Nedialkova, Denzler et al., Figure S3
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GGATTGATAATTGTTATCGTTTGCATTATCGTTACGCCGCAATCAAAAAAGGCTGACAAATCAGAGGCTGTTCCGGCTTTCTGGGATGATCACCTGCATA
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AAAAATAAGTCCACCGCGATGCTGCCGTACGCAAGGGGACGTGAAGAAGATGTGAGCGATAACCCATTTTATTTTCGTAGTTACCTCATGGAGATATGGA
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[cirA

ATGTTTAGGTTGAACCCTTTCGTACGGGTCGGGCTGTGTTTGTCCGCTATTTCTTGTGCATGGCCTGTGTTAGCGGTCGATGATGATGGCGAAACGATGG
Phe Arg Leu Asn Pro Phe Val Arg Val Gly Leu Cys Leu Ser Ala lle Ser Cys Ala Trp Pro Val Leu Ala Val Asp Asp Asp Gly Glu Thr

120 140 160 180 200

cirA
TTGTCACTGCATCTTCCGTGGAACAAAATCTTAAAGATGCACCTGCCAGTATCAGCGTCATTACCCAGGAAGACCTGCAGCGAAAACCGGTACAGAATCT
Val Val Thr Ala Ser Ser Val Glu GIn Asn Leu Lys Asp Ala Pro Ala Ser lle Ser Val lle Thr GIin Glu Asp Leu GIn Arg Lys Pro Val GIn Asn Leu

0 40 a0 280 00

CirA
GAAGGATGTCCTCAAAGAAGTGCCTGGCGTACAACTGACGAACGAAGGGGATAACCGTAAGGGCGTTAGTATTCGTGGTCTGGACAGCAGCTATACCCTG
Lys Asp Val Leu Lys Glu Val Pro Gly Val GIn Leu Thr Asn Glu Gly Asp Asn Arg Lys Gly Val Ser lle Arg Gly Leu Asp Ser Ser Tyr Thr Leu

220 240 260 230 400

CirA
ATTCTCGTCGACGGTAAACGCGTGAACTCCCGCAATGCCGTCTTCCGCCACAATGATTTCGATCTGAACTGGATCCCGGTCGATTCCATCGAACGTATTG
lle Leu Val Asp Gly Lys Arg Val Asn Ser Arg Asn Ala Val Phe Arg His Asn Asp Phe Asp Leu Asn Trp lle Pro Val Asp Ser lle Glu Arg lle

420 440 460 480 500
cirA
AAGTGGTCCGTGGCCCGATGTCGTCGCTGTACGGTTCCGATGCGCTCGGCGGTGTAGTGAATATCATCACCAAAAAAATCGGTCAGAAATGGTCGGGTAC
Glu Val Val Arg Gly Pro Ser Ser Leu Tyr Gly Ser Asp Ala Leu Gly Gly Val Val Asn lle lle Thr Lys Lys lle Gly GIn Lys Trp Ser Gly Thr

520 540 560 580 s00
CirA

CGTTACCGTCGATACCACCATTCAGGAACATCGCGATCGCGGTGACACCTATAACGGTCAGTTCTTTACCAGTGGACCATTAATTGATGGTGTGCTGGGA
Val Thr Val Asp Thr Thr lle GIn Glu His Arg Asp Arg Gly Asp Thr Tyr Asn Gly GIn Phe Phe Thr Ser Gly Pro Leu lle Asp Gly Val Leu Gly

620 640 660 a80 a0

CirA
ATGAAAGCTTACGGCAGCCTGGCAAAACGTGAAAAGGATGACCCGCAAAACTCAACGACCACCGATACCGGAGAAACGCCGCGTATTGAAGGATTCTCCA
Lys Ala Tyr Gly Ser Leu Ala Lys Arg Glu Lys Asp Asp Pro GIn Asn Ser Thr Thr Thr Asp Thr Gly Glu Thr Pro Arg lle Glu Gly Phe Ser

20 40 60 80 800

cirA
GCCGCGACGGCAATGTCGAATTTGCCTGGACACCGAATCAAAATCACGATTTTACTGCCGGATACGGTTTCGACCGTCAGGATCGTGATTCCGACTCGCT
Ser Arg Asp Gly Asn Val Glu Phe Ala Trp Thr Pro Asn GIn Asn His Asp Phe Thr Ala Gly Tyr Gly Phe Asp Arg GIn Asp Arg Asp Ser Asp Ser Leu

220 840 860 280 ann

CirA
GGACAAAAACCGCCTGGAACGCCAGAACTACTCCGTCAGCCATAATGGGCGTTGGGATTACGGCACCAGCGAACTGAAATACTACGGTGAGAAAGTCGAG
Asp Lys Asn Arg Leu Glu Arg GIn Asn Tyr Ser Val Ser His Asn Gly Arg Trp Asp Tyr Gly Thr Ser Glu Leu Lys Tyr Tyr Gly Glu Lys Val Glu

Q20 240 agn agn 1000

CirA
AACAAAAACCCTGGCAACAGCAGCCCGATAACTTCCGAAAGCAATACGGTCGACGGCAAATACACGTTGCCGCTGACGGCGATTAATCAGTTTCTCACGG
Asn Lys Asn Pro Gly Asn Ser Ser Pro lle Thr Ser Glu Ser Asn Thr Val Asp Gly Lys Tyr Thr Leu Pro Leu Thr Ala lle Asn GIn Phe Leu Thr

