD5
YDRO29W MRH1 tQ(UUG)DARO3 RSM10 HEM12 YDRO53W YOREGUC)D YDRO61TW YDROG68RRO65W SNF11 PPH3
. - [ e —_— . - - =— - — = —_———— = . . —— o —
| I | I | I I |
osoomM — — 0.516M— 0.520M =~ — OB3OM ——— ——0.540MF  — 05%0M - _— = = -  o570M 0.580M == 0.590M
REG[1 YDRO34C-A ENAS ENA1 NRG1 BAP3 TPIT DBF4 YDRO56C UBC5H YDRO67C YDRO70CIPT1
RAD28 LYS14 EHD3 YDR042C RPC11 YDR048C YDRO51C CDC34 TGL2 YDR0O66C DOA4 PAA1
9.0
I
‘ 3.0
| . [ 0.0
0.500M 0.510M 0.520M O.5§OM 0.540M 0.550M 0.560M




chrlv_2

ARS420 ARS421
— coding RNA PET100 STN1 YDRO89W % DNF2 GIS1 TVP15 ARP10 FOB1 YDRT15W  YDR118WKART19W-A KINT
SED1 VPS41 RRPS BC13 YDRO94W BMH2 STES GSG1 YDR112W APCYDR119W DPB
— noncoding RNA —_ - : : :_ : - - | - : ': . : N =
— RNA 0.600M = * 076 TOM == " "0.520M = =0630M = 0.640M—— — 0.650M =—7.660M - 670N — 0B80M™ = == = 0.690M = -
SHU2 PDC2 AFR1 RERACG)D RLIT MSHE(UUG)D2 YDR102C TMS1 YDRT07C ALT2 YDR114C TMA64 INO2)
TFB5 TVP23  SSS1 SLU7 YDR090C YDR095C GRX3 ARX1 SPO71  tI(AAU)D YDR109C PDSTMRPL1 TRM1
= |LTR
9.0
W303 I m
3.0
Il LIl [l 0.0
0.600M 0.610M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS422 ARS422.5 ARS423
E— coding RNA rwm YDR128W HPR1 TAFiz‘ NUM1 RPAHOM?2 SSY1 CWC15 TAF10
YDR124W ARO1 RGP1 MTQ2 EKI1 GIR2 YDRI57W  SAC3 YDR16TW TRM82 CcDC37
I nonCOding RNA - - | : : - : — : : - : _: - — -:_
—— rRNA 0.700M_— 0.710M - T = 0.720M" 0.730M e v 0] 0.750M -_ 0.760M - ~—0770M 0.780N = =0790M T/ ° —
ECM18 FINT YDRT32C YCF1 RUB1 PEX7 MKC7 KGD2 CTH1 YDRT54C NBP2 SECH YDR169C-A
LTR SAC6 YDR131CYDR133C VPS61 DOP1 SANT Swi5 YDR149C ENTEPR1 SEC1 STB3 SEC]
9.0
w303 H 6.0
3.0
il Il 0.0
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS425 ARS426.5
—— coding RNA + SUP35 NGG1 SDH4 SCC2  YDRI82W-A cCT6 HST4 |YDR194W-A  CBS2 SPC19 COQ4 EBST YDR210W GCD6 UPC2 ADRT
SP42 HMO1 UBYDR179W-A CDCRLP1 SLY1 YDR193W REF2 YDR199WYDR203W MSC2 MSS4 tI(UAU)D TCP1 AHAT
- noncoding RNA - _: - - :_ __: __: o . _: — - N : ——— : - : ! I : —
—— rRNA -0 8ouM— " 0.810M— = 0.820M - 0.830M— = =_ 0.840M— = =0.850M == ==0.860M 0.870M= 0.880M 0.890M = =
SEC ARG82 CSN9 YDRT830R185C YDR187C NUP42 YDR196C VPS64 UME6 YDR215C
Q(UUG)D3 RSM24 SAS4 ATC1YDR186C RVB1 MSS116 RKM2 RAV2 YDR209C RAD9
— LTR
9.0
W303 H 6.0
3.0
HH‘ . . ¢IIII|||||||||I|III..34|;.||IIII||II|||||||IIIIIIIII||||||II||II 0.0
0.800M 0.81T0M 0.820M 0.830M 0.840M 0.850M 0.860M 0.870M 0.880M 0.890M
ARS427.5 ARS428 ARS429 ARS429.5
—— coding RNA YDR222W HTA1 SIR4 YDR230W LYS4 MRPL7 SuP2 PEX5 TRS23 VHST BTT1 tG(GCC)D2 PEX1D
GTB1 CRF1 ADK1 VYT HEM1 PRP42 BUD26 AMD2 MER206W-A PAM1 CHL4 YDR262W
nonCOdlng RNA e :_ — . : P : i - : - — : _— =" = : = — : : : = —
—— rRNA 0.900M™ = == 0.910M = 0.920M —— = 0.930M = oozoM—— — 0.950M 0.960M - = Cg7ToMT T - T T TOU980M 0.990M -
RAD9 MFB1 HTB1 COX20 FMN1 YDR239C PRP2S YDR249C MET32 CTA1 HSP78 SWMTtS(AGA)D2 AKR1
SPR28§DR220C PCF11 RTN1 SEC26 SNU56 YDR248IR250C RMD5  SET7 YAP6  EXG2 DIN7
— LTR
9.0
w303 6.0
3.0
‘HH H‘H T g | ditumgpiifusall 0.0
0.900M 0.910M 0.920M 0.930M 0.940M 0.950M 0.960M 0.970M 0.980M 0.990M
ARS430 ARS430.5 ARS431
E— coding RNA CCC2  DONT RNH202 ZIP1 NSE3 YDR291W SURT CFT1 YDR307W SSF2
MSW1 GLO2  BSC2 RRP45 YDR287WDR290W MHR1 BFR2 GPIT1 TFB1 OMS1
—— rRNA 1.000M—— = = 1010M = = == = 1.020M = == =——=17030M™ = 17040M e 102210\ 060M = 1.070M= == =——" T.080M 1.090M—— = '
YDR266C  YDR269C YDR274C  MT¥DIR278C YDR282C DPP1 RTT103 SSDT HDA2 PRO1 CPRBR306C  SRB7 SUM1 RAD34 tF(GAA)D
LTR CIAT YDR271C PMP3tE(CUC)D PHM6 GCN2 YDR286C SRP101 DPL1 ATPS RSC3  HNVZAC)D GIc2 PIB1 IPK1
9.0
W303 I 6.0
3.0
1] Il 0.0
1.000M 1.0T0M 1.020M 1.030M 1.040M 1.050M 1.060M 1.070M 1.080M 1.090M
ARS431.5 ARS432 ARS432.5
—— coding RNA MCM21 ASP% YCG1 UBX5 YDR332W MSN5 MRPS28 ‘ MRP1 SBE2 TRR1  SPC110 OPI7
HIM1 YDR320W-B|RPL35 YDR327W GPI8 SWR1 YDR336W YDR340W EMT1 YDR352W TRP4 GGA1 ESC2
noncoding RNA i '_I - : . _:__ : —t—— : N : _: ' : - — :_ = -
—— rRNA 1.100M ==1"110M == 1.120Mm ==1.130M 1.140M T BsoM T = 1.16o0M" = T/ =T7oM— =/ =1.180M " 1.190M _——
YDR319C DAD4 PEP7 YSP2 PEX3 YDR3B8EXX)D HXT7 YDR344C SVF1 YPS7 YDR354C-A  YDR357C BCP1
LTR SWA2 TIMIT  UTP4 SKP1 YDR333C FCFYDR341C HXT6  HXT3 YDR348C ATP22 YDR355C EAF1 TFC6
9.0
W303 H I 6.0
3.0
Il 1l Il 0.0
1.100M 1.11T0M 1.120M 1.130M 1.140M 1.150M 1.160M 1.170M 1.180M 1.190M




chrlv_3

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS433 ARS434
tK(CUU)D1 YDR367W CTS2 YDR374W-A ATP17 ARO10 RPP2B SAC7 SHE9 SXM1 UTP5 URH1 DIT1 PDR15 SI1Z1 SYF1
ESC2 SEM1 YPR1 FRQ1 ARH1 RGA2 YRA1 EFT2 VS167 SPT3 RPT3 YDR396W HPYDR401W MRP20 YDR406W-A YDR412W
S5 R TR B I S T v 2 o
1 1 1 1 1 1 1
1.200M —— 1.210M - T™=20M— =— =— oM - 17240M = T250M —=1.260M = 1.270M =— = 1.280M —1T290M i —
CDC40 YDR366C YDR370C VPS74 BCS1 YDR379C-A NKP1 YDR387C SUF3 NCB2 RPB7 ADES8 DFM1 ERD1
ESF1 XRSZPDR371C-A  YDR374C LSM6 YDR381C-A ATO3 UBBR391C DIT2 TRS120 STETYDR4130DR415C
9.0
6.0
‘ 3.0
Ml Il
1.200M 1.2170M 1.220M 1.230M 1.240M 1.250M 1.260M 1.270M 1.280M 1.290M
ARS435 ARS437
RPL12T\S(AGA)D3 ARO80 RPN9 NPL3 GPI17 GPI19 LRS4 YDR442W ETMH RPS18A NHX1 TFBERPL28 SPP41 SDCf
SYF1 RAD30 HKR1 SNX41 RABRAB3IW PPZ2 THI74 DOT1 YDR444W ADA2 PPN1 TOM1 MFA1 STP1 PKH3
R g ol ST el R ool o T e T e o ”
1 1 1 1 1 1 1 1
1.300M = 1.310M _—1320M "~ ————1330M - 1.340M - " M = - “T=360M = = = =1.370M 1.380M — - 1.390M . — -
DR417C CAD1YDR426C TIF35 PPM1 SN2 YDR445C UTP6 TSAPDR455C PFA5S YDR464C-A YDR467C UGO1
SIP1 DYN2 YDR428C CYM1 APT2 tK(CUU)D2RPS17B YHP1 GUK1 HEH2 YDR461C-A RMT2 TLG1
9.0
H 6.0
3.0
Il I
1.300M 1.31T0M 1.320M 1.330M 1.340M 1.350M 1.360M 1.370M 1.380M 1.390M
ARS440 ARS441 ARS442 ARS446
TRS3 SNM1 KRE2 SLD5 YDR493W LCD1 YDR509WCN9 SLF1 EUG1 YDR521W ﬂ APIRBA5S0 YDR531
RPL27B SNF1 DIG2 VPS52 IZHTRSM28 PLM2 SMTEHRX2 GRH1 FPR2 DR524VWsITA2 LR1
R oo oo e SR i | B T ol ™ R
| | | | 1 | 1
1.400™M — “TZTONT — Z220M =130V - 220N — = = 1.450M™ — 260N ——1470M — — 1.480M —— = o0M ™ -— -
UGo1 JIP4 PEX29 CWC21 VPS60PACT1 YDR491C PUF6 SEC20 2 SPG3 YDR506C GIN4 YDR5T0CYDR514C YDR520C SPSYDR52%¥DR%26C APA2
PRP3 YDR476C PHOS8 VPS72 RIB3 PKH1 VPS3 ITR1 RPL37B LPP1 PSP1 tL(CAA)D GNP1 EMIT EMI2 SPS2 YERSERA4AC-A QCR7 YDR5B2C
H 9.0
H I I
‘ 3.0
Il ll Il Il
1.400M 1.470M 1.420M 1.430M 1.440M 1.450M 1.460M 1.470M 1.480M 1.490M
ARS447
PAD1 YDR542W
STL1 YDR539W YRF1-1
s Bl o ,
1 | 1
1.500M = = 1.510M™ =1.520M - 1.530M™
YDR5B2C YDR537C YDR541C YDR544C
HSP31 YDR535C YDR540C YDR543C YDR545C-A
9.0
6.0

1.500M

1.5T0M

1.520M

1.530M



coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS50RRS508RS504 ARS507 ARS508
YELOFSW-AA’ RMD6 DSF1 SIT1 YELO59W A‘FEL'DS%W-A IES6 GDA1 UTR2 tS(ABR2E YELO28
YELOT7W-A YELO74W HPA3 NPR2 PCM1 YELO53W-A VMAS8 PAU2 YELO43W YEF1 UTR4 YELO33WMCM3
- - . - = — -— —_— . — = - o - - —_—— — - — —_— -
I I | 1] | | I | 1|
—=  =0010M 0.020M = == 0.030M — . - - oo - 0.060M -— 9O70M 0.080M = = == * .090M - -
YELOYEID76C-XELO73C YELO68C AVT2 CIN8 POL5 MAK10 tG(GCC)E YELO47CYELO45C RAD23 YFIR32C-A BUD16
YEYBZBGC HXT13 YELO67C CAN1 PRB1 YELO57C RPL12A RML2 YELO48C GLY1 CYC7 ARP034C-A YELO30C-A
9.0
| Il
‘ 3.0
| [l [l | LI 0.0
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS510 CEN_chrb ARS511 ARS511.5
CUP5 RIP1 URA3 EAF5 EDC3 UBC8 YELO10W YELOO8SW YEAT GIM4 NOP16 YND1 PAC2 TIRT PRE1 HEM14 BIM1 A2 SRB4
IMT4ASNU13 GEA2 TIM9 GTT3 GLC3 tR(UCU)E YELOO7W YEA4 MNN1 YERO04W NUG1 NTF2 | tE(UUC)ET PRP22 SC1 RPN3
- - - . - T e T - m—— .- — - —_— - o — e
| 1 | 1 | I
0.100M 0 TToM 0 §) = = 0"30M' © = 0.1720M - 0.T50Mm OT60M o o = 0.180M — = 0
YELO25C YELO20C-B MMS2PMP2 YELO14C tK(CUU)E1 GCN4 VAB2 YELOO1C YEROO6C-A C3 BUD25 SP
YELO23C YELOZELO18C-A NPP2 tQ(UUG)E2 YELOO9C-A YELOOSC-A WBP1 PMI40 TMA20 YERO10C AFG3 SBH2
9.0
H 6.0
3.0
H H il 1l 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS512 ARSBNRS513.7 ARS514
PRO3 GCD11 CHz1 YER034W PHMS8 GLN3 MXR1 YERO46W-A ISD11 JHD1 PCL6 TCYZT YEROG6W MOT2 RNR1
SRB4 YAT2tH(GUG)E1 FIR1 EDC2 YERO38W-A N1 SPO73 tQ(UUG)ET TPA1 PET117 FCY21 THO1 YEROG7W ARG5,6
— —_ . - —_— == - - - - . - o — . e e = = — —_
| | 1| 1] I 1
0.200M * o - - oZZONT ——  —0230M —_ —0.250M -  —p2e0M — — 270M 0Z80M —— = 0:290M =" -
YERO23C-A GALS83 M ZRG8 REREBOC-A ERG28 ACA1 CAJ1 HOM3SERO53C-A HIS1 RPL34A CEM1 YER064C SUPT9YERO67C-A
CHO1 MIG3 YPT31 ARB1 HVG1 SAH1 MEI4 SAP1 RSM18 PIC2 GIP2 FCY2 HMF1 HOR2 ICL1 YERO66C-XERO68C-A
9.0
‘ ‘ 6.0
‘ 3.0
Il il 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS516
VTC1 RPS24A YERO76W-A YERO79W SER3 YERO84W-A YERO87W RAD51 tE(LTJ{UC)EZUBPQ RPS8B RTT105 YERTO7W-A RPL23B
RNR1 ALD5 YOS1 YERO78WERO80W YERO84WLV1 YERO88W-B IES5 SHCMERO97W UBC6 SSA4 MAM1 LSM4
_ - = == . - — — —— C — - _— - - — L= . - -
| 1 | I 1 | | |
0.300M = STONE | — ——=—0.320M —=— 0.330M =" =—— = 0.340M—" 0.350M 0360N— o37OM— — ——0. 0390M D= oy
YERO71C tA(UGC)E YERO77C YERO79C-A GET2 YERO87C-ADOT6 PTC2 MET6 TSC11 PUP3 AST2 LE KAP123 YER113C SPR6 SHO1
PTP3 YERO76C YERO78C UTP¥ERO85C SBHYEROS&ER090C-A YERO91C-A YERO93C-A PRS2 NUP157 SWi4 BOI2 SLX8 AYT6
9.0
6.0
3.0
[ Il 0.0
0.300M 0.3170M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS517 ARS518 ARS519 ARS52D
YERT121W RSP5 YER128W RPS26B YER133W-A | GDI1 }A YER138W-A COX15 LSM5YERT48WWMAC)E2 OXA1 YER158W-A
SCS2 YCK3 LCP5 SAK1 GLC7 tV(AAC)EYIER137WH- YER140W DDI1 SPT15 SPI1 YER152W-A COG3
—. = —_— == . - . — - = D —— — . . - - - — . o
I I | | | | |
o.400M — -0210M - 0.420M=— ——0z30M © o =§.440M = 0.450M - - —— - — .470M OISO —_ " 0. - -r
AYT6 GLO3 NSA2 PMD1 tK(CUU)EZER135C  tI(AAU)E1 FTR1T SCC4 PEA2 YER152C BEM2 tE(UUC)E3 BURG SPT2
YERT|19C-A DSE1 YER130C tH(GUG)E2YER134C YER137C YER139C UBPYER1458ER147C-A UBP3 PET122 YER156C YER158CACG)E
9.0
6.0
‘ 3.0
Il | 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS521 ARS522 ARS523
BCK2 ADK2 D24 ECM32 PDA1 % YER182W YER187W \%Em 89W
CHD1 DNF1 RPH1 RAD3 YER175W-A BMH1 DMC(1 YER185W YER188 YRF1-2
e . - . —_— . - - - - -
I I | | | 1 |
0.500M—— = 0510M = 0.520M=— 0.53OM———————=_ 0"540M 0.550M"= = —0560M — 0.570M oo
SPT2 YER163C CCA1 YER172C-A TMT1 YBEROG1C YER184C YER188C-A YER190C-H
RAD4 YER165C-A R2 GRX4 tIP@WE2 FAU1 YER186C YERT90C-A
9.0
6.0
i 3.0
0.0
0.500M 0.570M 0.520M 0.530M 0.570M




