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Suppl. Tables
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Table 1
| Primer Pair | Sequence (6-3) .
GAATCTTTATAATTTCTTTCCAAAG
A2omNMm
CTTTGGAAAGAAATTATAAAGATTC
- | GATGTGGCCTITTGTGATGG
A20 A2 CCATCACAAAAGGCCACATC
- | GTGAAGATATTTCTTCAGCTCTG _
A20 A3 CAGAGCTGAAGAAATATCTTCAC
S | GAATATTTTACTGGGAAGACG
A20 A4 CGTCTTCCCAGTAAAATATTC
- | GACACACAAGTCGCGTGGGTTG _
A20 A5 CAACCCACGCGACTTGTGTGTC
T | .GCTGCCACTGCAACAGTGG
A20 A6 CCACTGTTGCAGTGGCAGC
Table 2
A20 exon 2 F GGAGTCGTATTAAAGTCAGGCTAA
A20 exon 2 R GGCAAAAGAAACACAACAGAAC
A20 exon 5 F ACCTAAGGGCCTCATTTTCC-3'
A20 exon 5 R AGCAAAAAGGAAAACCCTGA-3'
A20 5 UTR F CGAGCGAGCCCGACCCCAGG
A20 5 UTR R CCCTTGACTGCGGTGAGCCCG
A20 3’ UTR F1 GGCAATGCCAAGTGCAACGGC
A20 3’ UTR R1 GCTTCTCCAACCCACGCGAC
A20 3’ UTR F2 GCGCATCAGGACTGCTTCATCGTC
A20 3' UTR R2 GTACTTCTAGGGCAGCATTTC
A20 3’ UTR F3 CTGAGGAGTAAAAGTGTGTAC
A20 3’ UTR R3 CCCCCAGGACACAGTGTTAAC
A20 3’ UTR F4 GAAAGATGTGGCCTTTTGTG
A20 3’ UTR R4 CTTTTTCTTTCAGCATTCATC




Table 3

"Mouse A20 | F  TGTGGGGTGTTCAGGATACTG
Mouse A20 | R GTTCCGAGTGTCTGTCTCCTTA
"Mouse RIP1 [ F GATCGCAGTGTGCAGGCTAA
Mouse RIP1 | R GCTGCGGTTTTGTCTGTTTC
Mouse A20 F GTGACCCTGAAGGACAGTGG
Mouse A20 R GAAAAAGGCTGGGTGCTGTG
Mouse RIP1 | F ATCATCAGCCTCATGGAGCG
Mouse RIP1 | R ATTCCACGACTCGTTGTGCT

fSymbol denotes the primers used for gqRT-PCR

Table 4

miR-29 vector 1

5-
ggatccCTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTG
AAATCAGTGTTTTAGGAGcttaag-3

miR-29 vector 2

5.
ggatccCTTCTGGAAGCTGGcccCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTGA
AATCAGTGTTTTAGGAGcttaag-3

miR-29 vector 3

5-
ggatccCTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCACCccGA
AATCAGTGTTTTAGGAGcttaag-3'

miR-29 vector 4

5-
ggatccCTTCTGGAAGCTGGcccCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCACCCGA
AATCAGTGTTTTAGGAGcttaag-3'

Underlined letters denote mutated HuR sites.