1020 1040 1080 1080 1100

cirA
TTGGCGGTGAATGGCGTCACGACAAACTTAGCGATGCGGTGAACCTGACCGGGGGAACCAGCTCCAAAACGTCTGCCAGCCAGTACGCGCTGTTTGTGGA
Val Gly Gly Glu Trp Arg His Asp Lys Leu Ser Asp Ala Val Asn Leu Thr Gly Gly Thr Ser Ser Lys Thr Ser Ala Ser GIn Tyr Ala Leu Phe Val Glu

1120 1140 1460 1480 1200
CirA
AGATGAATGGCGGATCTTCGAGCCGCTGGCGCTGACGACCGGCGTGCGTATGGACGATCACGAAACCTACGGTGAACACTGGAGTCCGCGTGCCTACCTG
Asp Glu Trp Arg lle Phe Glu Pro Leu Ala Leu Thr Thr Gly Val Arg Asp Asp His Glu Thr Tyr Gly Glu His Trp Ser Pro Arg Ala Tyr Leu
1220 1240 1260 1280 1300
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GTTTATAACGCCACCGACACCGTAACGGTGAAAGGGGGCTGGGCGACGGCATTTAAAGCACCTTCTCTGTTGCAACTTAGCCCTGACTGGACGAGCAATT
Val Tyr Asn Ala Thr Asp Thr Val Thr Val Lys Gly Gly Trp Ala Thr Ala Phe Lys Ala Pro Ser Leu Leu GIn Leu Ser Pro Asp Trp Thr Ser Asn

1320 1340 1360 1380 1400
cirA
CCTGCCGTGGCGCATGTAAGATTGTGGGTAGCCCGGATCTGAAACCAGAAACCAGCGAAAGTTGGGAGCTGGGGCTTTACTACATGGGTGAAGAAGGCTG
Ser Cys Arg Gly Ala Cys Lys lle Val Gly Ser Pro Asp Leu Lys Pro Glu Thr Ser Glu Ser Trp Glu Leu Gly Leu Tyr Tyr Gly Glu Glu Gly Trp

1420 1440 1460 1480 1500
CirA

GCTGGAAGGGGTTGAATCCAGCGTTACCGTTTTCCGTAACGATGTGAAAGATCGTATCAGCATCAGCCGTACGTCTGACGTCAACGCTGCACCGGGCTAC
Leu Glu Gly Val Glu Ser Ser Val Thr Val Phe Arg Asn Asp Val Lys Asp Arg lle Ser lle Ser Arg Thr Ser Asp Val Asn Ala Ala Pro Gly Tyr

1520 1540 1580 1580 1600

CirA
CAAAACTTTGTTGGTTTTGAGACGGGCGCTAACGGACGGCGCATACCGGTATTTAGCTACTACAACGTTAACAAAGCTCGTATTCAGGGCGTGGAAACCG
GIn Asn Phe Val Gly Phe Glu Thr Gly Ala Asn Gly Arg Arg lle Pro Val Phe Ser Tyr Tyr Asn Val Asn Lys Ala Arg lle GIn Gly Val Glu Thr

1620 1640 1660 1680 1700

CirA
AACTGAAAATTCCGTTCAACGATGAATGGAAACTGTCGATCAACTACACCTACAACGATGGTCGTGATGTCAGCAACGGCGAAAACAAACCGCTATCCGA
Glu Leu Lys lle Pro Phe Asn Asp Glu Trp Lys Leu Ser lle Asn Tyr Thr Tyr Asn Asp Gly Arg Asp Val Ser Asn Gly Glu Asn Lys Pro Leu Ser Asp

1720 1740 1760 1780 1800

CirA
TCTGCCGTTCCATACTGCTAACGGTACGCTGGACTGGAAACCGCTGGCGCTGGAAGACTGGTCATTCTATGTTTCTGGGCACTATACCGGGCAGAAACGC
Leu Pro Phe His Thr Ala Asn Gly Thr Leu Asp Trp Lys Pro Leu Ala Leu Glu Asp Trp Ser Phe Tyr Val Ser Gly His Tyr Thr Gly GIn Lys Arg

1820 1840 1860 1880 1900

CirA
GCCGACAGCGCGACGGCTAAAACACCGGGCGGTTATACCATCTGGAATACCGGCGCGGCCTGGCAGGTGACTAAAGACGTCAAACTGCGCGCAGGCGTGC
Ala Asp Ser Ala Thr Ala Lys Thr Pro Gly Gly Tyr Thr lle Trp Asn Thr Gly Ala Ala Trp GIn Val Thr Lys Asp Val Lys Leu Arg Ala Gly Val

Ty 1920 1940 1980 1980 N 2.000
cir, 1
TGAACCTTGGCGACAAGGATCTCAGTCGTGACGACTACAGCTATAACGAAGACGGACGTCGTTACTTTATGGCAGTGGATTATCGCTTCTGATGAGAAGA

Leu Asn Leu Gly Asp Lys Asp Leu Ser Arg Asp Asp Tyr Ser Tyr Asn Glu Asp Gly Arg Arg Tyr Phe Ala Val Asp Tyr Arg Phe Stp