chrVI

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS600.1 ARS600.2 ARSRSO0D.4 ARSEDD ARS603
YFLO67W % COs4 SNZf' AGP3 YFLO52W H RGD2 YFLO4TW-AYFLO40W RPO41 YFLO32W AGX1 BUD27
YFLOBSW YFLO63W YFLO6TW HI5 DAK2 SWP82 YFLO46W FET5 YFLO34W HAC1 STE2 GAT1
- e e — |, —_ —. —_— —— —_— — — . —_— — . i
I I 1 | I 1| | | |
—_— 0.010m -— 20M— 0.030M —  0.020M = ———0.050M — = 0.060M —= 0.0 - oogoMT— @ — —_—— -
FLOGBO64C AAD16 YFLO54C ALR2 SEC53FL042C YPT1 RPL22B YFLO31C-A CAF16 BST1 FRS2 PAUS
YFLO65C SNO3 AADG YFLO51C EMP47 OTU1 ACT1 MOB2 RIM15 CAK1 GYP8 EPL1 YFLO21C-A
9.0
I |
‘ 3.0
Il I Il [ H Il 0.0
0.020M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS603.1 ARS603.5 ARS604 ARS605 CEN_chr6 ARS606 ARS6p7
SM);F HSFFPOT12W-A HXT10 CDC4 BLM10| LOC1 RPN11 YFROO7WYFRRDOOWFRO TONRAI 2W  IOC3 YFRO20W ROG3
SUF9 YHLOYBRWABW-AFLO12W SMC1 SEC4 DEG NIC96 YFROOG6W FAR7 GCN20UBPSFRDT 2W-A FAB1 PES4
SR i . = . — - - = == — . . - = )
| I 1 I I I | 1
0.100M = =—= @ = 0.120M 0.130M *0.140M — 0150M = =—  0.160M - 0170M — —— —OUTSOM —— 0.190M °
YFLQ19C GNAFLO15C 'WM1 tN(GUU)F YPI1 tF(GAA)F CMK1 YFRO16C YFRO17C tS(GCU)F
LPD1 MDJ1 IEST MSH4 SPB4 SAD1 YFRO11C GSY1 tG(GCC)FXFRO18C

ARS608 ARS608.3RS609 ARSG10
ECO1 MET10 CDC26 YFRO38W YFRO42W RMD8 RPN12 ‘ YFROST
PES4 YFROGRUFCW-A SAP155 YFRO45W YMR31 YFRO55W
I — | — | - = —— —_— = — —_— _— | — =,
T T T T T
0.200M =—="' = Q02TO0M —0220M~ ==t === oM = =0.2Z20M— = 0.250m— = 0.260M - 0.270M
LSBBAGC)F CDC14 SMC2 YNREB3CC:RIIO4)F YFRO39C YFR043C CNN1 PRE4 YFRO52C-A YFRO54C
HMZR026C SUP6 RPL2A RPL2ZQZRRBO35CRSC8 ERJ5 DUG1 BNA6 RET2 HXK1 YFRO56C
9.0
6.0
3.0
- sl By ZIII.. il 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M




chrVIl_1

W303

W303

W303

W303

W303

W303

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

ARS702
YGL262W YPS5 VELI1 ZRT1 HXK2 ZIP2 BRR6 RTF1 KAP114 CSE1 ADE5,7 TAN1 VID30 VRG4 YGL218W CLG1 VAMKPT32 SIP2
COS12 YGLY&R58W-A ADH4 FZF1 YGL250W PDE1 GUS1 TAD1 D 1 YGL235W SEC15 SHET10 YGL226W YGL220W KIP3 YGL214W NCS6 MIG2 SRT16
o o ek e — . S — e : — L L T
1 1 | 1 1 1 1
= 0.010M —_— 0.020M —_—O 07040M - 0.050M — 0.06 - 0.070M - o0 _—— 090oM
YGL261C RTG2 RAIT YGL239C MTO1 YGL230C OST5 SDT1 EDC1 MDM34 SKI8
MNT2 HFM1 YGL242C HAP2 YGL231C SAP4 tV(AAC)G3 COGI1NIF3 YGL217C
9.0
' H 6.0
3.0
Il I Il 0.0
0.0T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS704 ARS706 ARS707
POX1 AROT YIP4 DSD1 E4 GTS1 MPT5 BUD13 ROK1 HURT1 SUT1
SRT16 tK(UUU)G1 tK(CUU)G1 GCNI1 COX13 ATG1 YGL177W NUP49 SUA! CUP2
e : S — R . — : _ o L —
| 1 | 1 1 | |
0.100M = —_— orzom - 0.130M 0.140M—" - 150M=— = == == 0.160M _— 0.170M === =—0TT80M _ 5 —_— =
CHC1 YGL2! MCM6 YGL199C HOS2 CDYGEF88ECAX4 YGL185C MND1 TOS3 SAE2 SPO74 PMR1 YRB30 YIPB
tH(GUG)G1 KEX1 EMP24 YGL194G4BL193C RASAGB8C TPNT1 STR&L182C YGL176C KEM1 tK(CUU)G2 YGL165C RAD54
9.0
6.0
3.0
I Il 0.0
0.100M 0.170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS710 ARS711 ARS714
YGL159| RCK1 AMS1 PEX14 YGL149W TIP2 FLC3 RPL1B ITC1 CEG1 MET13 ABC CDC20 YGL114W SA1
YGL160WEL(GAA)GT YGL157W CDC43 NUT1 ARO2 HUL5 SEC27 PCL10 YGL132W SCS3 RPS2 YGL117W SNF4 SLD3
— = = = VR ;1 : : S _ — = i — LT = -
1 1 1 1 1 1 | |
0.200M 0.210M = = 0.220M 0.230M — i =—10.240M 0250M - 0.260M . —_— 28O —— ' 0.290M —_—
YIPb YGL152C RPLY9A ROG1 GPI10 YGL138C SNT2 CwC23 MON1 NAB2 PRP43 YGL118C
LYS5 INO8O YGL146C MRF1 YGL140C MRM2 RSM23SOH1 YGL123C-A GPG1 tW(CCA)G1 TAF6
9.0
6.0
| 3.0
Il Il Il [l 0.0
0.200M 0.270M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS716 ARS717
YGL109W ARC1 YGL101TW LSG1 tH(GUG)G2 SPC105 LIF1 MAD1 SCY1 YGLOSBM79W AFT1 NPY1 PUS2 YBP2 RAD6
SA1 MLC1 RPL28 SEH1 USE1 SRM1 SOE1 NUP145 YGLO88W YGLO85W YGLOSX\BLOSOW HSF1 MNP1 SGF73 PYC1 YGLO59W OLE[
- . O L0 Do . _reos - o — T — — o
1 | 1 1 1 1
0.300M =——==——— 3TOM = 0.320M 0.33oM ————— 0.340M = = = 0350 0.360M= = = ="0.370M"~ - _— 0.390M _——
CUE3 RMD9 YGL102C PAN2 MF(ALPHA)2 GUP1 H 1 MPS2 YGLO72C YGLO69C MRH4 DUO1 SDS23
YGL108C VPS73 VPS45 NBP35 MMS2 DBP3 RPL7A YGLO74C RPB9 ALG2 YGLO63C-A YGLO57C
9.0
6.0
3.0
R I [ 0.0
0.300M 0.3T0M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS718 ARS719 CEN_chr7
PRWEI 27 TYW3 RIM8 YGLO41W-A YGLO39W HOP2 CGR1 KB1 KAP122 ERG4 BRP1 % PMC1
OLE[l YGLERB2WW)G1 ALG13 DST1 SUP54 YGLO36W RPL30 YGLO24W ALK1 TE1 PUF4 YGLO1OW YGLOOBW-A ERP6
o remeEect L o : - o — - — et . i . ¥
1 | 1 | 1 | 1 |
0.400M" —oztom - -0 — =0.430M —- * ~0.440M = —o:450M— ~0.460M =t 04TOM— T T—OMSONMT—— — = e
FRV14 TIF4632 tV(AAC)G1 YGIR420 C OCH1 MIGT AGA2 tF(GAA)G CWH41 PGD1 GET1 YGLO15C PDR1 LEU1 YGLOO7C-A RPN14 ERG26 SWCl
tE(JUC)G2 RPT6 RNA&LB41CHEM2 PNC1 YGL0O34C RPL24A SCW11 TRP5 PIB2 JAC1 YGLO14C-A SCL1 PMA1 COG7 CDH1 YGRO0OO1C
9.0
| 3.0
Il AR, a1 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS720 ARS721 ARS722
PEX31 MUQ1 YGROTTWSNU71 YGRO16W  UGA1 MTLYGRO25W tE(UUC)G3 ERV1 GSC2 YGRO35W-A YGRQ39W BUD9 TAMA41 SCM4 YGRO54W
CuL3 PRP18 NXGRD 12W MSB2 YGRO17W YGRO21W¥(GUCYGR0O26W MSP1 YGRO31W RPL26B ORM1 KSS1 YGR0O42W UFD1 YGRO52W UP1
—— = | = e s R — - = . e — e i
| 1 1 1 1 | 1 1
0.500M - 0.520M=— = = 0.530M = = 0.540M ' = = 0.550M - = 0560M 0.570M 0.580N™ - -0590 -- -
TFG2 SEC9 YGRO18C YGR022C RPS25A POP6 TIM21 CAX4S(AGA)G RMET1 TFC4 YGRO51C
2 YGRO15C VMA7 THG1 tD(GUOJGRO31C-A YGR0O35C ACB1 YGR043CYGR045C YGRO50C'GR0O53C
9.0
6.0
3.0
) : ~ m@mnmllllnnmnnln...mg...m . . 4||. | 0.0
0.540M 0.550M 0.560M 0.570M 0.580M 0.590M




chrVIl_2

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

9.0

6.0
3.0

0.0

9.0
6.0
3.0

0.0

ELP2

9.0
6.0
3.0

0.0

34

9.0

ARS727
RSC1 SPR3 YGROG4W YGROGOW UPF3 YGRO79W TOM20 NNF2 tJ uTP22 DBF2 VAST ASK10 OP7
UP1 PEF1 ERG25 YGRO68W-A ROM1 SMD1 TWF1 CTT1 tT(UGU)G1 PRP31 YGRO93W PC TEL2 VMA21
_—_—— = = - .- : —_ | — - . — . —_——— _ . —_ _— — .
I 1| | 1| I I 1|
0.600M - 0.610M - =0820M— = 0.630M == =0640M - = —0750M 0.660M 0.670M = 0.680M 0.690M - -
LST7 COX18VHTT ~ YGRO67C YGRO71C  PRP38 PEXS SLX9  MRP13 PILT RRP46 YGR102C ~ YGR10
ADE6  SPT4 YGRO66C  YGRO68C YGROWERPL25 PACT0 GCD2RPLT1B ~ PDC6 ESPT SRB5
0.600M 0.670M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS728 ARS729
YGR107W YGRTTOW  SHY1 SPT6 {IN(GUU)G YGR122W tI(AAU)G  YGR125WYGR127W YGR131W  CAF130  LSB1YGR139W VPS62A(AGC)G SUF4  ENP2 GC)G cvs
tLGAG)G ~ CLB1 YGR11TW DAMT RPS23A YGR12TWICU)G3 ASN2 YGRT26W RRED] 37W CBF2 BTN2  SKN1 YGR149W YGR153W
Ve — . _—_——_— =TT . — - - - - —_— - —_— o —_ LT
I 1 I 1 I I
0.700M’ = ' 0.710M 0.720nT - O730M —/ ' T0.740M M = 0.760M - 0.770M 0.780M = ==0. - =
tKOYU)G2 tC(GCA)G YGR115¢C NUPB7 ' MEP1 PPTT YGR130C TPO2 YGR146CRPL24B YGR151C GTO1
CLB6 YGR114C  YGR117C COG2  YGR122C-A 8 PHB1 YGR146(NAT2  YGR150C  RSR1
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS731 ARS731.5
PTIT YGR160W V(AAC)G2 GTRRPS35 CLC1 RBGR 74W-A TIM13 tK(CUU)G3 FKIG PMT6
cysh cHO2 YGR161W-C TIF4631 YGR164WKRET1 PSD2 tG(GCC)G1 YGR176W TFG1 HIPT YPP1
— — - - . ‘ e . - - . . — -
I I 1| I I I |
0.800M = ==0.810M 0.820M 0.830M = 0.840M— = = =U.850M—— = = '0.86% = 0.870Mm™ =0.880M - == =0.890Mm— —
MTR3 RTS3 YGRTB8R169C-A YIP1 ERGI PBPT  RNRAGRI82C = UBRT HGHT CRHTYGR190C DX FYvs
NSR1 tR(UCU)G2 PUS6 MSM1 CBP4  ATF2 OKPI(CAA)G3 QCR9 TYS1 BUB1  tW(CCA)G2 TDH3  XKS1 SNG1
N e Il Il Il
0.800M 0.81T0M 0.820M 0.830M 0.840M 0.850M 0.860M 0.870M 0.880M 0.890M
ARS733 ARS7
ADE3  MVB12 ZPR1 RPSOA CCH1 YGR219W AZR1 DIE2 BNST YHBT YGR243W soL4 YGR251W
YGR203W YGR205W SER2 SLI RSM27 CRM1 PET54 AMAT YGR228W NAS6 YGR242 CPD1  MGAT GCN5
- —_— = —_—— —- . - - ———— - = —_ . - - —_— — -
I I 1 I | 1 | | 1
0.900M—— =" 0.910M~ == 0.920M _ 0.930M' = =0940M— ® 0.950M = = 10.960M = * 0-970M — — 0.990M -
ELP2  PCTT YGR207€GR210C GPI1 MRPL9 Hsv2 M1 PHO81 1 PFK1 YAP1802 YGR250C
YGR201C  YGR204C-A  TRX2 RTA1 tG(GCC)G2 TOS2 YGR226C YGR235¢GR237C PEX21 YGR240C-A  LSC2 BRF1 PUP2
0.900M 0.9170M 0.920M 0.930M 0.940M 0.950M 0.960M 0.970M 0.980M 0.990M
ARS131a
{T(UGU)G2 TNAT YGR266W YTA7 RTT102 YOR1 YGR290W  YGR294W
ENOT  GND2 YGR265W  YGR269W SLH1 cwce2 MAL13 MAL12 YRF1-3
—_ — . —_ - - . . - —— . — -— - .
| | 1| | | I |
1.000M —_— e - -1 == *1.030M To40M——" ——=— M= TosoM™— = = =T070M = 1.08 - 1.090M
coQ6 RAD2 APL6 YGRZ63C ROR270C-A YGR272C TAF1  YGR277C PXR1 YGR283C ZzUO1 YGR287C YGR291C YGR296C-B
™1 YGR259C ~ BUD32  MES1 HUAT YGR2YGR2A3C RNH70 BGL2 ERV29  BIO2 MALTT  YGR293C YGR296C-A
9.0
6.0
3.0
— J‘“ 0.0
1.000M 1.0T0M 1.020M 1.030M 1.040M 1.050M 1.060M 1.070M 1.0éOM 1.090M

