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40S ribosomal protein S6-B
3-oxoacyl-[acyl-carrier-protein] reductase
beta-glucosidase, putative

cytochrome P450 monooxygenase
beta-glucosidase, putative

Golgi membrane protein (Coy1), putative
disulfide isomerase (TigA), putative

alcohol dehydrogenase, putative

mitosis protein dim1
para-hydroxybenzoate-polyprenyltransferase Coq2, putative
ribosomal large subunit biogenesis protein MAK16, putative
15-hydroxyprostaglandin dehydrogenase, putative
60S ribosomal protein L23

ATP-binding cassette sub-family A member 7
cytochrome C1/Cyt1, putative

CD4-specific ankyrin repeat protein D5.1
homoserine acetyltransferase family protein
short chain dehydrogenase/reductase
acetyl-hydrolase

lipase/esterase

DNA binding protein SART-1

molecular chaperone

cytochrome oxidase subunit 1

actin family protein

Cytochrome P450 family protein

elongation factor 1-beta

guanine nucleotide-binding protein beta polypeptide 2-like 1
oxidoreductase domain containing protein

82 kDa heat shock protein

argonaute-like protein

elongation factor 1-alpha

ferritin

Conserved Germline Helicase family member
cytochrome c oxidase subunit Ill

putative cyclophilin

cytochrome b

phosphoglucomutase
protein-methionine-S-oxide reductase

acid phosphatase phoG

HATPase_c domain-containing protein

TOR signaling pathway phosphatase SitA

putative glucose-fructose oxidoreductase oxidoreductase protein
FK506-binding protein 2 precursor/ peptidyl-prolyl cis-trans isomerase, putative

MFS transporter, putative

type | phosphodiesterase/nucleotide pyrophosphatase
acyl-CoA dehydrogenase

farnesyl-pyrophosphate synthetase

translocation elongation factor

integral membrane protein

interferon-induced, double-stranded RNA-activated protein kinase

N-ethylmaleimide sensitive fusion protein

bZIP transcription factor HacA

actin binding protein

oxidoreductase,short chain dehydrogenase, putative
oxidoreductase domain containing protein
Ubiquitin E2 (conjugating enzyme) variant family member
tryptophan synthase

alanine aminotransferase

helicase, putative

membrane-spanning ATPase

mitochondrial molecular chaperone (Atp12)
short-chain dehydrogenase, putative
Paal_thioesterase family protein, putative
Paal_thioesterase family protein, putative

protein kinase domain-containing protein

26S protease regulatory subunit 8

40S ribosomal protein S4

inositol 5-phosphatase, putative

imidazole glycerol phosphate synthase hisHF
NACHT domain protein

WD-repeat protein, putative

covalently-linked cell wall protein

ankyrin repeat protein

ankryin repeat S-palmitoyl transferase
pathogenesis associated protein Cap20, putative
benzoate 4-monooxygenase cytochrome P450
para-hydroxybenzoate-polyprenyltransferase Coq2, putative
U5 snRNP component (116 kDa), putative

MFS monosaccharide transporter, putative

peptide methionine sulfoxide reductase A
polyprotein

ATP dependent RNA helicase (Sub2), putative
integral membrane protein
3,4-dihydroxy-2-butanone 4-phosphate synthase
30 kDa heat shock protein

C6 transcription factor, putative

pyruvate formate lyase activating enzyme, putative
bifunctional dihydrofolate reductase-thymidylate synthase
FAD-dependent pyridine nucleotide-disulfide oxidoreductase
copia-type polyprotein

DNA-directed RNA polymerase Ill subunit RPC10, putative
histone h2a, putative

Ornithine decarboxylase antizyme

eukaryotic translation initiation factor 1A
benzoate 4-monooxygenase cytochrome P450
Cytochrome P450 family protein

FAD binding domain containing protein
sterigmatocystin 8-O-methyltransferase precursor, putative
sterol 14 alpha-demethylase ERG11
alpha-glucosidase

ankyrin repeat-containing protein, putative
G2-specific protein kinase NimA

amino acid transporter

DNA repair protein rad5

small nucleolar ribonucleoprotein complex subunit, putative
ethanolamine kinase

nitrogen metabolite repression regulator NmrA
cercosporin toxin biosynthesis protein

haloacid dehalogenase

hexokinase

calpain-like protein

alpha-glucosidase

GPI ethanolamine phosphate transferase

HLA class Ill protein Dom3z

MFS monosaccharide transporter, putative

cation diffusion facilitator 10

ankyrin repeat-containing protein, putative
glucose oxidase

L-amino acid oxidase

ankyrin repeat protein

FAD binding domain containing protein

NACHT domain protein

homocitrate synthase

XPG l-region protein

NADH oxidase

peroxisomal membrane protein
receptor-interacting serine/threonine-protein kinase
phospholipase

kynurenine 3-monooxygenase

20S proteasome alpha subunit E

protein kinase

transcription initiation factor TFIID subunit 13, putative
transcriptional repressor TupA/RocA, putative
26S protease regulatory subunit, putative
glycosyltransferase

