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Phylogenetic tree of the CRISP sequences. The tree was reconstructed with RAXML
(Stamatakis and Alachiotis 2010), -f a, PROTGAMMAIWAG, 10000 bootstraps.

Sequences that were annotated in UniProt as venom allergen 3 sequences are labeled with

V3. See previous figures for description.
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Supplementary Figure 7b

Alignment of the protein’s chain region of the CRISP sequences. The chain of the

mature protein is indicated by a blue, the domain region by a green bar. Disulphide bonds

are pictured with black lines, the cysteine residue backbone by yellow squares. Active

sites are marked by red bars and squares. The active site i.)* pictures the additional active

site found in cone snail sequences. Sequences that were annotated in UniProt as venom

allergen 3 sequences are labeled with V3.
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Supplementary Figure 8

Phylogenetic tree of the venom serine carboxypeptidase (VSC) sequences. The tree
was reconstructed with RAXML (Stamatakis and Alachiotis 2010), -f a,
PROTGAMMAILG, 1000 bootstraps. See previous figures for description.

25



trJ3S9I9 Crotalus a. (Snake)

spP29622 Homo s. (Human) %
L \3s0v0 Crotalisa (snake)
rG1KGB2 Anolis ¢. (Chameleon) ¥

8 o tDEWWGS Tribolium c. (Beetle) %
* trDIMYQS Tenebrio m. (Beetle)
100 - trQ2MDE1 Xenopus 1. (Frog) #

L B1H2G7 Xenopus t. (Frog) #
trQOU1I5 Drosophila m. (Fruitfly) %
I rQINGSO Bombyx m. (Moth) %

SPQSMGHO Lonomia o. (Moth)
|—IE spP22922 Bombyx m. (Moth)
— spP14754 Manduca s. (Moth)

trHIKIYS Apis m. (Bee)

10

trK7INP1 Nasonia v. (Wasp)
100) DMPC15178741 Remipedia (BVQT)
L DMPC15249380 Remipedia (BVGT)
C1COL2 Caligus c. (Copepod)
BIES7 Bombyx m. (Moth) %
trHIKRD2 Apis m. (Bee)
rD1MX62 Penaeus j. (Prawn) #
1rJOPCS4 Eriocheir s. (Crab) %

DMPC15193238 Remipedia (BVGT)
trHOKUOG Apis m. (Bee)

1rQ72021 Boophilus m. (Tick)
rQOBB75 Ixodes r- (Tick)
trQOBB72 Ixodes r. (Tick)

is0tig00196 Remipedia (VgT)
\ESHIS6 Daphnia p. (Warterflea) »#-

SPQ5I0S8 Xenopus . (Frog)

65 o sSpQICQV3 Mus m. (Mouse) »
SpQYBPE3 Homo s. (Human) ¥ Serin-rich proteinase inhibitors (Serpin)
— SpQSBIRS Bos t. (Cattle) ¥
SpO0BBO0 Mus m. (Mouse) % 0.1

Supplementary Figure 9a

Phylogenetic tree of the Serine-rich proteinase inhibitor (Serpin) sequences. The tree
was reconstructed with RAXML (Stamatakis and Alachiotis 2010), -f a,
PROTGAMMAIFLG, 1000 bootstraps. See previous figures for description.
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Phylogenetic tree of the Kunitz-type proteinase inhibitor sequences. The tree was
reconstructed with RAXML (Stamatakis and Alachiotis 2010), -f a,
PROTGAMMAWAG, 10000 bootstraps. See previous figures for description.
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