6.0

3.0
0.0



chrVIII

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS13RE802 ARS805 ARS805.5
‘ CO?B YHLO45WECMSEILO4TW YHLO30W-A SC4 SNF6 tH(GUG)H YHLO18W YHLO15W-A YHLO12W MRP4
YHLQ50W-A HLO46W-A YHLOX4NO42W YHLO39W YHLO34W-A ECM29 RIM101 RIM4 YHLOT19W-AHLO17W RPS20 YHLOO6W-A
- — A — - - —_—— = — . - a— o — . M
| | | I I | 1|
— . - e — — B —— i = e —00.080 M= — — e —
HLO50CYHL048C-A YHLO46C CBP2 VMR1 RPL8A GOS1 YHLO26C SPO11 OPI1 DUR3 OTU2 YHLOTOQAC)H STE20HLOO05
YHLO49C ARN2 ARN1 YHLO37C SBP1 GUT1 YHLO29C RMD11 YHLO21C APM2 YLF2 PRS3 YAP3 YHLOO8C SHU1
9.0
. 6.0
3.0
(i Il Il 0.0
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
CEN_chr8 ARS807 ARS808 ARS809
HSE1 %OSH7 LEU5S RPL27A VPS29 tQ(%UG)H YSC83 ECM12 THR1 YHROZ8W-T YHRO32W-A YHRO35W PUT2 BCD YHRO45W
MRP4 RPL14 QCR10 STP2 DIA4 SPO1 MIP6 YHRO20W MYO1 PPA1 YHROZR\RO33W BRL1 RRF1 NCP1
-+ === — _ ] —_= = —_ - —- -] s e - — —_
1 1 1 1] | I I
0.100M— = 01100 — — = 200— = — oM= —o.140M — C o eT5OM” =60 T TTOM © =—D0.180M — =-0.190M — — -—
LAG1 YHROO3C GFAIGU)H YHROO7G4AR009C tS(AGA)H ARG4 tA(AGC)H YHR022C MAS2 DAP2 SLT2 YHRO32C-A MSC7 SRB2 DOGT1 AAP1
[YHLOO2C-A NEM1 MRS11 ERG11 SOD2 ARD1 YSC84 DEDS81 RPS2YBR022C-A RPN1 YHI9 RRM3 PIH1 VMA10 DOG2 INM1
9.0
6.0
i 3.0
[ Il 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS810 ARS813 ARS815
FS*HROSOW-EICYHRT54W-A FYva YHROG63W-A HTD2 TRM5 ERG7 OSH3 QNS1 YHRO78W SAM35 IPIYHRO86WHRPF1 YHRO95W
YHR048W SMFROKBR0O52W-A YHRO56W-A VMA22 SSF1 DYS1 PCL5 YN@BTBW-A PTC7 LRP1 STE12 NARHRO87W
—_—— =" - a- . —_— = —. — = —_ - _— = - -
I I I | | I 1|
0.201 =0.210M " =-* - — —— —— g230M —= = 0.240M ©0280M - 0270NM— 0.280M = == —pg2goM——  —— — ——
AAP1 CUPTAUP1-2 CPR2 GIC1 PAN5 RRP3 YHROGOCTHGAA)H T YHRO73C-B NMD2 AE3 KSP1 YNG2 HXT4 HXT5 9FB3
YHRO49C-A YHRO54C RSC30 MED6 RPP1 SSZ1 RRRID70CHR071C-A PPE1 IRE1 YHRO80C GAR1 MSR1 HXT1 YHR097C
9.0
6.0
‘ 3.0
i s o0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS818
KIC1 GRE3 TRR2 CTM1 UBA4 BZZ1 TOM71 MSHYHR122W NDT80 YHR127W YHR131W-A WSS1 YHR140W DSE2 CRP1 PEX28
TRA1 SBE22 YPT35 GGA2 ERP5 YHR113W COX23 SET1 LSM12 EPT1 YHR125W FUR1 YHR132W-A ARQO9 CHS7 RPC10 IMP3
. . —_——— e —— -— . ———— = - e = — = = = —] = —_
I I 1 I I | I
0.300M— 0.310M -—  0.320M —0.330M —  0.340M" —  0.350M 0:360M ~— - 370M— — = = =0380M — o390M — —— -
3FB3 YHR112C ORC6 YHR126C YHR130C ECM14 YGKR137C-APS100 RPL42B SUF8 MRPL6 YHR151C
YHR100C CDC12 DMA1 tF(GAA)H2 ARP1YHR131C NSG1 SPLXHR13BR139C-A YBIRDA5C SKG6
0.300M 0.3170M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M
ARS820
RTT107 REC104 YHR162W YHR165W-A MTG2 NMD3 SPC97 CTRFMO1 STB5 YHRTROWW)¥HR182W SSP1 PTHTYHR192W NVJ1 RIX1
SPO12 YSP1 YHR159W SOL3 THP2 DBP8 ATG7| YENRODZ5W-A YHR177W OYE2YHR1 S0WR26 GND1 IKI1 ERG9 MDM31 UTP9 RPN10
o . - — o . . ———— =T = — . ——— = e ——— =
I | | I | 1| I | 1|
o.400M = 0.410M = 0.420M— 0A30M =0340M 0.450M" 0.460M ' 0.470M= - . _— = ©.390M ——
YHR1B1C LIN1 PEX18 DNA2 CDC23 YHR180C-B PFS1 KOG1 CYH8193C-A YHR199C RPX1
SPO16 KEL1 YAP1801 PRP8 YHR173C YHR182C-A tV(CAC)H GPI16 EGD2 YHRHRBI®9C-A|
9.0
3.0
L Il 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS822 ARS823 ARS823.5 ARS824
SKN7 YHR20OW YHR2YIRR2RABIR2A 4W PHO12 YHR2N8YR219
Y(—(RZOZW SCH9 BAT1 FLO5 YHRIRZBNBMRB14W-A IMD% YHR218W-A
— —— — — - . —== - L —— .
I I 1 I I 1
0.500M —  0.510M —  0.520M— 0.530M 0.540M 0.550M * - 0.560M =
BPX1 SET5 YHR212C YHR214C-E YHR219C-A
RPS4B YHR210C YHR214C-D YHR217C
9.0
6.0
3.0
. 0.0
0.550M 0.560M




chrlX

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS907
SUC2 BNRYIL156W-A UBP7 YIL152W TID3 YIL141TW OoM45
YILT1T7W-A YIL17TW-A YIL16TW YNN386W-B RRD1 RPL40A CCT2 AXL2 FLX1
- . -, . — = = . — . — . i . —_ =
I I I I | | I 1]
0.010M —0:020M 030M=— = = 0.040N" =0.050M =——=—  =0:060M— 0.070M — — 0.080N——" ooIo— = =t
YIL177C YIL172C YIL166C NIT1 POT1 GUT2 YIL151C MLP2 ECM37 SSL2 REV7 TMA108  YIL134C-A CEmM2
YIL176C YIL169C YIL165C YIL163C COA1 IMP2' MCM10 SLN1 PANG YIL142C-A TPM2 VHS2 RPL16A
9.0
6.0
3.0
N il T I Il 0.0
0.010M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS909 ARS911 ARS911.5 ARS912
MET18 KGD1 SIM1 QDR2 RHO3 YILT15W-A HOS4 YILT110W MOB1 DPH1 YILTOOW FYV10 YILO92W YILOSOW
ASG1 STH1 POG1 QDR HIS5 SDP1 COX5B YIL108W YILTO5W-A tT(AGU)IN SGA1 PRK1 ICE2tE(CUC)I
. . e e - — = . — - =] a= = — — —
| I 1 I | | 1] 1
0.1001 . =0.120M 0.130M —0.140M— -1 5OM -oTEOM —  oT7OM " = =——=0.180M — — g 90M=— —_—
CEM2 TAO3 RPI1 NUP159 SEC24 SLMT  YIL102C-A  XBP1 FMCi1(AAU)IT RSM25 AVT7
FKH1 YIL127C PRM5 PFK26 SHQ1 YIL10Z{TL100C-A YILO96C LYS12 YILO91C YILO8YC
9.0
6.0
3.0
Il [ 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS913 ARS91BRS914
tI(AAU)I2 SEC28 YILO7TW-A YILOG6W-A YILFGOWﬁUP17 YILO54W PCL7 NEO1 MET30 GVP36TED1 ULP2 YILO29W-A
YILO82W THS1 HOP1 YILOG8W-A YILOG64W YILO58 VHR1 RHR2 DFG10 YILO46W-A PIG2 APQ12 CST6 YILO30OW-A
= - - — - -, = o — —-— —_— —— = . i
I | | 1| I 1| |
0.200N— = — 0.210M— - —_— 0.230M — —_ = === = go50M == = 0.260M 0.270M  =—=—=— 8om— —— o290N— -
YILOSYT®TR7ILO83C YILO77C SER33 PCI8 RPS24B YILO67C FIST ARCMLO059C YILO55C MMF1 1 NOT3 CKA1 BCY1 SSM4
YILO$6C SDS3 PN2 SPO22 MAM33 SEC6 RNR3 YRB2SNP1YILO57C 34B YILO47C-A AGE2 PKP1 PRM2 CAPAL032C
9.0
‘ 6.0
‘ 3.0
Il il 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS916 ARS919 CEN_gkg820
YILO28W RPB3 RPL2B BAR1 MNT3 TIR3 FAA3 YIAG6 CFD1 YILOO1 DJP1 tE(UUC)I MSL1 SQT1T WRRER7W-A YIRO20W-ATR021W-A DALS81
YILO29W-A IM44 FAF1 SNL1 tT(AGU)I2 YILO12WDOT5 RM1 EPS1YILOO2W-A YIROO3W IST3 YIROO7W DSN1 YIROYHRO16WYAP5 MBET11
S == == == e —[ = = — —— — e — = ———=— . . e
| | | I I | | 1 |
o3o0M" -—3ToM . ' - = 0340M = 0:350M— — -0-360M . —_ =0.380M - - -
SSM4YILj029C IRRTYILO24C YILO21CHAIS6 tD(GUC)I1 PDR11 tD(GUC)I2 BET1 GN1 PANT1 STS1 MET28 MUC1 YIRO20C-B
tK(CUP)I KRE27 YILO25C/KE4 YILO20C-A VID28 YILOT4C-A EST3 NAS2 INP51 MPH1 PRI1 GAT4 YIRO18C-A YIRO20C
9.0
6.0
3.0
Il 0.0
0.300M 0.310M 0.320M 0.330M 0.360M 0.370M 0.380M 0.390M
ARS922
MND2 DAL] HYR1
DAL81 DALMIROFOW—A YIRO36W-A PAU15
1 — —— - — - . -
I | 1|
0.400M == ===—0410M === a20M—— = 0.430M— = =
IR023C-A  YVH1 DCG1 DAL3 YIRO35C GTT1 oC
YIR024C DAL1 DAL7 LYSMIRO36C YPS6 YIR042C




