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Relative Intensity

Aconitate hydratase, mitochondrial
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Relative Intensity

Actin-related protein 10
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Relative Intensity

Actin-related protein 10
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Relative Intensity

Acyl-CoA dehydrogenase family member 10
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Acyl-CoA dehydrogenase family member 11
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Relative Intensity

Adenosine kinase
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Relative Intensity

Adenosylhomocysteinase
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Relative Intensity

Adenylate kinase 2, mitochondrial
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Relative Intensity

Adenylate kinase 2, mitochondrial
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Relative Intensity

Adenylate kinase 2, mitochondrial
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Adenylate kinase isoenzyme 1
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Relative Intensity

Adenylate kinase isoenzyme 1
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Relative Intensity

ADP/ATP translocase 2
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Relative Intensity

Aldehyde dehydrogenase family 8 member Al
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Relative Intensity

Ankyrin repeat and KH domain-containing protein 1
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Relative Intensity

Ankyrin repeat and KH domain-containing protein 1
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Relative Intensity

Ankyrin repeat and KH domain-containing protein 1
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Relative Intensity

Ankyrin repeat and KH domain-containing protein 1
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Relative Intensity

Ankyrin repeat domain-containing protein 17
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Relative Intensity

Annexin All
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Relative Intensity
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Relative Intensity

Argininosuccinate synthase
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Relative Intensity

Ataxin-2
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Relative Intensity

ATP synthase subunit alpha, mitochondrial
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Relative Intensity

Bcl-2-like protein 11
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Relative Intensity

Beta-2-glycoprotein 1
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Relative Intensity

Carbonic anhydrase 3
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Relative Intensity

Caspase recruitment domain-containing protein 9
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Relative Intensity
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Relative Intensity

Catenin beta-1
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Relative Intensity

Chloride intracellular channel protein 1
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Relative Intensity

Chloride intracellular channel protein 1
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Relative Intensity
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Relative Intensity

Chloride intracellular channel protein 1
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Relative Intensity

Chromobox protein homolog 1
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Relative Intensity

Colorectal mutant cancer protein
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Relative Intensity
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Relative Intensity
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Relative Intensity

Core-binding factor subunit beta
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Relative Intensity
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Relative Intensity

Creatine kinase, ubiquitous mitochondrial
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Relative Intensity

C-terminal-binding protein
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Relative Intensity

C-terminal-binding protein
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Relative Intensity

Cystathionine beta-synthase
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Relative Intensity

Cytochrome P450 2C8
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Relative Intensity

DCN1-like protein 2
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Relative Intensity
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Relative Intensity

Deoxyhypusine hydroxylase
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Relative Intensity

Deoxyhypusine hydroxylase
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Relative Intensity

Deoxyhypusine hydroxylase

v12+2H
100% 1,947.74 AMU, +2 H (Parent Error: -2.3 ppn
E t—s —+—c+48 +—E—"F—V—"+A+—UlIl—F+—D—"F+—m32 —+—v—+—E—+—H—F+—E—+—T—+c+—R
R—t+e+—T1—+—E—F+—H—+—E Y H—M+32——D—+—L—F+A—+—V—F+—E—+—c+8 —+—s—F+—E—
y11+2H
75%7
50%- y3
y1142H +1
y9q+1
25%7 yit
10
v g
yD 7
b4
09 ] V33, YA b b7 oo |, bit Y12 . vz, 4L
0 250 500 750 1000 1250 1500 1750

m/z

~



DNA replication licensing factor MCM7
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Relative Intensity

DNA topoisomerase 2-alpha
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Relative Intensity

DnaJ homolog subfamily B member 2
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Relative Intensity

Dual specificity tyrosine-phosphorylation-regulated kinase 2 (DYRK)
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Relative Intensity

Dual specificity tyrosine-phosphorylation-regulated kinase 2 (DYRK)
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Relative Intensity

E3 ubiquitin-protein ligase NRDP1
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Relative Intensity

E3 ubiquitin-protein ligase NRDP1
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Relative Intensity
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Relative Intensity
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Relative Intensity

Eukaryotic translation initiation factor 4E-binding protein 1
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Relative Intensity

Glutamate dehydrogenase 1, mitochondrial
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Relative Intensity

Glutaminase liver isoform, mitochondrial
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Relative Intensity

Glutamine synthetase
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Relative Intensity

Glutamine synthetase
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Relative Intensity

Glutaredoxin-3
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Relative Intensity
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Relative Intensity

Glyoxalase domain-containing protein 4
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Relative Intensity

Glyoxalase domain-containing protein 4
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Relative Intensity

GTPase HRas
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Relative Intensity

GTPase HRas
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Relative Intensity

GTPase HRas
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Relative Intensity

Hemoglobin subunit delta
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Relative Intensity

Interleukin-1 receptor antagonist protein
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Relative Intensity

Isocitrate dehydrogenase [NADP] cytoplasmic
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Relative Intensity

Isocitrate dehydrogenase [NADP] cytoplasmic
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Relative Intensity