Pfs, NACHT and WD domain protein

dynamin GTPase

major royal jelly protein

ribosomal protein L37

MYB DNA binding protein (Tbf1), putative

SERACA1

white collar-2

LysM domain protein

ribonuclease p/mrp subunit, putative

Ser/Thr protein phosphatase family protein
benzoate 4-monooxygenase cytochrome P450
WD domain, G-beta repeat containing protein
G-protein alpha subunit Cga2

potassium transporter, putative

60S ribosomal protein L10-B

bZIP transcription factor HacA

methyltransferase, putative

heat shock protein 101

heat shock protein HSP98

heat shock protein

chaperonin

hsp70

heat shock protein Hsp98/Hsp104/CIpA, putative
heat shock protein Hsp98/Hsp104/CIpA, putative
heat shock protein Hsp98/Hsp104/CIpA, putative
cytochrome b

myosin alkali light chain

cathepsin L2 cysteine protease

translation elongation factor 1-alpha

translational elongation factor 1a

amino acid transporter, putative

ubiquitin-like protein DskB, putative

Ferric reductase NAD binding domain containing protein
Hsp70 nucleotide exchange factor (Fes1), putative
mitochondrial intermembrane space protein Mia40
mitochondrial intermembrane space protein Mia40
putative senescence-associated protein
cytochrome P450, putative

guanosine polyphosphate pyrophosphohydrolase/synthetase-like protein

polyketide synthase, putative

integral membrane protein

phoma betae P450 monooxygenase No.2
amino acid permease, putative
mitochondrial intermediate peptidase
siroheme synthase

siroheme synthase

sorting nexin-3

ion channel

ion channel

siroheme synthase, putative

30 kDa heat shock protein

30 kDa heat shock protein

nitrite reductase

nitrite reductase

mitochondrial carrier protein, putative

mitochondrial intermembrane space translocase subunit Tim10, putative

transposable element tc1 transposase, putative
mitochondrial carrier protein, putative
phospholipase, patatin family protein
phospholipase, patatin family protein
cation-transporting ATPase

AMP-binding enzyme, putative

alcohol dehydrogenase

mitochondrial molecular chaperone (Atp12)
bax Inhibitor family protein

bax Inhibitor family protein

short chain dehydrogenase (AtsC), putative
alpha-1,3-glucan synthase, putative
dTDP-D-glucose 4,6-dehydratase
dihydroceramide delta(4)-desaturase

CaaX farnesyltransferase alpha subunit
non-classical export protein Nce102, putative
alpha-1,3-glucan synthase, putative

capsular associated protein

retromer complex subunit Vps17

phosphatidylinositol-4-phosphate 5-kinase fab1 (PtdIins(4)P-5-kinase)

sulfur metabolite repression control protein C
AAA family ATPase Rvb2/Reptin, putative
aspartic-type endopeptidase (OpsB), putative
blue light-inducible protein Bli-3

eukaryotic translation initiation factor 3
enoyl-acyl-carrier-proteinreductase 1, mitochondrial precursor
NEDD8 conjugating enzyme (UbcL)

methionine aminopeptidase, type Il, putative

sulphur metabolism negative regulator, putative
chloroplast ferritin 2 precursor

camp independent regulatory protein

serine glyoxylate aminotransferase

glycine dehydrogenase

pre-mRNA-splicing factor cwc24

light-harvesting chlorophyll-a/b binding protein Lhcb5

ubiquinone/menaquinone biosynthesis methyltransferase-like protein

glycosyl transferase family 17 protein

glycosyl transferase family 17 protein
cytochrome P450 52A11

40S ribosomal protein Rps16

peptide chain release factor eRF/aRF, subunit 1
Phe-inhibited DAHP synthase AroG

eukaryotic translation initiation factor 3

CaaX prenyl proteinase Rce1

DNA-directed RNA polymerase Il subunit RPB9
serine-rich protein, putative

camp independent regulatory protein

glycosyl transferase family 17 protein

glycosyl transferase family 17 protein
glutathione S-transferase omega-like 2

PHD finger domain-containing protein
mitochondrial dynamin GTPase (Msp1)

small nuclear ribonucleoprotein
3-dehydroshikimate dehydratase, putative
acetylglutamate kinase, putative