chrX_1

W303

W303

W303

W303

W303

W303

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

ARS[1001 ARS1002 ARS1003 ARS1004 ARS1005 ARS1006
% YJ#ZZZW—B VTH2 r/ HXT9YJL21 7FV YJL213W CBP1 ECM25 UBP12 YJL193W RPL39 GONYJL18TW RPL17B KRE9
YJL22B5W-A YJL222W-A JL220W  YJL218W HXT8 X2 PRP21 PHO90 CDC6 RPS14B MNN5  MNN11 PFD1 YJL175W CPS1
- - - — == — = e . —— . — = - —_— e—m— . = S =
I I 1| I | | | I |
0.070M —020M — = 0.030M = 0.040Nr" TO5OM - =060 - g07OM — - =—O080M — - TogOoM —— - ™
YJL225C FSP2 YJL215C YJL211C LAAT NCE101 YJL202C tT(AGU)J YJL197C-A YJL195C RPS22A  SWET YJL182C ATG27
PAU1 YJL216C OPT1 NUC1 YJL206C RCY1 ACO2 MBBI1 ELO1 SOP4 BUD19 YJL185C ATP12 SWI3 YJL171C
9.0
3.0
I 1 oo
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.090M
ARS1007 ARS1007.5
ERG20 YJL161TW YJL156W-A YJL150W  RPA34 SFHBIM17 YJL136W-A LCB3 Y%U 32w NIT2 YJL120RHO86
YJL169W QCR8 YJL152W149W IDSXJL144W YJL135W  MRS$3 YJL127W-A ALBIL118W ASF1
- —_ . - = . . - = == = g . - _ - = pl
1] I | | I |
0.1 00 : N T —y——— — o — : — 5 — e —— ‘
YJL171C SET2 TPK1 JJJ2  YJL1e0C AR1 FBP26 YJL147C YAK1 TIF2 RPS21B YJL131C TRK1 YJL127C-B GCDML123CYJL119C tA(AGC)J
ASG7 HALS YJL163CtE(UUC)J CIS3 SSY5 VPS35 SNA3 YJL142C YURT1 GLG2 YJL133C-A URA2 PBS2 SPT10 LSM1 RPE1 NCA3
9.0
6.0
3.0
| Il Ml 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS1008 ARS1009 ARS1009.5 ARS101D
# MDV1 IME2 PAM'IT tR(ACG)J PHST1 BCK1 SIP4 EXO70 IML2 YJLO77W-A
tD(GULC)1T CCT7 SET4 MEF2 LSB6 SAP185 MRPL49 SRS2 TAX4 YJLO77W-B  NET1
—— L — == ‘ —— —_ . . —. —_ — . . .
1] | | I I 1| 1] I 1]
0.200M 0.210M - 0.230M —  0.240M 0.250M — 0.260M™ 0.270M——  =—0.280M —_— - —_— - =
GZF3 PRM10 YJL103C KHA1 GWT1 TRL1 ALY2 SCP160 PRY3 APQ13
UTP10 YJL107C GSH1 TOK1 DPB11 YJLO86C P4 RY1 ICS3 SMC3
9.0
6.0
3.0
H Il oo
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1011 ARSRSTQ13
ARG2 YJLO64W LAS21 BNA3 YJLO55W PEPT YJLO5TW YJLO49W tDEGAPT)J2 YJLO43W NSP1 tV(AAC)J KAR2  YJLO32W YJLO28W RRN7
JEM1 YJLOG6ZWD62W-A NUP82 YHC3 TIM54 TDH1 MTR4 YJLOAGWCLILO45W YJLO37W SNX4 HCA4 MAD2 RNR2 YJLO22W
— — . - . —_— —— . _— = — . —_ . — = — == — - e e —=— .
| I | I | 1 | I
0.3000—— -  O3TOM—— ——=—  0.320M —0 33O 0.340M O350 — 073B0M 37OM——— =  0.380W — 039omM' - - = —
SMC3 YJLO70C  YJLO68CDLS1 BIT61 ZAP1 UBX6RTT101 NUPT8RUCU)J2 TAD2 VPS53L027C APBBT130
UTP18 MPIMRPL8 IKS1 YJLO52C-A YJLO47C-A GYP6 tD(GYMOBBC BET4 EMDR6C-AG(GCC)J1 BBC1
9.0
H 6.0
‘ 3.0
il Il Ml 0.0
0.300M 0.310M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS1014 CEN_chr10  aARs1015 ARS1016 ARS1017
MPS3 CCT3 YJLOOOW CYR1 PREW MPP10 ‘ POL31YJROOSW ‘ GPI1%JRO15W YJRO20W CPR7 RAD24
YJLOROW-A YJLO16W tK(CUU)J COX16 AVT1 APL1 sul2 MET3 TMA22 YJRO18W LSM8 PET191
S — : - : . - == —_— ——— _ | ——— - - . L= - —
| 1 1| I | I |
0.400M— -04TOM—— = =2 — 0.430M = =— 0.440M= —— 0450M -_ 0.260M — == 7om - 0.480M ogzacio]
BBC1 AD3 RPC17 YJLOT0C YJLOO7€UP51 OST1 TDH2 YJROT1C ILV3 TESYUR023BNA1 GEA1
YJLO15C VTC4 tW(CCA)J CCT8 CTK2 SYS1 YJRO03C YJROO5C-A SPAROT12C ESSREXIRT24C YJRO30C RAV1
9.0
6.0
3.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M O.4éOM 0.490M
ARS1017.5 ARS1018
YJFO37W GEF1 TAH11 ISXG(GCC)J2 BFAT HSM](GrC)Jél PTK2 YJROG6TW CEns RFC2 MOGT1 BNA2 CSNYIRO87W BUD4
RAD2 YJRO39W NUP85 OSM1 RAD7 YJRO54W HIT1 CDC8 CBF1 Al12 TORT1 YJRO71W HOC1 YJRO79W STE18 BIR1
- . L — = | . - — —— . - - == . —_ . —_
I 1 I I 1 I 1
0.500 = 0.510M—— — 0.520M— © = —J530M 0.540M =@ = 0.550M — 0560M - 0.370M—— — —0.580M—-— - — 0590M——— ———
HUL4 URB2 IMT3  SSC1 ANB1 YJRO56C APS2 ARP3 HAM1 NPA3 CDC11 YJROB0CACF4 YJRO88C JSN1
YJRO38C POL3%PS55 tS(AGA)J UTR1 SUP4 NTA1 YAET1 LIAT OPI3 MIR1 EAF6 YJRO85C GRR1
9.0
6.0
3.0
I 0.0
0.500M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M




chrX 2

coding RNA
noncoding RNA
rRNA

LTR

W303

—— coding RNA
—— noncoding RNA
— rRNA

— LTR

W303

ARST1018..ARS1019

ATP2
YJR120W CAF1

ARS1021

-—— 0.650M

——— 0.670M
TR2

[
ECM17

RPL43BYJR0O96 YUH1 RSM26 ADO1 YIJR107W YMRURTT2WHR115WSTE24
BUD4 SFCT 1) tL(UAG)J URA8  ECM27 ABMI1 NNRT140R116W
-—— - = — = —o —— oo
| 1| [ |
M —_— 0.610M - = 0620M - 0.630M—— = 0840M
FIPT YJR098C VPS25 CPA2 RSM7 HD2
IMET YJR100C SOD1 YJR111C
oM 0.610M 0.620M 0.630M 0.640M
ARS1022 ARS1023 ARS1024
YJR146W BAT2 YIRT5TW-A PGUT AAD10 XT16
GM10T  HMSIR149W DALS YJR154W  YJR157W sgb
- —— T et o .
| |
1)/ 0.7T0M 0.720M 0.730M 0°720M
4 DANT THITT
RPS4A DAN4 MPH3

()

0.680M

9.0
6.0
3.0
0.0



chrXl 1

= coding RNA
noncoding RNA
= rRNA

LTR

W303

—— coding RNA
—— noncoding RNA
— rRNA

— LTR

W303

—— coding RNA
— noncoding RNA
— rRNA

— LTR

W303

— coding RNA
—— noncoding RNA
— rRNA

— LTR

W303

—— coding RNA
— noncoding RNA
— rRNA

— LTR

W303

— coding RNA
—— noncoding RNA
— rRNA

— LTR

W303

ARS1103 ARS1104.5
YKL223W C0S9 URAT1 UBAT1 YKL207W EAP1 tN(GUU)K DRHRIAAK ASH1 ‘»ov
YKLR25W MCH2 JENT SAC1 CBT1 YKL202W MIA4 CNB1HYM1 SPE1
. — . —_ L — = . o . —— —— . - . D | ——— . —_—— |
| I | I I | | | |
= = 00 =0.020M —go30M — —— —0.040M " 0.0%0 07060M -  =g0s0M 0goM— = .
KL224C FRE2 YKL215C DOA1 STE6 ADD66 MNN4 MST1 ACP1 YKL187C YKL183C-A
YKL222C SRY1 A2 TRP3 TRT2 TOR2 YKT6 SDS22 PXA2 MTR2
9.0
H 6.0
‘ 3.0
Il W o0
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS1106 ARS1106.3
PRS1 YKL177W SNU114 YKLT171W PIR3 APE2 SRP102 MCR1 RPT1 LTV1 SDH3 CTKTYKL136W
FAS1 RPL17A EBP2 MRPL38 %LH RPS27A YKL153W AKIL3 45W-A MRP8 TGLI1 YKL137W YKL13TW
— = . — — - - . _ . ol - - - - | ——— e — — = . z
I I | | | I |
0.100M 0.110M— =—— ——0.120M— 0.130M —— = —- : ) — © o130M = o.160M = — : = = 0.180M oo : — == I
COY1 LST4 YKL169C MRRAB5C-A tE(UUC)K YKL162C-A YKL161C YKL156C-AtR(UCU)KYKL151C SDH1 RPC25 MRPL31 CT1 RMA1 MYO3
STE3 TPO5 KKQ8 TPK3 MCD4 PIR1 YKL162C RSM22 GPM1 DBR1 YKL147C HSK3 APL2 YKL133C SHE2
9.0
6.0
3.0
H ‘ I PRI ILLLL LI v 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M O.'IQOM O.'IéOM
ARS1106.7
PGM1 RRN3YKL1 23W+ OXEGC)KT ABF1 SLD2 AAT1 YKLT00W-A CWP2 YJU2 MBR1 MIF2 SRXTHOT13 TEF4 SMY1 YKLO77W S[rB6
tK(CUU)K YPK1 SSH4 KL12TW YKL118¥BAT1 HAP4 YKL107W HSL1 YKLO98W CWP1 YJU3 CUE2 YKLO88W MBHO83W VMA5 DHR2 LHS1
S e e [ — = .= | ———— . . — . === | e m e o — —— — —_—
I 1| | 1| | I 1|
weasiel Vo 0.210M = 0220M==—"=— F230M 0. — = .250M —_— 260M —0270M = 0.280M— 0.290M = =
MYO3 SRP21 PRR1APN1 YKL111C YKL106C-A GFA1 YKL102C UTPYKLO96C-B YKLO91C RRP14 YKLO75C
PMU1 VPH2 YKL115QRAD27 KTI12 YKL105C LAP4 YKLT100C YKL0O97C BUD2 CYT2 PSY1 MUD2
9.0
H H
3.0
Il [l 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1109 ARS1112
tW(CCA)K YKLOKALOG8W-A YKYOBEGW-A MSN4 ‘TOAZ SFK1 PRI2 PHD1 VPS24 RGT1 UGP1 YKLO33W-A tV(AAC)K2 YKLO30OW YKLO27
S[rB6 YKLOMRKLOG6OW  NUPT00 YKLOGE6W MNR2 YKLOG6TW YKLO53W YKLO47W YKLO44WSPC42 PTM1 YKLO37W TULT  YKLO33W YKLO31W TFA1 YKLO23W
S— =T — . —_ - e — —_ == — -—— - - —— =
I I 1 | I 1 I |
0.300M 0.310M = 0.320M — on—— = — - 340M - —o350M— 0.360M~ 0.370M 0.380M— —— 0.39 =
tV(AAC)K1 YET1 FBA1 NUP120 OART1 MDM35 YKLO50C ELM1 NFU1 IXR1 GPX1 URA6 CDC16 SPT23
tH(GUG)K YKLO63C TMA19 DEF1 ASK1 CSE4 DCW1 YKLO36C MAET1 FANR3C-A MAK11
9.0
6.0
3.0
—~ g 0.0
0.360M 0.370M 0.380M 0.390M
ARS1113 CEN_chr11 ARS1114 ARS1114.5
SwWD2 PRP40 PAP1 MEH1 tL(TAA)K YKRO16W ALY1 RPC37 BCH2 GMH1
RAM2 PUT3 MRT4 RPLT14A DID4 OSH6 RSC4 PRY2 VPS51 YKRO23W tR(ACG)K SAP190
—_— . — - = = - = | —_— | —— o - — - — — - — L
I | | I 1 | I 1|
07001 = =——=0.410M =0.420M —0.430M —— = 0ZB40M— — o7som 26OM — = = =0 470M = —— =——(480M = = QZIOM
SPT23 UR LAC1 BYE1 MET14 ECM9 MRPL13 TOF2 YKR0O12C YKRO15C NTR2 GCN3
YKLO18C-A ATP7 UFD4 SFT1 MRP17 VPS1 YKROO5C FOX2 YKRO11C  YPT52 YKRO17C IRS4 SET3
9.0
‘ 6.0
3.0
[ I Il S ettt id 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M O.4§0M
ARS1116 ARS1118
YKRO32BID2 tA(AGC)K2 UTH1 YKRO47W YKRO5TW TRM2 GLG1 UTP30 TFA2 GPT2 YKRO70W YKRO74W |[ECM&KRO78W NUP133
GMH1 DAL80 GAPYKRO41W P5 TRK2 RHO4 RPS21A TIF1 KTR2 OAF3 MET1 tK(YKROR5W-A | YKRO77W PRP16
L —_ — | = . —_ . _———— = | —— — | —— —
| I 1 | I 1 1] 1
0.500M - osTONE— 0.520M" ——=—= 0530M — — US70M 0.550M 0.5600M— -— 0.570M — —05 —0590M — o
SPO14 OPI8 SPCB&UC)K YKR043C PET10FMP46 YSR3 LAS1 CCP1 DRE2YKRO73C TRZ1 DAD2MRPL2!
YKRO33C CAF4 KAE1 YKR040C YKR0O45C NAP1 MRS4 DYN1 PAM17 BET3 SIS2 YKRO75C RPF2 HBS1




chrXl 2

= coding RNA
== noncoding RNA
= rRNA

— LTR

W303

ARS1120 ARS1123
PXL1 ‘-F PTR2 PCC1 PCK1 SIR1 NFT1 YKR106W
PRP16 MLP1 YKRO96W BAS1 FLO10 YKR104W
- —_— —_— | - " — — | | —
| | | | | |
0.600M ——=—0610M — 0.620M 0.630M T 0.820M 0.650M 07660M
OMA1  TGL4 RPL40B SKGT
TVP38 SRP40 UBP11 YKR105C

