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CCAGAGAATACCCAGACTGTGATGCTGCCACAACGTCAGCAGGCTTTCTGAACGGTTTAACACCACTTCATGTTAATGATAATCACTATCATTAAATCTT
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GACATGCCATTTTCTCCTTAATAAATTAATACTGTATATGTATCCATATACGTAAGCAGTTAATTCATTTGTTTTCCTCAGAGGATGAAGGAGATACCGA

1 0 40 a0 a0 100
[cib
ATGTCTGACCCTGTACGTATTACAAATCCCGGTGCAGAATCGCTGGGGTATGATTCAGATGGCCATGAAATTATGGCCGTTGATATTTATGTAAACCCTC
Ser Asp Pro Val Arg lle Thr Asn Pro Gly Ala Glu Ser Leu Gly Tyr Asp Ser Asp Gly His Glu lle Ala Val Asp lle Tyr Val Asn Pro
120 140 160 180 00
cib

CACGTGTCGATGTTTTTCATGGTACCCCGCCTGCATGGAGTTCCTTCGGGAACAAAACCATCTGGGGCGGAAACGAGTGGGTCGATGATTCCCCAACCCG
Pro Arg Val Asp Val Phe His Gly Thr Pro Pro Ala Trp Ser Ser Phe Gly Asn Lys Thr lle Trp Gly Gly Asn Glu Trp Val Asp Asp Ser Pro Thr Arg

220 40 260 280 300

cib
AAGTGATATCGAAAAAAGGGACAAGGAAATCACAGCGTACAAAAACACGCTCAGCGTGCAGCAGAAAGAGAATGAGAATAAGCGTACTGAAGCCGGAAAA
Ser Asp lle Glu Lys Arg Asp Lys Glu lle Thr Ala Tyr Lys Asn Thr Leu Ser Val GIn GIn Lys Glu Asn Glu Asn Lys Arg Thr Glu Ala Gly Lys
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cib
CGCCTTTCTGCGGCAATTGCTGCAAGGGAAAAAGATGAAAACACACTGAAAACACTCCGTGCCGGAAACGCAGATGTCGCTGATATTACACGACAGGAGT
Arg Leu Ser Ala Ala lle Ala Ala Arg Glu Lys Asp Glu Asn Thr Leu Lys Thr Leu Arg Ala Gly Asn Ala Asp Val Ala Asp lle Thr Arg GIn Glu

420 a0 460 480 500
cib
TCAGACTCCTGCAGGCAGAGCTGAGAGAATACGGATTCCGTACTGAAATCGCCGGATATGATGCCCTCCGGCTGCATACAGAGAGCCGGATGCTGTTTGC
Phe Arg Leu Leu GIn Ala Glu Leu Arg Glu Tyr Gly Phe Arg Thr Glu lle Ala Gly Tyr Asp Ala Leu Arg Leu His Thr Glu Ser Arg Leu Phe Ala

500 540 560 Q s00
cib

TGATGCTGATTCTCTTCGTATATCTCCCCGCGAGGCCAGGTCGTTAATCGAACAGGCTGAAAAACGGCAGAAGGATGCGCAGAACGCAGACAAGAAGGCC
Asp Ala Asp Ser Leu Arg lle Ser Pro Arg Glu Ala Arg Ser Leu lle Glu GIn Ala Glu Lys Arg GIn Lys Asp Ala GIn Asn Ala Asp Lys Lys Ala

820 ado 80 £80 00
cib
GCTGATATGCTTGCTGAATACGAGCGCAGAAAAGGTATTCTGGACACGCGGTTGTCAGAGCTGGAAAAAAATGGCGGGGCAGCCCTTGCCGTTCTTGATG
Ala Asp Leu Ala Glu Tyr Glu Arg Arg Lys Gly lle Leu Asp Thr Arg Leu Ser Glu Leu Glu Lys Asn Gly Gly Ala Ala Leu Ala Val Leu Asp
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cib

CACAACAGGCCCGTCTGCTCGGGCAGCAGACACGGAATGACAGGGCCATTTCAGAGGCCCGGAATAAACTCAGTTCGGTGACGGAATCGCTTAAGACGGC
Ala GIn GIn Ala Arg Leu Leu Gly GIn GIn Thr Arg Asn Asp Arg Ala lle Ser Glu Ala Arg Asn Lys Leu Ser Ser Val Thr Glu Ser Leu Lys Thr Ala
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cib
CCGTAATGCATTAACCAGAGCTGAACAACAGCTGACGCAACAGAAAAACACGCCTGACGGCAAAACGATAGTTTCCCCTGAAAAATTCCCGGGGCGTTCA

Arg Asn Ala Leu Thr Arg Ala Glu GIn GIn Leu Thr GIn GIn Lys Asn Thr Pro Asp Gly Lys Thr lle Val Ser Pro Glu Lys Phe Pro Gly Arg Ser

a20 asn Qg0 agq 1000

cib
TCAACAAATCATTCTATTGTTGTGAGTGGTGATCCGAGATTTGCCGGTACGATAAAAATCACAACCAGCGCGGTCATCGATAACCGTGCAAACCTGAATT
Ser Thr Asn His Ser lle Val Val Ser Gly Asp Pro Arg Phe Ala Gly Thr lle Lys lle Thr Thr Ser Ala Val lle Asp Asn Arg Ala Asn Leu Asn
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cib
ATCTTCTGACCCATTCCGGTCTGGACTATAAACGCAATATTCTGAATGACCGGAATCCGGTGGTGACAGAGGATGTGGAAGGTGACAAGAAAATTTATAA