26S proteasome non-ATPase regulatory subunit 13
26S proteasome non-ATPase regulatory subunit 13
proteasome regulatory particle subunit Rpt6, putative
37S ribosomal protein Mrp17

amino acid permease, putative

triosephosphate isomerase

IFRD domain-containing protein
monocarboxylate permease homologue, mch4
ClpB chaperone, Hsp100 family

cytosolic probable CTT1-catalase T
senescence-associated protein

82 kDa heat shock protein

Hsc70

heat shock protein 70B

polyubiquitin

ATP-dependent molecular chaperone HSC82
polyketide synthase, putative

heat shock protein Hsp30/Hsp42, putative
mitosis inhibitor protein kinase SWE1

cytosolic probable CTT1-catalase T
mitochondrial peroxiredoxin Prx1, putative
Selenium-binding protein, putative

siroheme synthase

DNA-directed RNA polymerase Ill subunit RPC10, putative
small nucleolar ribonucleoprotein complex subunit, putative
kinase domain containing protein

extracellular matrix protein, putative

MmRNA capping enzyme alpha subunit, putative
kinase domain containing protein
serine/threonine protein kinase, putative
polyketide synthase, putative

translation initiation regulator (Gcn20), putative
translation initiation regulator (Gcn20), putative
citrate synthase (Cit1), putative
GTPase-activating protein GYP7
inositolphosphorylceramide-B C-26 hydroxylase
elongation factor G 2

metacaspase

ribosomal small subunit assembly protein, putative
type | phosphodiesterase/nucleotide pyrophosphatase
oxygen-evolving enhancer protein 3, chloroplast, putative
NADH dehydrogenase (quinone), G subunit
ARD/ARD family protein, putative

citrate synthase (Cit1), putative

catechol 1,2-dioxygenase 1

Histones H3 and H4

riboflavin aldehyde-forming enzyme
T-complex protein 1, gamma subunit
metacaspase

MIPC synthase subunit (SurA), putative

DNA binding protein

Cytochrome P450 family protein

DDHD domain protein

DDHD domain protein

sugar transporter, putative

sugar transporter, putative

UDP-glucose 4-epimerase

40S ribosomal protein S27

MFS monosaccharide transporter, putative
nitrogen metabolite repression regulator NmrA
D-xylose reductase xyrA

ribose-phosphate pyrophosphokinase
hydroxyquinol 1,2-dioxygenase
light-harvesting protein of photosystem |

nitrile hydratase, alpha subunit

phytanoyl-CoA dioxygenase family protein
peptidyl-prolyl cis-trans isomerase 11

U3 small nucleolar ribonucleoprotein IMP3
alcohol dehydrogenase

oxidoreductase, short-chain dehydrogenase/reductase family
heat shock protein Hsp20

cytochrome c¢ peroxidase

cytochrome c oxidase subunit |

hsp70-like protein

TPR domain-containing protein

merozoite capping protein-1
cation-transporting ATPase

TPR domain-containing protein

Hsp70 nucleotide exchange factor fes1

heat shock protein 70

Hsp70 nucleotide exchange factor fes1
ATP-dependent molecular chaperone HSC82
heat shock protein/chaperonin HSP78

ubiquitin conjugation factor E4

30 kDa heat shock protein

30 kDa heat shock protein
phosphomannomutase

SNF2 domain-containing protein / helicase domain-containing protein / RING finger domain-containing proteit

DnadJ domain protein

ankyrin repeat protein

MFS monocarboxylate transporter, putative

MFS monocarboxylate transporter, putative
integral membrane protein

alcohol dehydrogenase

nuclear pore complex subunit Nup192, putative
GTP-binding protein YchF

xylitol dehydrogenase XdhB

RSC complex subunit

4-carboxymuconolactone decarboxylase, putative
ankyrin repeat protein

short-chain dehydrogenase

class 2 transcription repressor NC2

DNA-directed RNA polymerase

karyopherin

karyopherin

zinc finger protein OZF

nuclear pore complex subunit Nup192, putative
riboflavin aldehyde-forming enzyme

Swri1p complex component

Swri1p complex component

MIPC synthase subunit (SurA), putative

YagE family protein

aspartic endopeptidase Pep1

CorA family metal ion transporter
15-hydroxyprostaglandin dehydrogenase, putative
phenolpthiocerol synthesis polyketide synthase ppsA
vacuolar protein sorting vps16, putative

siroheme synthase

translation initiation factor IF-2

siroheme synthase, N-terminal domain containing protein
siroheme synthase, N-terminal domain containing protein