0.60



chrXIl_1

= coding RNA
== noncoding RNA
= rRNA
= L TR

W303
—— coding RNA
—— noncoding RNA
— rRNA
— LTR

W303
—— coding RNA
— noncoding RNA
— rRNA
— LTR

W303
— coding RNA
—— noncoding RNA
— rRNA
— LTR

W303
—— coding RNA
— noncoding RNA
— rRNA
— LTR

W303
— coding RNA
—— noncoding RNA
— rRNA
— LTR

W303

ARS1206
YLLO66W-B YLLO65W YLLO58W LDB18 YLLO44W YLLO37W YLLO33W TPO1 HSP1 04% YLLO25W
YLLOB7W-A YLLO66W-A MMP1 YCT1 YLLO47W FPS1 GRC3 YLLO29W ISA1 tP(UGG)L
= 0 o L= —_ — — = - - — | - — — | — — = | - o
T T T T T T T T T
O0TOM = = =0.020M=™ = = =0.030M - =004 = 07050 - 0"0B0M == ====0.070 =07080M 0.090M _——=
YLLO67C YLLO64C MHT1 YLLO59C YLLO56C YLLO53C FRE6 YBT1 RPL8B SDH2 UBI4 PRP19 YLLO32C YLLO30C YLLO23C
YLLO66C GTT2 JLP1 YLLO54C AQY2 COF1 RNP1 ATG10 VPS13 ENT4 RIX7 GPI13 SSA2 HIF[l
9.0
H |
3.0
e . .l [ L 0l 1
0.010M 0.050M 0.060M 0.070M 0.080M 0.090M
CEQksa0B2  ARS1209
YLLOTOW-A YLLO14W SOF1 YLLOO6W-A ORC3 RTT109 SSL1 RLP24 GAT3 MEU1 IRC25
YEH1 S1 MM SFI1 DNM1 ‘ ‘ NSE1 OoT6 BRE2 SNF7
. | — - —_—— — | ———— | — — o - = —_—— = = | —
T T T T T T
0.100M 11oM 0.120M 0.130M * S 0.150M = =0160 - = _70.170M T = 0.180M —/— = T/ - T
HIF[1 KNS1 DPS1 PSR1 YLLOO7C YLROO1C YLROO3C TENYLRO12C PML1 YEH2 1ZH3 SED5 ADE16
YLLO20C COX19 PUF3 COX17 PO75 NOC3 THI73 AMTSBGA)L PPR1 POM34 SDO1 UBR2 AAT2
9.0
6.0
3.0
Il 1l A oo
0.100M 0.110M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS1210 ARS1211 ARS1211.5 ARS1212
YLRO31W RSC58 RPSOT ERG3 FRSTYLRO63W SPC3 YLRO72W YLRO77W EMPA‘G
YLRO30W RAD5 YLRO41W IES3 YLRO57W RPL2YARO64W FYv7 RPL10O SIC1 GAL2
—— — | - | — — | e p—— | ———— = = —_ _—— = —
T T T T T
0.200Mm = 0.210N== =" 0.220M = = " ——0230M " 02 —_—==0 — 0260M = - o27om —— 280M™ = = = 0.290M == = r
ADE16 SMF3 tA(UGC)L DAN2 RIC1 YLR042C PDCI1 YLRO46C YLRO49CFCF2 Oosw2 SHM2 BUD28 PET309 YLRO7RAM®R0O76C SRL2 RAX2
RPL15A MLH2 YLRO36C COX12 YLR040C TRX1 STU2 FRE8 YLRO5O(CRO53C SPT8 REX2 YLRO65C MEF1 RGR1 BUD20 BOS1 EMP70
Il | >
il I
| I UL I 1l Il 00
0.0
0.200M 0.270M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1212.5 ARS1213
GAAT1 YLRO9TW KIN2 ERG27 REX3 YLR111TWOG CFT2 SRN2 YLR124W DCN
SMC4 XDJ1 SuUL2 YLRO99W-A YLR104W AHRRR11 ZWR($CG)L MSL5 YLRT120W-A YLR125W DIP2
| — | —— | — | = o | | — o oo ¢ — — — Cm = —d
T T T T T T T T
SogM—— o3 TOM 07320M = U3BOM—_ = o3zom = T0.350™ 0-360M —0.370M 0.380M —T—= ~=0.390M~ -
RAX2 CSF1 NYV1 10C2 CHA4  YLR101QCDC45 MDN1 CCW12 CLF1 YPST YLR122C YLR126C
ARP6 ALT1 GIS3 HRT3 ICT1 APC9 SEN2 YLR108C AVL9 YLR118C YRER123C APC2
9.0
6.0
‘ 3.0
|l 0.0
0.300M 0.31T0M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS1215 ARS1216 ARS1216.5
CKI1 X4 NHA1 RRNEGUC)L1 RMP1 PEP3 YLF'I S54WW RABAW-F rRNA rRNA YLR157W-E YLR159W YDMRREBEWR163W-A RPS31
DIP2 YLR137W YLR140WPUTVILR143W YLR146W-A STM1 YLRLBAWABY-E RNA YLR156WLR157W-D rRNA rRNA  YLRRAW-A YLR164W
- —_—— — | —_——— o o = | o oooo 3 © = o | o = - - =
T T T T T T T T
0.400M - =0.410M = 0.420M — 0.430M— = = oZ220M === = 0.450M I E=2elw) 11 0 470M ' — 0.480M = ‘= 0.490M =— = T
ZRT2 YLR132C SLS1 SPE YLR149C PCD1 ABSQUG)L rRNARRNARNA rRNAT54C-GRRNA rRMRMNAP3-1 ASP3-2 ASP3-3  ASP3-4 PUS5 YLR148C
ACE2 TIS11 ACF2 SMD3 YLR149C-A YLR152C RNH203 rRNA rRRINA rRNRNArRNArRNARRNARNART54C-MLR156C-A YLR157C-GLR159C-A MAS1 SEC10
9.0
| m
‘ ‘ 3.0
HHH H ‘ ‘H 1 o .-W.mﬂ“wm‘m 0.0
0.400M 0.470M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.4é0|\/| 0.490M
ARS1217
YLR171TW IDP2 YLR1 77\T SWI6 RPL37A SKG3 MMR1 PWP1 YKE2 NT2 SEC13 1 MSC3 YLR224W
YLR]69WLR173W CBF5 SAM1 YLR184WEMG1 MDL1 PEX13 SIK1 HRD3 CLB4 YLR217W CCEyl BUR2
= o | — — | e — —_— —_— —_—— - o —_—— — s e | —- -
T T T T T T T T
0.500M — O5TOM -= =—0.520Nn 0.530M————— 0.5Z20M™ — “oh50M T 0.560M™ == =0.,570M— =/~ 0B30M U590 *
YLR168MPH5 TFS1 VTAT ATG26 UPS1T NMT1 PBXIR202C HMX1 YLR211C  CRR1 CPR6 RSA3ILR222C-A YLR225C tL(UAG)L1
APS1 RFX1 YLR179C TOS4 HORR194C YLR198C COKRSS51 PNP1 TUB4 CDCT12R218C UTP13 IFH1 ADY4
9.0
6.0
3.0
0.0
0.500M 0.530M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M




chrXlIl_2

ARS1218 ARS1220
— coding RNA ﬂ YLR232W THI7 S34 YLR243WtL(CAA)L EF3 SYMR253W YLR257lW LCB5 RPS28B SEC22LR271W SMD2
LR230W TOP3 FAR10 YLR241W ERF2 RCK2 SSHLR252W HAP1 GSY2 RED1 YLR267W DCS1 MCM5
—noncoding RNA - - i —— ] — — ) — 2o ] — — — 1S==0 —— — — ) -
I | I I 1| I I |
— RNA 0.60QM— == 0BT0M = = 0.620M - === 0.630M— 0.640M - = 0.650M ' 0.660M — 0T670M 1 m——0.680M" 0. —_———
ECM22 ti(UAU)L  EST1 YLR236C ARV1  CDDI1 tA(AGC)L VPSEMA7 YLR269C tV(AAC)L DBP9
LTR CDC4BNA5 YLR235C LIP2 MAP1 YLR247C YLR255C HSP60 YPT6  YLR264C-A PDRS Ycs4 PIG1 YSH1
9.0
w303 m I
1l Il AL 00
0.0
0.600M 0.670M 0.620M 0.630M 0.640M 0.650M 0.680M 0.690M
ARS1223 ARS1226
— coding RNA YLR28BVR286W-A YLR296W  ECM38 YLR301WET17 UBC CDA2 NKP2 EST2 VPS65  YLR326W NMA1 CHS5 tD(GUC)‘»Z NUP2
YLR279W  NNT1 GUF1 YLR297W EXGUAG)HPAAU)L1 MRPL15 YLR317W MMS22 PEX30 tS(GCU)LREC102 MID2 tE(UUC)L
nonCOdlng RNA - — — 0 — 0 - - — —I_I— ' 0 — — — 0 —I - - 0 - T — |———I — ' | —
| 1 | | | 1
—— rRNA o7~ =° — O7T1TOM— T — —0720M~ = - 30M = (O wg:10)\ mpm— = 0.750M— 760 ~— 0.770NM— =078 - = 0.790M == b
r LR278LR281CECIT ~ CTST RPS30A  YLR290CSEQTR294C  YHC1 YLR302C IMH1 YLR311C  SPH1 TAD3 SFHT L38 JIP3 YLR334C
LTR YMRRBZBECR285C-AYLR287C MEC3 GCD7G9TP14  YLR299C-A ACO1 YLR307C-A CDC25 YLR312C cbc3 BUD6 cwc24 TMA10 RPS25B SGD1
9.0
w303 I 6.0
Il Il Ll Il 00
0.0
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS1227.5
E— coding RNA RPPO FKS1 GAS2RPL26A  YLR347W-A o) RSC2 VPS38 YLR363VURS®PE22B  SSQ1 tK(UUU)L CSR1 SMC6 RPS29A
OPI9 SPO77 YLR342W-A TRR¥LR345W YLR349W YLR352W YLR356W ADE13 STE11 YLRYGRB66W MDM30 ROM2 STP3 YLR379W CTF3 VAC14
noncoding RNA — — — f - — _I— . - - 0 — — I- — — . -- - _—I— — 0 — ' - —I 0 -
I I I 1| I |
—— rRNA 0.800M— = 0.810M 0.820M = = .830M = 07840M - “0830M - : 0.860M = 87oM== === = (0.880M 0. = - -
SGD1 YLR339C NIT3 DCR2 MD4 ARC18 YLR374C FBP1 NAM2 5TE23
LTR VRP1 YLR346C C1 TALT YLR358C  YLR361C-A YLR364C-A VID22 PSY3 SEC61 IKI3 REH1
‘H 9.0
w303 I Il |
Il Il [ H Il 00
0.0
0.800M 0.810M 0.820M 0.830M 0.840M 0.850M 0.860M 0.870M 0.880M 0.890M
—— coding RNA ccwi4 CST9 YLRA0OW SFP1 DUS4 VIP1 YLR412W SPP382 YLR426W CRN1
ECM19  ATP10 YLR399W-A YLR402W YLRA04AW YLR4O7W CTR3  YLR4A13W YLR419W YLR422W TUST MAG2 SENT
nonCOdlng RNA - — 0 0 . - - — _I_ — . —— 0 — — . — . — 0 _—I— ———————
| | I I 1 I I 1
—— rRNA o.900M -  o91oM = — o30M=—™ * = 0.940M 0.950M - =10.960M ' = 0.970M = ' 0.980M 0.990Mm
5TE23 COX8  AF RPL31BLR40SC YLR4T2C-A YLR415C CDC73 RPN13 tN(GUU)L
YLR392C VPS33 DUS3 YLR406C-A  UTP21 YLRARACEC tL(UAA)L ATG17 YLR428C
LTR
9.0
w303 6.0
Il [ 00
0.0
0.900M 0.9170M 0.930M 0.940M 0.950M 0.960M 0.970M 0.980M 0.990M
ARS1232 ARS1233 ARS1234 ARS1235
E— coding RNA IMD3 F CARF ECMLR446W FPR4 LEU3 YLR455YUR458W PAU4 YLR464W YRF1-5
SEN1 TSR RPL4 YLR445W RPLGB HMG2 YLR454W YLR456W GABT1 YLR462WYRF1-4
noncoding RIH- — - 0 — — 0 — — — —I — — 0 . — o — 0 - .
| | 1| | | | I
—— rRNA 1.000M= —_— == = =70 = =1.030M 1.040M" = 1.050M - .060M == 1.070™ * -
TG23 YLR434C YLR437C LSM3 RPSTA YLR444C SST2 tI(AAU)L2 YLR460C BSC3 YLR466C-B
LTR CNA1 ECM30R437C-A  SEC39 3 VMAG RIF2 YLR463CYLR466C-A YLR467C-
9.0
4
w303 [ I
Il Il Ll Il 00
i 4 0.0
1.000M 1.0T0M 1.020M 1.030M 1.040M 1.050M 1.060M 1.070M



chrXlll_1

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1303 ARS1304 ARS1305
YML133W-A YML131W GTR1 % NGL3 YML116W-A DAT1 BUL. YML108W CAC2 TSL1 TAF13 GIM5 YMLO9OW YMLOSYUW
YML133W-B RSC9 YML119W NAB6 ATR1 CTK: ZDS2 URA5 YML100W-AYMLO99W-A YMLO96W UTP14 UFO1
—— - - — R — —_ . . - . — - - == - — .
I | 1| I 1 | | |
0.010M == *=—— 0.020M— — — = M 0.040M— — 0.050M - 0.070M 0O80M == - - ——
YML133C COX14 ERG13 TUB3 YML122C VANT1 COQ5 SEC65 NUP188 CUE4 VPSYMLO94C-A RPM2 YMLO87C TUB1
ERO1 MSC1 PGA3 PHO84 NDI1 TAF8 PML39 YML101C-A ARGS81 RAD10 PRES YMLO89C ALOT YMLP83C
9.0
H 6.0
‘ ‘ 3.0
Il I | 0.0
0.07T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS1307 ARS1307.5 ARS1308
YMLO8TW YMLO7BETS POB3J| OGG1 %ML'I SPC2 SUR¥MLO50W YMLO47W-A CAT2
YMLO82W DUSICPR3 DAK1 ITT1 RPS1B HUG1 CMP2 SUP5 GAL80 GSF2 PRP39
— ——-- . . _——, — = L= J— - ;D ——— — — . —_—
I I | | | 1 1 1
0.100NT : 0.110M 200 — —T3On— 0.170M— -  oUsoM—  ———0.160M —— ——'0.170M ——0.180™ : 0.190N— =
YMLI WAR1 FPR3 TCB3 tR(UCU)M2 SMA2 FT1 NTE1 IMD4 YMLO54C-A RSE1 tG(GCC)M S71
ATP18 HMG1 RPL6A COG8 ERV41 TEM1 PIF1 YMLO57C-A CYB2YMLO53C M6 RRN11 SUF7
9.0
6.0
‘ 3.0
Il I 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS1309 CEN_chr13 ARS1310
SRC1 YMLO30OW TSAT RPS17A YMLO20W PSP2 UBX2 SPT5 YAP1 YMTOO:%W YPTT YMROO3W TAF4 ADI1 HXT2 CLU1 BUDR2
CGl121 NDC1 USA1 YOX1 T1 OST6 TRM9 ERV25 YMLOO9W-B TRM12 YMLOO2W MIC17 MVP1 YMROO7W YMRO10 tE(UUC)M YMRO13W-A
- . —_— - - T —= = — . —_ — = = | Tie—= - = = " —
I | I 1|
0.200M == . —_— 0.220M = = =—pg230m —_ —_ - 250M * =" —0.260M = - o2goM— 0.290M —_
YMDS8 AMD1 RAD52 RPS18B NSE5 YMLO18C 11 RAD33 MRPFILBD7C-A tS(AGA)M CDC5 PLB2 YMRO13C-A
YMLO37C YMLO34C-A YMLO31C-A YML6 UNG1 PPZ1 YMLO12C-A  YMLOO9C-BRG6 GIS4 GLO1 YMROO1C-A PLB1 SEC59
9.0
‘ I
‘ 3.0
[l Il 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1312
SP0O20 STB4 UBC7 CSsi TAP42 YMRO3 YWRO30W-A IMP2 tF(GAA)M MCM1 YMRO46W-A CSM3 STV1 SEN15 9 KAR5S
BUDR2 YMRO18W FMS1 MRPL3 YMRO27W RSF1 HOF1 ARP9 YET2ARG80 10C4 tH(GUG)M FAR3 FET3 RNA14 AEP1
— - — — - ———_—— = . - - = = = — . . - - —_— _——— ——
I | | 1 | 1
0.300M— 0.310M —0.320M" — 0.340M — —— =0.350M— 0.360M o37TOM 0.380M—— — —p390M — —
ERG5 MAGA(AGC)M1 YMR034C MSN2 SUBT1 NUP116 tV(AAC)M1 YMRO52C-A BUB2R0O57C ECM40
SOK2 MSS1 PEX12 YMRO31C MIH1 CCS1 ARA2 RB1 tW(CCA)M STB2 AAC1 SAM37
9.0
6.0
3.0
1l 0.0
0.300M 0.3170M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS1316
SOV1 NAT4 ABF2 SEC14 YMR0O84WYMRO86W YMRO9OW CTF13 tD(GUC)M YMR105W-A ILV2 L3
KAR5 AVO2 MOT3 RCO1 ADH3IMRO0O85W YMRO87W UTP15 SNZ1 MUB SPG4 MYO5 YMR115
il _ - — . — . _ = o - —_—— = ‘ — - Y —_— . —_ —
I I I 1 | | 1|
0.400M —  0410M~ == OZ2ON = 230M - 0.440M = === =0 450N~ — 0.4 - 0ATON— == = 0.4900— === =— ==
UBX4 YMRO73MIR075C-A tV(AAC)M2 CTF18 ISF1 YMRO86C-A YTA12 AIP1 MTGT1 YMR099C YMR102C YPK2 YKU80 HFD1 MEDT11 ASC1
TVPY8IR074C PDS5 VPS20 NAM7 YMRO082C VBA1 SNO1 YMR098C SRT1 YMR103C PGM2 tK(CUU)M YMR111C YMR114C
9.0
6.0
3.0
[l 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS1319 ARS1320 ARS1322
ASI1 YMR122W-A YMR124W ECM16 YMR130W YMR134W GAT2 RIMT1 YMR141TWYAMR144W YMR148WIM2 NUP53 MRPS8 YMR160W MLH1
tL(%A)KMAN 19W-A PKR1 STO1 M152 #EC1 MMR135W-A CIN4 SIP5 RPS16A T YMR1478WP1 YIM1 YMR155W YMR158W-B  HU1
— L e - . — — —_— s — e == ——— a—— — - - .
| I 1 | | | 1]
0.500M — = oBIOM 0.520M— — 0.530M —=  0570M —— 0.550NT — o560M -~ -—p.570M— " = — = —— o
A3JC'MR118C RPL15B DLT1 RRB1 GID8 YMR141C NDE1 IMP1 RIM13 YMRIBTESC-A DNF3 tV(AAC)M3 CEP3
SPC24 ADETYMR122C SAS2 JLP2 PSO2 RPL13B TIF34 YMR153C-A TPP1 EMTATG16 INP2  MSST11 YMR166C ALD3
9.0
H 6.0
‘ 3.0
| I ] 0.0
0.500M 0.570M 0.520M 0.530M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M



