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Figure S2. Fraction of the PBS rod gene region (including the whole PEIl subregion) that varies between marine
Synechococcus strains containing a CA4-A or B region, listed in black and blue, respectively. Note that the gene
organization of WH8016 PBS region is identical to that of the pigment type 3a strain WH7803. See Fig. 6 in Six et al.
(2007).