Tyr Leu Leu Thr His Ser Gly Leu Asp Tyr Lys Arg Asn lle Leu Asn Asp Arg Asn Pro Val Val Thr Glu Asp Val Glu Gly Asp Lys Lys lle Tyr Asn
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cib
TGCTGAAGTTGCTGAATGGGATAAGTTACGGCAACGATTGCTTGATGCCAGAAATAAAATCACCTCTGCTGAATCTGCGGTAAATTCGGCGAGAAATAAC
Ala Glu Val Ala Glu Trp Asp Lys Leu Arg GIn Arg Leu Leu Asp Ala Arg Asn Lys lle Thr Ser Ala Glu Ser Ala Val Asn Ser Ala Arg Asn Asn
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cib
GTCAGTGCCAGAACAAATGAACAAAAGCATGCAAATGATGCTCTTAACGCCCTGTTGAAGGAAAAAGAGAATATCCGTAGCCAGCTTGCTGACATAAATC
Val Ser Ala Arg Thr Asn Glu GIn Lys His Ala Asn Asp Ala Leu Asn Ala Leu Leu Lys Glu Lys Glu Asn lle Arg Ser GIn Leu Ala Asp lle Asn
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AGAAAATAGCTGAAGAGAAAAGAAAAAGGGATGAAATAAATATGATAAAGGATGCCATAAAACTCACCTCTGATTTCTACAGAACGATATATGATGAGTT
GIn Lys lle Ala Glu Glu Lys Arg Lys Arg Asp Glu lle Asn lle Lys Asp Ala lle Lys Leu Thr Ser Asp Phe Tyr Arg Thr lle Tyr Asp Glu Phe

1420 1440 1460 1480 1500
cib

CGGTAAACAAGCATCCGAACTTGCTAAGGAGCTGGCTTCTGTATCTCAAGGGAAACAGATTAAGAGTGTGGATGATGCACTGAACGCTTTTGATAAATTC
Gly Lys GIn Ala Ser Glu Leu Ala Lys Glu Leu Ala Ser Val Ser GIn Gly Lys GIn lle Lys Ser Val Asp Asp Ala Leu Asn Ala Phe Asp Lys Phe

1520 1540 1560 1580 1600
cib
CGTAATAATCTGAACAAGAAATATAGCATACAAGATCGCATGGCCATTTCTAAAGCCCTGGAAGCTATTAATCAGGTCCATATGGCGGAGAATTTTAAGC
Arg Asn Asn Leu Asn Lys Lys Tyr Ser lle GIn Asp Arg Ala lle Ser Lys Ala Leu Glu Ala lle Asn GIn Val His Ala Glu Asn Phe Lys
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cib

TGTTCAGTAAGGCATTTGGTTTTACCGGAAAAGTTATTGATCGTTATGATGTTGCTGTGGAGTTACAAAAGGCTGTAAAAACGGACAACTGGCGTCCATT
Leu Phe Ser Lys Ala Phe Gly Phe Thr Gly Lys Val lle Asp Arg Tyr Asp Val Ala Val Glu Leu GIn Lys Ala Val Lys Thr Asp Asn Trp Arg Pro Phe

1720 1740 1760 1780 1800
cib
TTTTGTAAAACTTGAATCACTGGCAGCAGGAAGAGCTGCTTCAGCAGTTACAGCATGGACGTTTTCCGTCATGCTGGGAACCCCTGTAGGTATTCTGGGT

Phe Val Lys Leu Glu Ser Leu Ala Ala Gly Arg Ala Ala Ser Ala Val Thr Ala Trp Thr Phe Ser Val Leu Gly Thr Pro Val Gly lle Leu Gly
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TTTGCAATTATTATGGCGGCTGTGAGTGCGTTTGTTAATGATAAGTTTATTGAGCAGGTCAATAAACTTATTGGTATCTGACACATAATGATGCCCTTTC

Phe Ala lle lle Ala Ala Val Ser Ala Phe Val Asn Asp Lys Phe lle Glu GIn Val Asn Lys Leu lle Gly lle Stp Stp
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ATTTTCCTGAAAGGGCTTTGCAGAATATAAAAATTAAGTAAATGGCAACCACAGGAACTGATATAACGAAACAGAATAATTCAAATATTGCAGTTAAGCT
Lys Gly Ser Leu Ala Lys Cys Phe lle Phe lle Leu Tyr lle Ala Val Val Pro Val Ser lle Val Phe Cys Phe Leu Glu Phe lle Ala Thr Leu Ser

2020 a0 080 2080 100
imm
TCCGCCAACTGGATTTGTAAAGAAGTCTTTTTGCCAGAATTCTTTCCCTGTAAACCTTATTACCATTTTCTGTATTATCCTCATTGAAAAAGGAAAAGTA
Gly Gly Val Pro Asn Thr Phe Phe Asp Lys GIn Trp Phe Glu Lys Gly Thr Phe Arg lle Val Lys GIn lle lle Arg Ser Phe Pro Phe Thr
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ATGGCACTGATAATGCATCCGATGAACGCATAAAACATTCTTGCATTTTCCTGGCTATCTTTCCATCCCAGATAAAAAACTGTAAGAATAATGAGGCTTG
lle Ala Ser lle lle Cys Gly lle Phe Ala Tyr Phe Arg Ala Asn Glu GIn Ser Asp Lys Trp Gly Leu Tyr Phe Val Thr Leu lle lle Leu Ser Pro
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GTATCAGGCTCTTCAGTAAATACTTTACAGATATATCCAGTTTCATCTGTTTTCTCCTTTATTGTTATCGTGTACCGGTGCGTGATAACATAATCACAGC
lle Leu Ser Lys Leu Leu Tyr Lys Val Ser lle Asp Leu Lys
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ATGATAATAATAATCAATAACAATAAGCTGTGTCACGTTTACATCATGGAACGGAGGTGCTCCT