chrXlll_2

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1323 ARS1324 ARS1325
DDR43P1|8 ECM5 YMR178W YMR182W-A YMR185W GCV2 GYL1 | RPL36A YMR196W LN1 ERG2 YMR206W YMR210W CEF1 GAS3
H{MR‘IWWHLJLW-A MMT1 SPT21 ADD37 HSCS82| SPG5 MRPL24 CY1 ROT1 TOM40 ERG12 DML1 SCI
e piplg " odtf , ros U 1o R I i Ut
| | | | | | | |
o.e00M —— =— 610M 0.620M = == =0.630M == 0.640M 0.650M= = 0.860M = 0.670M™" 0T68oM - 0.690M™ —_—
AlD3 YMR171C PAI3 YMR181C SSO2 MRPS17 YMRYOBRIA4C-A RAD14 PFK2 YMR209C SKN1
ALD2 YMR172C-A CTL1T RGM1 YMR187C SGS1 YMR194C-B VTl INP1 HFA1 EFR3
9.0
6.0
3.0
I lll I H
0.600M 0.61T0M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS1327 ARS1328
ESC1 UBP8 RPS10B PEP5 TRIT TAF9 DFG5 YMR242W-A YﬁQZAlSW YMR247W-A FTO3 GFD1 SAP30 RSN1
GUA1 ERG8 MTF1 YMR230W-A FUS2 RNHI1 CH1 YHM2 YMR244W FAA4 GAD1| HOR7 YMR262WUE1
cux e e R e Mo T T A ool o T BB T
| | | | 1l | 1l
o.7oanr 0.710M — T20N= = — 5 0.740M = E -_—— 0.760M —0.770M == .780NM— — O790M _—
SK] YMR221C MREYMR226C RRP5 tR(UCU)M1 CUS1 RKR1 YMR25MR254CPET111 YMR259C TPS3
TRS130 FSH2 MRPL44 TAF7 RNAT1 RNT1 RPL20A YMR244C-A tA(AGC)M2 YMR253C COX7 YMR258C TIF11 YMR265C
9.0
I
‘ 3.0
Il Il Il
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS1329 ARS1330 ARS1331.5 ARS1332
A2 YMR272W-A DSK2 YMR278W SUP8 MRPL33 ABZ2 YMR291W JNM1 PRC1 UBP15 GAS1
RSN1 TMAFS YMR272W-B FCP1 GPI12 YKU70 HSH155 YMR290W-A GOTIMR294W-A LIP1 FKS3 ELPG6
g 7 et oz ™ Bl omiilidun "l | | - v
| | | | | | |
0.800M — == =0.810M™ - =—10:820M — —— 840M™ 0.850M™ —_— SEOM — - 0.880M - » — —r—
PRP24 URAT0 SCS7 RCE1 YMR279C P2 NGL2 HAS1 YMR295C DYN3 ATM1 SCW10 YMR307C-A NIP1 GLCS8
RRN9CDC65 ZDS1 BUL1 RIT1 DSS1 YMR293C LCB1 ADE4 YMR304C-A YMR306C-A PSE1 YMR310C TGL3
9.0
L 3.0
I e I |
0.800M 0.81T0M 0.820M 0.830M 0.840M 0.850M 0.860M 0.870M 0.880M 0.890M
YMR315WIA1 YMR320W YMR325
PRAR315W-A YMR317W RR3
RS o ol
o.90aM™ = "0910M=™™ = E - -
TGL3 YMR316C-B FE SNO4 YMR324C
YMR316C-A DH6 YMR321C YMR324C

9.0
6.0

3.0

Alnﬁlmﬂlllllnlllllllhlmmmmmmumnllllllhlllhln;lwm 0.0
0.900M 0.970M 0.920M




chrXIV_1

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1405 ARS1406 ARS1407
YN[L339W-A YNL337W  YNL335W THI12 YNL324W VNXYNL319W DAL82 STB1 YPT1 YNL30OW CLA4 YNL295W PUS4 PCL'I% SEC2TYNL285W
YNL3[B9W-B YNL338WCOS1 SNZ2 EGT2 LEM3 YNL320W PFS2 RFA2 MRPST18YNL3(O3W TRF5 YNL296W MSB3 RFC3 AF40 Cus2
-—— e . L= - — - - —_— _IJ - — —_—  —— == = —_
I | | | | I | 1|
0.010M = — o - -0, - 0.070M —=— =——D085ON—= —— —(. — = 0.070M 0.080M —  0.090M '
YRF1-6 AAD14 PEX6 PFA3 KRE1 PHA2 YNL313C ZIM17 MCK1 RPS19B MON2 MID1
SNO2 RPD3 MDJ2 HXT14 ATP11 YNL311C KRI1 YNL305C RPL18B RIM21 SUF6
9.0
6.0
3.0
Il I 0.0
0.07T0M 0.020M 0.030M 0.040M 0.080M 0.090M
ARS1411 ARS1412
tT(AGU)N1 HCH1 CAF120 MET2 TOF1 LYP1 YNL266W ORC5 TEX1 YNL247W SLA2
N(GUU)N1 POP3 PRM1 YNL277W-A BOR1 BSC4 PIK1 POL2 FOL1 RAD50 VPS7 ATG2
. - — C—— . - — - . —_— . — . it .
I | I I | I 1
0.100M = == 0.1TOM 0120M=— —oT —0.140M — — =—0.150M =0 =0T70M — = 0.180N — ==0.190M — —j
MRPL10 ERG24 GORT1 BNI1 IST1 YIF1 ATX1 SIP3 YNL254C NRD1 RPA49 SUIT NAR
WSC2 YNL276C SEC2 ALP1 PDR17 YNL260CDSL1 GIS2 MRPL17 MPA43 C25 ZWF1
9.0
| | b |5
I Il I ! oo
0.0
0.100M 0.110M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS1413 ARS1414
KEX2 SIN4 BNI4 YNL228W ATG4 ADE12 YNL217W IES2 VID27 SSB2 RIO2 YNL193W DUG3 SRP1 YNL187W YNL181
LAP3 TP1 YNL234W CSL4 YNL226W SsuU72 MGS1 RAP1 PEX17 MERT YNL208W SPS19 HS1 YNL190W KART1 UBP10
— —_— — i = - — —_— —— —_— = - . —_ _— ———— —_
| 1| I 1 |
0.200M 0.210M —_ —_— 0.230M —0.240M = 0,250M —O2BOM—— — — U270M — — 0.280M 0.290M = —_—
YNL235C ELA1 n SQS1 ALG9 YNL211C YNLZBECO3C  YNL20OMNL198C SLZYNL194C YNL184C IPI3
PDR16 URE2 CNM67 POP1 YNL213C RTT18BS18 PSY2 GCR2 WHI3 YNL195C MRPLTNPR1 RHO5
9.0
6.0
‘ ‘ 3.0
Il | 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1415
YNL174W YNL170W YNL162W-A  CBK1 PGATYNL155W YNLT50WINLZ-ERNV-A AAH1 SRV2 tF(GAA)N TOM22 TEP1 SPC98 NMA111
RPS3 C1 YNL165W RPL42A YGP1 YNL157W YNL152W LSMVIFA2 MEP2 YSF3 EAF7 KRE33 NRK1 FART1 NAF1
- - - . — - - == = —_ - - — = -— = . - . —_—
| | | I 1] 1 | 1
0.300Nr — —— =53TOM ———@320M — — =T 0320M=— ==  ©O:350M * = 0.360M 0= o 0.380M 0.390M— -—
RHO5 MRPL22 NOP13 YNLT7TYNLT168C BNI5 RIA1 SG2 GIM3 PRRAPAG6C-A YNL143C FPR1 FYV6 YNL130C-A YNL122C
YNL179C YNL176C MDG1 PSD1 SKO1 ASI2 YCK2 RPC31 ALF1 YNL144C YNL140C NAM9 YNL134C CPT1 ESBP6 TOM70
9.0
6.0
3.0
I Il 0.0
0.300M 0.3170M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS1417 ARS1419 ARS1420
LS1 T 9 YNL109W YNL105W MET4 AVT4 YNLO97W-A APP'IFNLOQZW TCB2 MKT1 PMS1 APJ1 IMP4 RNH201 TOM7 YNLO% -B
NCS2 YAF9 YNLTO3W-A POL1 YNLTOOW tL(CAA)N YPT53 NST1 TOP2 YNLO86W NIS1 MKS1 MSK1 LAT1 YNLO67\RPAI9B
—_ —_—— - —_— - - - — —_—— — - . . | — —_—_——— ——— ol
I 1| | 1| 1] I 1|
0.200M = 0.410M— = = g420M— = 0.430M 0.ZMOM — = = 0.450M = 0.460M 0.470Nr = =—0.280M —0.490M ——
TOM70 DCP2 YNL114C NOP15 INP52 OQLOR7C-B RPS7B YNLO89C SWS2 TPM1 RPL16B
YNL120C YNL115C CYBBIL108C EU4 RASPHO23 YNL095C END3 EOS1 MLF3
9.0
‘ 3.0
Il Il oo
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS1421 ARS1422
SUN4 MTQ1 YNLO57W VAC7 COX5A ALG11 YNLO4HWU%G)N BOP3 BDP1 NCE1 OT YNLO34W SIW14 YNLO28W  SAM50
RPL9B AQR1 OCA2 MSG5 COG5 YNLO46W YWP@42W-B YNLO4OW GPI15 tP(UGG)N2 YNLO33W HHF2 CRZ1 HDA1
d —— = — -= —_— I —_— = e e . —_—
| I 1 1] | 1 I |
0.500M — 0.5TOM —  0520M 0.530M — 540N = 0.550M— 0560M 0570M = =0580M — = =YoNT — —— |
YDJ1 ARP5 POR1 YNLO50C SLM2 COG6 tT(AGU)N2 tI(AAU)N1 KTR5 YNLO24C-A  FAP1 ARK1 YNLO18C
GCD10 YNLO58D(GUC)N SFB2 YNLO43C IDH1 YNLO35C HHT2 SSN&NL024C YNLO22C YNLO19(Q
9.0
6.0
3.0
TP ﬂnﬂhnnmmg-nmnlﬂlllnmﬂmmnﬂhlgllﬂhmﬂlllmﬂlmﬂmmn 0.0
0.500M 0.510M 0.520M 0.530M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M



chrXivV_2

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1424 CEN_chr14 ARS1426 ARS1427
PUBT1 HEF3 YNLO1OW LST8 DOM34 tN(GUU)N2 YNROO4W LRO1 CSE2 YNRO14W TIM23 ARE2 SNF12 BUD17 ALG12 ABZT1YNR()34W-A YNROAOW
ti(AAU)N2 PBI2 SPO1 IDP3 HRB1 NROOTWHMROO3W- VPS27 NRM1 URK1 SMM1 YNRO18W YNRO2TW YNR0O24W CPR8 PPG1 SOL 6
—_ — - — - — e R Sy —_— — —_— . —_—— —— = — — = - —_— -
I | | | I 1|
0.600M— = 0.610M = —0.620M — —_— § == = 0.620M — 0.6%0M— —0eoM 0.670M == -0:680M—— " 0.690M —== = ——
YNLO18C YNLOT3C ASI3 MRP7 RLP7 SUF10 RPC34 ATG3 PHO91 ATP23 ~ YNRO25C  YNRO29C HUBT YNRO36C ~ ZRG17
YNLO17C YNLOT1C SIS ET8 CIT1  ATO2 YNROO5C PRP2 ACC1 MRPL50  SEC12 SSk2 ARCFEM19
0.60 0.670M 0.630M 0.640M 0.650M 0.660M 0.670M
YNRO42W AGA1 TRM112 YNRO48W YNRO6G3W HXT17 PAU6G
YNROAOWMVD1 PET494YNRO47W BIO3 FRE4 YNRO70W COS10
e —— e — — . . —— — — . . —_ — -
I I | 1] I I
0.700M— 0.710M —— ] —_—— 073OM —— 0.740M = — 0.750M 0760M — 0.770N —  T780M ' -
CcoQ2 ESF2 HOL1 BIO4 YNRO62C YNRO65C DSE4 BSC5 YNRO73C YNRO75C-A
MSO1 BRE5S NOG2 tL(UAA)N BIO5 YNRO61C YNRO64C YNRO6G66C YNRO68C YNRO71C AlF1 YNRO77€C
9.0
[l l o
n 3.0
[ li Il Il 0.0
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M