Isocitrate dehydrogenase [NADP] cytoplasmic
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Relative Intensity

Macrophage migration inhibitory factor
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Relative Intensity

Macrophage migration inhibitory factor
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Relative Intensity

Malate dehydrogenase, cytoplasmic
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Relative Intensity
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Relative Intensity

Na(+)/H(+) exchange regulatory cofactor NHE-RF1
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Relative Intensity
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Relative Intensity

NADH dehydrogenase [ubiquinone] iron-sulfur protein 6
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Relative Intensity

NEDDA4-like E3 ubiquitin-protein ligase WWP2
HQPPSTNC186FGGR

v3
100% 1,347.56 AMU, +2 H (Parent Error: -0.66 ppn|
H f Q } P } P } S } T } N } C+43r= F —G—+—G— R
R t—c—+-G F } C+48 } N —T —S—+—P—F+—P— Q ; H

75%7

b9

y10
50%
y4 y8-NH3+1
25% b9-H4O
b2 bS ys5 b7 y7 b8 b10
b6
v8 y9 b11
i %, i
0% . I||.'|| ‘|' ||... |p.$ |.II L I..Ihll'l n.ll'I I} 6 ll l :lllll.l. |“|| i I.I: il l' | L ¥]|'|l| .
0 200 400 600 800 1000 1200

m/z

~



Relative Intensity

Nuclear RNA export factor 1
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Relative Intensity

Olfactomedin-like protein 1
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Relative Intensity

Pre-mRNA-splicing factor SYF1
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Relative Intensity

Protein DJ-1
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Relative Intensity

Protein S100-Al1l
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Relative Intensity

Protein S100-A8
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Relative Intensity

Protein transport protein Sec31A
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Relative Intensity

Putative adenosylhomocysteinase 2

yll
100% 1,825.85 AMU, +2 H (Parent Error: -0.69 ppnj
—A—+G +—k —+—L —+—C+48— —pP—+—A—+—M+32——N—F+—V—F+—N—F+—D—"F—s—+—v—+—T—F+—K
K—+—T1—+—v—+—s—+—D N—+—V—F+—N—+—M+32—+—A—+—P V——C+48—t+—L—F+—K—+c +A—]
75%7
50%1
b6
25%"
0o . Lya bos || v8 b ymﬁLl b9 ., v1o10p11 ), b1%° bISvi3  ys  bygs
0 250 500 750 1000 1250 1500 1750

m/z

~



Relative Intensity

Quinone oxidoreductase
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Relative Intensity

Rab-like protein 2A
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Relative Intensity

Ras-related C3 botulinum toxin substrate 2
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Relative Intensity

Ras-related protein Rab-4B
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Relative Intensity

Ras-related protein Rab-4B
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Relative Intensity

RING finger protein 11
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Relative Intensity

RING finger protein 141
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Relative Intensity

RING finger protein 141
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Relative Intensity

Sarcoplasmic/endoplasmic reticulum calcium ATPase 2
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Relative Intensity

Serine/threonine-protein kinase 16
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Relative Intensity

Serpin B9
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Relative Intensity

Serpin B9
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Relative Intensity

S-formylglutathione hydrolase
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Relative Intensity

Small muscular protein
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Relative Intensity
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Relative Intensity

Snurportin-1
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Relative Intensity

Superoxide dismutase [Cu-Zn]
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Relative Intensity

Suppressor of cytokine signaling 2
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Relative Intensity

Suppressor of cytokine signaling 2
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Relative Intensity

Telomeric repeat-binding factor 2-interacting protein 1
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Relative Intensity

Desmoglein-1
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Relative Intensity

Thiosulfate sulfurtransferase
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Relative Intensity

TNF receptor-associated factor 5
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Relative Intensity

Tricarboxylate transport protein, mitochondrial
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Relative Intensity

U6 snRNA-associated Sm-like protein LSm4
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Relative Intensity

Uncharacterized protein C200rf135
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Relative Intensity

Vesicle-fusing ATPase
GILLYGPPGC264GK
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Relative Intensity

Zinc finger protein 256
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Relative Intensity

Zinc finger protein 266
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Relative Intensity

Zinc finger protein 266
IHVGEKPYECKEC301GIAFTR

\iS)
100% 1,212.48 AMU, +2 H (Parent Error: -3.6 ppnp)
F—S— C+48 ; L —S— ; H ; F ; R
. F . H . D . S C+48 F—S—+—s I N
75%"7
50%1
25%- v 7
y4 y y8
o y2 b3 . \
0% yll |I i bI3 l'Iul il l " ull JI " . mp!?I I sl b..7k ..J.I. b ‘bn8 gl b‘9 .
0 200 400 600 800 1000 1200



Relative Intensity

Zinc finger protein 394
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Relative Intensity

Protein arginine N-methyltransferase 6
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Relative Intensity

Protein arginine N-methyltransferase 6
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Relative Intensity

ES1 protein homolog, mitochondrial
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