chrXV_1

W303

W303

W303

W303

W303

W303

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

coding RNA
noncoding RNA
rRNA

LTR

ARS1506.5 ARS1507 ARS1508
YOL164W-A YOL163W YOL160W YOL155W-A FRE7 DCP1 NOPS8 PPM2 BSC6 GAS ALR1 RPL25 HRP1 SN1
YOL166W-A BDS1 YOL162W HXT11 ZPS GRE2 PSF3 RRP40 ARGS8 HRTYOL131W VPS68 M13 RRI2
) = . . o . = [ - — — J Rl Bl
1 | 1 | 1 | 1
- 0.010M = - =0.020M~ —— 0.030M™ 0.040M - =00 - 0.060M O070M 0o8oM = —_— _———
YQL166C YOL161C YOL159C YOL157C YOL150C PEX11 RIB4 YOL138C MED7 YGK3 TRM11 RPS19A MCH4
AAD15 YOL159C-A ENB1 HPF1 SPT20 CTR9 CDC. PFKXDL134C MDH2 SMF1 RPL18A'OL118C
9.0
I
I I ] R o 1ll] 11l oo
0.0
0.0T0M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M 0.090M
ARS1509 ARS1509.3 ARS1509.5 ARS1510
MSB4 ZEOWOL1Z€)’%W ITR2 YOLO97W-A YOL092W MSH2 YOLO85W-A YOLO083| IRA2 AVO1 MDM20 EMI5
SN1 SKM1 SHR5YOLAQ 1 PKH2 TRM10 SPO21 YOLO86W-A PHM7 ATG19 YOLO79W ATP19 THP1 NUF2
I . - + . . M s : S — = . . . A |
1 1 1 | 1 1 |
0.100M - oioM = = == 0.120M ==0.130M = =0T - 0.150M————— = =——0T160M ~ * 0.170M 0.180M™ - 190 — —
YOL114C SUF1 WSC3 TPT1 YOL099C WRST1 HMI1 HAL9 YOL087C YOLO85C REX4 LO75C YOLO70C
MDY2 INO4 NDJ1 1ZH4 YOL098C coQ3 RFC4 MPD2 ADH1 YOLO83C-A BRX1 YOLO73C
by | N
0.100M 0.110M 0.120M
ARS1510.5 ARS1511
PRS5 ARG1 GPM3 % PSH1 GAL11 PSK2 PRE6 SMC5 OPIT10 tS(GCU)YoLO24W SUF17 SY@R019W YOLO15W
NUF GPD2 YOLO57W tN(GUU)OLOS53W GSH2 RPP2A YOLO36W MSE1 GAS5 LAG2 IFM1 YDAD29W-A YOLO14W
it = — — — — i - = —]= . —— =
| 1 1 1 1 1
0.20QNf== = === = = =0 — 0.220M = 0.230M * = 0.240M= — = 0250M = = = 0.260M - 7OM= == 0.280M= = 0.290M™ —_—
HST1 RIB2 MET22 APM4 THI20 DDR2 YOLO50C YOL047C NTG2 RPS15 YOLO37C SIL1 YAP7 MIM1 DIS3 CMK2
RTG1 INP54 CRT10 MAM3 tG(GCC)01 SPE2 YOL048QYOL046C NOPYIQLO38C-A YOLO35C YOL029C MDM38 YOL022C TLG2
9.0
3.0
I I} 0.0
0.200M 0.210M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
CEN?chH 5 ARS1513
YOULOEENBB SIN3 {D RRP6 YSP3 YORO0O8W-B AUS1 YORO12WRTS1 PET127 YORO19W YOR024WBUB3 YOR0O29W CRS5
YooQhaw-A PLB3 coQ10 PHOS8 ALG6 UTP23 TIR4 YOROYOROA 3WOR0O15W ROD1 YORO20W-A HST3 STI DFG16 YORO32W-A
— : - —=_"C . i : A : L —— .
| 1 1 1 1 1 |
0.300M = = 0.3TOM =~ =—— = 0.320M = = 0.330M » M= " = 0.350M ' 0.360NT 0.370M = =——=0.380M - 0.390mr
HRD1 MDM12 PFA4 DNL4 SGT2 SLG1 TIR2 ERP4 YORO021C AHC1 HMS1 AKR2  SHE4
HTZ1 CSI2 RPB11 1ZH2 YORGGGLCJORO08C-A tT(AGU)O2 HSP10 YORO022C CIN5 EXO1YOR034C-A
9.0
6.0
| 3.0
| Il Il Il 0.0
0.300M 0.310M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.380M 0.390M
ARS1513.5 ARS1514
CYC2 GLO4 WHI2 TOM6 YORO055W tT(UUU)O RPL3 YOR0O66W YOR072WSUFBGO1 UFE1 BUD21 WHI5 OST3 YVCI1 ECM3
PEP12 CKB2 CUE5 YORO044W YORO53W SGT1 KA2 CYT1 VPS5 YORO72M@RO72WER073W-A RTS2 DIA2 YOR084W tN(GUU)02 TMA46
2 - = . DL = ST omer L D — — e
1 | 1 | 1 | | 1 1
OZ200M — 0410M —_—— == = 0Z30M™ — 4Lzom - = 0.450M =—— = 460N = 0.470M™ - Z230M 0.490M —
SHE4| YOR041C RSEDRO51C VHS3 ASE1 YOR060C YNG1 THI71 TGL5 TCB1
HIR2 DBP5 RAT1 YORO500R052C NOB1 YOR059C YOR062C ALG8 GYP1 CDC21 ATX2 YOR082C VPS21 YOROP3C
9.0
| 3.0
Il Il | e 0.0
0.400M 0.410M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS1516
RPS7A RAST PINZ/AM3 LEU9 TFC7 CEX1 YOR114W YOR118W RGA1 VPS17 AG7 SFL1
ARF! KTR1 YORMN2MI05W  RGS2 INP53  YORT11W ZF1 RPT5 GCY1 tD(GUC)O EFT1 IDH2 LSC1
AR B g p— - _ —— = . R —— — >
| 1 1 | | 1 1 1 1
osooMT = = 5o - = 0.520M - 0.530M o0.530M—— 0.550M == =—— b 274\ 0.580M = = = 0.590M— '
YOROP3C YOR097C YORT08C-A RPO31 YOR121QCEO1 CATH ADE2 ORT1 YOR135C RUP1 ARP8
1 NUP1 OST2 TRS33 RIO1 PFY1 UBP2 1AH1 YOR129C YOR131C SIA1 YOR139C SUF5
9.0
6.0
| 3.0
| 0.0
0.500M 0.510M 0.520M 0.530M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M



chrXVv_ 2

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1517 ARS1519
MDM32 PDR5 PET123 YOR161W-A DDP1 GLN4 YRM1 MED4 LAS17 SER1 TUF1 |IES4 RIS1
YOR146W MRPL23 SLP1 MTROR161W-B SEY1 YOR170W HEM15 FYV12 YOR186W MSB1 SPR1
dems S : it = o - : e — . — = e o s
| | | I 1|
0.60QM == = — B1omM “0.620M 5 — = —o640M— - =0.650M == 0.660M™ ' - - - o680M = - 0.690M -
THISO PNO1 SMP3 YOR152C NFI1 SME1 YOR161C-C YOR164C RPS28A LCB4 tV(AAC)O 1 GSP2 THI72
ELG1 SPP2 RPB2 ISN1 PUP1 PNS1 YRR1 SWT1 YOR169C LE1 C54 RPS30B YOR186C-A
9.0
} 6.0
3.0
H I} Il 0.0
0.600M 0.610M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS1521 ARS1523 ARS1524
PEX27 MCAYOR20@MR203W NOC2 RPB10 RFC1 ODCPOR225W WTM2 MKK1 KIN4 DFR1Y01238W MET7 SRL1
IMT1 SLK19 YORT99WIS3DED1 PTP2 STE4 YOR220W YOR223W YOR227W WTM1 MGE1 YOR235W HES1 ABP140 ESA1 YOR248W
= == S — 5 - : e e iy =
I | 1] | I 1 I I
0.700M = 0.710M _=— = 0.720M— - 0.730M— =0.770M™ == ==0750M = ==0.76 = ==0.770M - 0.780M 0.790M— -_— -
THIA2 TOA1 BFR1 YOR205C NPT1 SASBR215C YOR218C MCT1 ISU2 YOR231C-A SSP2 DGA1 AP
YOR192C-C LIPS MRM1 RET1 MGM1 YOR214CRUD3 STE13 PB8 YOR228C RPL33B PUS7 YOR246C
9.0
6.0
| 3.0
Il Il Il Tl 0.0
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS1526
NAT5 CDC31 GCD1 DSE3 PNT1 YTM1 CAF20 YOR282MNJAR286W YOR291W RRS1 YOR296W BUD7RAX1CPA1 YOR305W
TMA16 OSW1 HNT3 YOR262W RBL2 PAC1 MOD5 HEM4 YOR28®R285W YOR289W RPS10AJAF30 MUM3 YOR3O0@R302W ISW2
A = — = o i - . SES — . o =
| I | | I I
0.800M = — — - - 0.820M - - _— szaom - === 0.850M™ — - 0.870M - =0.880M 0.890M= == mm—————— =
APC5 YOR251C RPN8 RK1 PH1 PO4 YOR277C FSH3 YOR28#GUGC)O YOR292C TIM18 YOR304C-A SLY41 YOR309C HSD1
CLP1 SEC63 YOR263C YOR268C YOR271C RIM20 RFM1 PLP2 MPD1 SNF2 YOR293C-A BF1 MCH5 SNU66IOP58
9.0
6.0
3.0
I 0.0
0.800M 0.810M 0.820M 0.830M 0.840M 0.850M 0.860M 0.870M 0.880M 0.890M
ARS1528 ARS1529
YOR314W-A FAA1 PMT3 MYO2 YOR329W-A MRS2 KRE5 YOR338W EMT2 :% REV1 YOR352W
YOR314VWFG1 HSH49 YOR325W PDR10 VMARK335W-A EA1 RPA190 tP(UGG)O CINT
L — "5 . - : , i : = . . i : -
I 1 | I | I I
0.90Q8" =— =—70.910M = =— o.gzoM — T/ 0.930M 09z == =—0950M 07960M = (0.970M =0.980M *~ = =0U990M _———
RPL20B COT1 YOR318C LDB19 FRT1 SCD5 YOR331C ALA1 RPA43 YOR343C YOR345C PUT4 MEK1
SPS4 YOR316C-A GNT1 PRO2 SNC2 MIP1 YOR333C UBCT11 YOR342C TYE 2 NE1 SOG2
9.0
6.0
. 3.0
Il 0.0
0.900M 0.910M 0.920M 0.930M 0.940M 0.950M 0.960M 0.970M 0.980M 0.990M
ARS1529.5
YOR356W VTS1 YOR366RAD17 ALD4 YOR376W-A YOR378W FRE3 FIT2 YOR385W YOR389W YOR392WYOR394W
GDS1 HAPS5 YOR364W SCP1 NUD1 YOR376W ATF1 RDR1 YOR381W-A FRE5 PHR1 YOR390W ERR1 YRF1-8
D . 5os | e —— o = o e :
I I | I | 1| | I 1]
1 — 1.0TOM _— 1020 —— 1=o30M™ =  1.040M — 1.050Mm 1.060NT 1.070M =— 1.080M N 1.090M
SOG2 SNX3 PIP2 RPS12 GPB1 GDH1 FIT3 YOR394C-A
MSC6 PDE2 PRET0 YOR365C RS6 NDD1 YOR379C YOR387C HSP33 YOR396C-A
9.0
H 6.0
3.0
I} 0.0
1.000M 1.010M 1.020M 1.030M 1.040M 1.050M 1.060M 1.070M 1.080M 1.090M



chrXVI_1

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1601 ARS1602 ARS1604 ARS1605
YPLL283W-A ‘ % SAM3 ATP15 KAR9 ACM1 DIP5 YPL260W BBP1 YPLFS'IW YPL245W YART
YPL283W-B HSP32 SAM4 MDL2 PLC1 DIM1 FUM1 YPL257W PL250W-A SRP68
- ) - ) — — » —— o == — — ) - — — - - ) — —T -
[ 1| | | | | [ |
0.01ToOMmM = == 0.020M ~——10.030M 0.040M _—— —_— = ' 0.060M - 0.070M=™— == = =008 —_= =0.090M—— ——
YRF1-7 ERR2 YPL278C YPL272C APM1_ tW(CCA)P VIKT ICY2 GYP5 YPL247C HUT1 IN2
YPL282C YPL27%@L277C YPL264C YPL261C THI21 CLN2 YAHRPL36B GAL4 RBD2 1QG1 HSP82
9.0
6.0
3.0
] | 0.0
0.060M 0.070M 0.080M 0.090M
ARS1607
SUI3 NSL1 FAS2 YPLR29W EW1 YPL222W RPLTA  SAR1 CBP3 NIP7 TYW1 TPK2 RPL7B APL5 RSA1 POS5 YPL185W
YART RVB2 SSO1 usv CET1 YPL225W FLC1 PCL8 YPL216W RKM1 HRR25 Csm4 OXR1 DDC1 GUPRIF(ALPHA)1 YPL183W-A
- — — -—— ; 2.5 - == Se— 0 — L2 - e ra—— — — ) - —— i w——— == 2 g -
| | [ [ | [ | |
0.1700M = - 0.110M 0.120™ ~—0.T30M__* o.140M— 0. -_ oM - or7om — < 0.180M - - 0:190M _—— N
YPLR38C TFP3 MMT2 YPL222C-A THI6 YPL206C AFT2 YPL199C PRM NAB3 P4 YPL183C
YPL236C ALG5 GRE1 BMS1 IPL1 YPL205C YIG1 YPL197C YPL191C YPL189C-A YPL184C
9.0
f 6.0
‘ ‘ 3.0
Il Il I 0.0
0.100M 0.1170M 0.120M 0.130M 0.140M 0.150M 0.160M 0.170M 0.180M 0.190M
ARS1609 ARS1614
CBC2 MRPL40 YPL168W CDC60 YPL152W-A YPL150W PXA1 RPL33A 1ISU1
CTI6 SPT14 1 ATG29 TGS1 RD2 ATG POC4 YPL136W
e = - — — S W - ) ] — ) o — e 2= ) - -
| 1| [ [ 1| [ | [
0.200M—— = 210M — —_— 220N —_—— ).230M —— — 50M™ — —260M - 0.270M - — - — o ——
YPL183C tE(UUC)P TRE1 COX10 MEX67 T6 SVS1 BEM4 YPL158C KIP2 PPT2 YPL141C 1 GIP3 oDC
YPL182C UP9 NIP100 OYE3 REV3 MLH3YPL162C PET20 PRM4 PEP4 PRP46 NOP53 YPL142C MKK2 SPP1 YPL135C-A  RDS2
9.0
6.0
‘ ‘ 3.0
I I Il Il W 00
0.200M 0.2170M 0.220M 0.230M 0.240M 0.250M 0.260M 0.270M 0.280M 0.290M
ARS1618
RPL5TAF14 KAP1 VPS30 CAR1 YPL107W ELP4 MSY NOG1 GLR1 YDC] BRO1
COX11SPO19 NAN1 SPC29 RP51 YPL114W YPL108W MSD1 ATG21 PNG1 SSuU1 YPLO88W SEC16
—— —— ) —— ) — — e - = 0 — == — — L= = ) —— ;
| [ | | I [ [ |
0.30Q™™ ~0.3TOM U320V~ "= 0330M = 0340 _— -_ 0;360M - O ~0.380M" - 0.390M -
RDS2 HHO1 TFB2 YPL119C-A DI YPL113C IMT2 YPL109C YPL105C YPL102C MGR2 EEB1 RPS6A ELP3 MOT1
TBF1 RNY1  MEI5 DBP1 BEM3 PEX25 E1 E1 YPL103C YPLO99C ERI1 SEC62 RLM1 SEN54
9.0
6.0
3.0
[ Il Il 0.0
0.300M 0.3170M 0.320M 0.330M 0.340M 0.350M 0.360M 0.370M 0.390M
ARS1618.BRS1619 ARS1620.5
RPL21B GCR1 TBP'I 6 YPLO66W  TIM50 ALD6 GRX5 _j_‘ OAZ1 CAM1 VPS16 YPLOBSEV31 YPLO34W SuUv3 SMA1
RPS9A YTA6 MUK1 VPS28 YPLO62W LPE10 LEE ARL3 SGF11 NOP4 YPLO38W-A MA2 YPLO3OW ERG10
—— = - — == = oo ) - ) —— — S = — - ) — — —
I | | [ | 1] 1| [
0209 =  04ToM 02420M —_— = 0.230M ' 0.440M K - =0460M— = = _0.470M = = =—03480M = = "0.490M —
MOT ATP4 YPLO73C BTSPLO67C tC(GCA)P1 SUR1LGE1 MNN9 C1 3 | YPLO35C SVL3
YPLO80OC YPLO77C YPLO71C  YPLO68C cwca7 PDR12 YPLO56C KTR6 DIG1 YPLO44C YPLO41C EGD1 YPLO33C PHO85
9.0
‘ 6.0
3.0
Il [ [ 0.0
0.400M 0.4170M 0.420M 0.430M 0.440M 0.450M 0.460M 0.470M 0.480M 0.490M
ARS1621 CENfchr16 ARRS6@22.5
RMI1 ECMFS Swi CHL1 T PDH1 ‘ ‘ HAA1 tK(CUU)P YPROT6W-A CcM4
SN AD1 CTF19 YPLOT14W RET3 NCR1 ULAT CIT3 tG(GCC)P1 SuUT2 YPRO12W RLF2 ATR20
- - 1 9 — —, G - ; - — . Hle= == ) | — -— ) ' - ) - — 3
| [ | | | [ [ |
o.500M~—= —— 0510M == 0.520M ~— 0.530M - = U5%40M —— 0.550M™ - 0.560M - = ; oB8OMT T = =0.590mM =T =
SKS1 MET12 VT HST2 TAF3 TFC8 SNF8 YPROO2C-A YPRO04C ICL2 RPAT35 YPRO11C YPRO14C
YPLO25C ULP1 YPLO17C MRPS16 YPLOO9C LSP1 tF(GAA)PYPRO0O3C HAL1 REC8 YPROTOC¥PRO13C YPRO15C DSS4
9.0
6.0
3.0
Il Il I 0.0
0.500M 0.570M 0.520M 0.530M 0.540M 0.550M 0.560M 0.570M 0.580M 0.590M



chrXVI_2

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

coding RNA
noncoding RNA
rRNA

LTR

W303

ARS1623 ARS1624 ARS1625
YME1 YOP1 NTO1 ARP7 VMAYBRO3BM RPL43A MSF1 MAK3 SEC8 BRR1 FCY1 ROX1 ISA2 YPRO71W NOT5 Y\IZFO76W
ATR20 ATH1 CSR2 SRO7 GLNIPROIBROBIWTIF5S MCM16 TAH18 SMK1 TFB4 YMCI1 YPRO64W UBA3 MED1 SUP16 YPRO74W-A RU1
i . . - . —_— —— - e—— - —_ —— - a—— —— — R
| I 1| I I 1| I 1|
0.600M=— 0 —_ 6200 0.630M —07640M = 0.650M— ==— 0.660M - -—— 0.680M —=— 0.690M = = =—=—
3 YPR0O27C APL4 ERV2 OPIT1 ATG11 NHPG6A YPR0O590ID1 LTP1 QOPRD78C
YPR0O22C CCL1 tF(GAA)P2 HTS1 PUF2 YPR0O45C YPRPBOE3C AROYPR0O63C SPE3 TKL1 YPRO77C
9.0
6.0
3.0
I I Tl 0.0
0.600M 0.670M 0.620M 0.630M 0.640M 0.650M 0.660M 0.670M 0.680M 0.690M
ARS1626 ARS1626.5
TEF1 YPRO84W  VPS69 YPRO92W YPRO97W SNT309 ISRTYPRTIRNVIOW # PIS1 YPR115W YPR117W LB2 AXL1 YLH47 SCD6 TOM5 CTF4
MRL1 MDM36 SUA7 YPRO89W MRPL51 PRE2 tRRNGU)P DBF2! YPR114W YPR116W YPR118W THI22 CTR1 YPR127W RPS23B MSS18
_ —— —- - - - = —_——— =, == = - — — —— e T
| I | 1 I I
0.700M ——= 07TOM — 0.7 0.730M= —— —OUT40M — — 0.750M— 0.760M 0.770M — ' 0.780M - 0790M— == —
GRS2 YPRO85C YPRO91C 1 YPRO98RPL11A COG4 RPC40 tK(UUU)P tC(GCA)P2 YPR126C YPR130C SPN1
DIB1 SRP54 ASR1 YPRO96C YPR0O99C FHL1 YTH1 MRD1 LB5 YPR123C ANT1 NAT3
9.0
} 6.0
| | 3.0
Il Il | 0.0
0.700M 0.710M 0.720M 0.730M 0.740M 0.750M 0.760M 0.770M 0.780M 0.790M
ARS1627 ARS1628 ARS1630
RRP9 TAZ1 tI(AAU)F NCE102 YPR153W YPR1 57% tA(AGC)PtG(GERRRBOW-A RHOT  JIP5 YPR170WBBP1 AOS1
CTF4 tN(GUU)P RRP1|5 ASN1 YPR150W PIN3 YPR158W KREG6 GPH1 MMS1 NUT2 GOWHPRT72W
—_ - —_ =, — = == L — = . — . - = - — —_ = =
I | I I 1| I
0.800M = 0.810M— — =082 " — -— = o870M 0.850M 0.860M = = —0.870M -—0.880M - —0O890M —= ——
YPR136C VPS66 YPR142C YPR1AFRMT7C SUET YPR159C-A GV1 TIF3 MET16 YPR170C YPR174C YPR177C SEC23
MEP3 KAR3 NOC4 YPR14#FR148C YPR152C TPO3 YPR160C-A ORC4 MRP2I(AAU)P2 VPS4 BET2 HDA3
9.0
6.0
3.0
" Il ol 0.0
O.SéOM 0.860M 0.870M 0.880M 0.890M
ARS1631
DPM1 SKI3 AQY1 SGE1 YPR202WR204W
SMX3 GDB1 RPO26 QCR2 YPR196 ARR3 YPR203W
— = - - e — =
| I 1 I
0.900M o.910M - 920M -~ 0.930M = 07920M =
PZF1 RPC82 YPR197C ARR2
MLC2 HPA2 YPR195C ARR1 YPR204C-A




chrM

= coding RNA

W303

noncoding RNA
rRNA
LTR

Q0010 rRNA Q0032 AINABR ALPHA ATP8 Q0092 BI3 COB OLIT VARWO143 rRNAET (WG AU)Q1 Q0255%V(UAC)Q tM(CAU)QR
GG)Q Q0017 tW(UCA)Q AlAI4  COX1 AI5_BETA ATP6 tE(UUC)Q BI2 BI4 tS(UGA)Q2 Q0142 Q0144 SCEIC(GGCAR PEUU)Q COX2F(GAA)Q COX3 Q0297
' = —II » | ._I. ' | y I_I" = | | ‘.‘III“_ ‘I_I ||
0.010M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M
tT(XXX)Q2
9.0
6.0
3.0
H 0.0
0.010M 0.020M 0.030M 0.040M 0.050M 0.060M 0.070M 0.080M



chr2micron

= coding RNA
== noncoding RNA
= rRNA

— LTR

W303

9.0
6.0
3.0
0.0



HU peak height

Mdiller, Hawkins, et al. Figure S3
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Mdiller, Hawkins, et al. Figure S4
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Mdller, Hawkins, et al. Figure S5
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Strain &
Selected

Mean Copy Uniquely Mapping
Number by Reads

Technology

Library construction
& sequencing

platform Genotype Flow Cytometry
Alpha factor arrest 1.00 17,679,718 16,056,228
25 min release 1.06 23,564,200 20,997,274
5500 SOLiD Fragment library 30 min release 1.09 24,993,881 22,501,754
SOLiD AUY077 core kit 35 min release 1.21 26,283,891 23,893,069
5500 system MATa (Applied biosystems, 40 min release 1.40 27,809,830 25,386,748
4464412) 45 min release 1.56 23,736,925 21,968,165
50 min release 1.68 22,005,344 20,535,997
90 min release 1.95 32,053,518 29,619,880
SOLD CIAVI;;(;6 SOLD Fragment Library Alpha factor arrest N/A 19,075,049 18,675,416
3 plus system rads3a ~ construction Kit (Applied 60 min in HU N/A 13,712,377 13,317,219
biosystems, 4443471
smliA
. SOLiD Fragment Library G2 phase sorted N/A 21,461,618 20,442,400
SOLiD T7107 . . . cells
4 system Haploid Construction Kit (Applied S phase sorted
biosystems, 4443471) cells N/A 16,935,636 16,205,005
. SOLiD Fragment Library G2 phase sorted N/A 45,368,930 43,734,400
SOLiD T9475 . . . cells
4 system Diploid Construction Kit (Applied S phase sorted
biosystems, 4443471) cells N/A 24,346,946 23,183,066
G2 phase sorted
Illumina T9475 NEBNext DNA Library Prep cells N/A 164,698,046 131,816,351
HiSeq2000 Diploid Master Mix Set for [llumina S phacsgllssorted N/A 195,717,543 155,734,122
Stationary phase N/A 293,409,051 234,532,691
Illumina T7107 NEBNext DNA Library Prep cells T e
HiSeq2000 Haploid Master Mix Set for [llumina Exponecr;tlllzzl phase N/A 262,092,475 213,008,532

Miiller, HawKkins et al. (2013) Supplementary Table S1




Miiller, Hawkins et al. (2013) Supplementary Table S2

Strain name  Genotype Source
AUYO077 ade2-1 trpl-1 canl-100 leu2-3,112 his3-11,15 ura3 this study
GAL+ ssd1,d2 RADS+
CAY106 MATa; ade2-1; trpl-1; canl-100; leu2,3-112; his3- this study
11,15; wura3; ssdl: barl::TRP1; smll::URA3
rad53::LEU2
T7107 MATa, RADS, BUDA4, leu2, ura3, trpl, ade2, his3 Tomoyuki Tanaka
T9475 MatA/MATalpha, RADS5/RADS5, BUD4/BUD4, Tomoyuki Tanaka

leu2/leu2, ura3/ura3, trpl/trpl, ade2/ade2, his3/his3




Miiller, Hawkins et al. (2013) Supplementary Table S3

Origin name ACS sequence Reference

ARS202 TTTTAATTTTT This study

ARS209 TTTTATGTTTT (Bouton and Smith)
ARS214 ATTTATATTTT (Hoggard et al.)
ARS219.5 TTCTATATTTT (Hoggard et al.)
ARS224 TTTAACGTTTT This study

ARS301 TTTTATGTTTT (Sharma et al.)
ARS302 TTTTATATTTT (Sharma et al.)
ARS303 ATTTATATTTT (Vujcic et al.)
ARS304 TTATAAATTT (Bouton and Smith 1986)
ARS305 TTATATGTTTT (Huang and Kowalski)
ARS306 ATTTATATTTA (Theis et al.)
ARS307 ATTTATGTTTT (Palzkill and Newlon)
ARS309 GTTTATATCTT (Theis and Newlon)
ARS310 TTTTACTTTTT (Theis and Newlon)
ARS313 TTTTACTTTTA (Chang et al.)
ARS315 TTTTATGTTTT (Crampton et al.)
ARS316 TTTCAAATTTA (Chang et al.)
ARS317 TTTTATATTTA (Chang et al.)
ARS318 TATCATGTTTT (Chang et al.)
ARS319 TTTTATGTTTA (Chang et al.)
ARS320 TTTTATGTTAT (Vujcic et al.)
ARS404 TTTAATATTTT (Kearsey)

ARS416 TTTTATGTTTA (Celniker et al.)
ARS422 ATTAATGTTTT This study

ARS423 TTTTACATTTT (Hoggard et al.)
ARS428 TTTTATATTTT (Hoggard et al.)
ARS432 TTTTTTTTCTTTTCT (Nieduszynski et al.)
ARS432.5 TTATTTACATTTTGT (Nieduszynski et al.)
ARS442 ATTTATGTTTA (Hoggard et al.)
ARS512 AATTATGTTTA (Hoggard et al.)




ARS514
ARS516
ARS601
ARS602
ARS603
ARS603
ARS603.5
ARS604
ARS605
ARS606
ARS607
ARS608
ARS609
ARS702
ARS704
ARS707
ARS710
ARS714
ARS716
ARS717
ARS718
ARS719
ARS721
ARS727
ARS728
ARS729
ARS731
ARS731.5
ARS733
ARS809
ARS818
ARS822
ARS911

ATTTATGTTTT
ATTTACTTTTT
ATTTCCATTTT
TTATACGTTTA
TTTAAAGTTTT
TTTCATATTTT
TTCCATATTTT
TTTTACGTTTT
AATTACGTTTT
ATTTATATTTT
GTTTATATTTA
TTTTACTTTTA
TTTTATGTTTT

TTTTTAATATTTTGT
TTTTATACGTTTATG
CATTTTATAATTTGT
TTTTTTATATTTATT
TTATTTACTTTTAGT
AATTACGTTTA
TTATTTAACTTTTGT
AAATTATTGTTTAGT
TTATTTATGTTTTGC
GTATTTATATTTAGC
TATTTTATGTTTACT
TTGTTTATATTTTGT
TTTTTTACCTTTTGT
TGTATATAGTTTAGT
ATTTTAATATTTTGT

TTTTTTAATTTTTTT
TTAGACATTTA
TTTCATGTTTT
TTATACATTTT
GTTTATGTTTT

(Hoggard et al.)
(Hoggard et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Yamashita et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Shirahige et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Hoggard et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Nieduszynski et al.)
(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)




ARS920
ARS1001
ARS1002
ARS1003
ARS1004
ARS1005
ARS1007
ARS1007.5
ARS1009
ARS1011
ARS1014
ARS1015
ARS1018
ARS1019
ARS1020
ARS1021
ARS105
ARS1114
ARS1118
ARS1123
ARS1216.5
ARS1307
ARS1320
ARS1323
ARS1324
ARS1325
ARS1329
ARS1332
ARS1405
ARS1413
ARS1420
ARS1513
ARS1521

TTTTATATTTT
TTTTATGTTTA
TTTTATGTTTA
TTTTATTTTTA
TTTTTAGTTTT
TTATATGTTTT
ATATATATTTA
ATCTATGTTTA
ATTTATATTTA
TTTTATGTTTA
TTTTATATTTA
ATTTATATTTT
TTTTACATTTA
TTTTATCTTTA
ATTTACATTTT

TTGTTTAACATTAGT

ATTAACAATTA
TTTTATGTTTT
TTTTACATTTA
TTTTATATTTA
GTTTATGTTTT
ATTTATGTTTT
ATTTATATTTA
GTTTATGTTTA
TTTTACTATTT
TTTCATATTTT
ATTTAGTCTTT
TTTTATGTTTG
TTTTATTTTTA
ATTTGTATTTA
CTTTATGTTTA
TTTTACCTTTT
TTTTATATTTT

(Hoggard et al.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)
(Xu et al.)
(Xu etal.)

(Nieduszynski et al.)

(Hoggard et al.)
(Hoggard et al.)
This study

(Hoggard et al.)

(Nieduszynski et al.)

(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)
This study
(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)
(Friedman et al.)
(Hoggard et al.)
(Hoggard et al.)
(Hoggard et al.)




ARS1526 ATTTTAATATTTGTT (Nieduszynski et al.)

ARS1528 TTTGTTTATGTTTAGGT (Breier et al.)
ARS1528 GTTTATGTTTA (Hoggard et al.)
ARS1529.5 TTGTTTAAATTTTGT (Nieduszynski et al.)
ARS1529.5 GTTTAAATTTT (Hoggard et al.)
ARS1625 ATTTACGTTTA (Hoggard et al.)
ARS1626.5 TTATTTATATTTTGG (Nieduszynski et al.)
ARS1631 TTTTATATTTG (Hoggard et al.)
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