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A)                A20 3’ UTR                                                                                                                                          

Locus:            3HSAR032466                                Gene Name:   TNFAIP3                                                                                                                                                                                                                                                                                                                            
Organism:       Homo sapiens                                Length :          1993bp                                                                                                                                                                                                                                                                                                     
Source Accessions:    NM_006290                        Genomic location  chr6:138244150-138246144:+ 

       

         ccggaaacag gtgggtcacc tcctgcaaga agtggggcct cgagctgtca 
gtcatcatggtgctatcctc tgaacccctc agctgccact gcaacagtgg gcttaagggt 
gtctgagcaggagaggaaag ataagctctt cgtggtgccc acgatgctca ggtttggtaa 
cccgggagtgttcccaggtg gccttagaaa gcaaagcttg taactggcaa gggatgatgt 
cagattcagcccaaggttcc tcctctccta ccaagcagga ggccaggaac ttctttggac 
ttggaaggtgtgcggggact ggccgaggcc cctgcaccct gcgcatcagg actgcttcat 
cgtcttggctgagaaaggga aaagacacac aagtcgcgtg ggttggagaa gccagagcca 
ttccacctcccctcccccag catctctcag agatgtgaag ccagatcctc atggcagcga 
ggccctctgcaagaagctca aggaagctca gggaaaatgg acgtattcag agagtgtttg 
tagttcatggtttttcccta cctgcccggt tcctttcctg aggacccggc agaaatgcag 
aaccatccatggactgtgat tctgaggctg ctgagactga acatgttcac attgacagaa 
aaacaagctgctctttataa tatgcacctt ttaaaaaatt agaatatttt actgggaaga 
cgtgtaactctttgggttat tactgtcttt acttctaaag aagttagctt gaactgagga 
gtaaaagtgtgtacatatat aatataccct tacattatgt atgagggatt tttttaaatt 
atattgaaatgctgccctag aagtacaata ggaaggctaa ataataataa cctgttttct 
ggttgttgttggggcatgag cttgtgtata cactgcttgc ataaactcaa ccagctgcct 
ttttaaagggagctctagtc ctttttgtgt aattcacttt atttatttta ttacaaactt 
caagattatttaagtgaaga tatttcttca gctctgggga aaatgccaca gtgttctcct 
gagagaacatccttgctttg agtcaggctg tgggcaagtt cctgaccaca gggagtaaat 
tggcctctttgatacacttt tgcttgcctc cccaggaaag aaggaattgc atccaaggta 
tacatacatattcatcgatg tttcgtgctt ctccttatga aactccagct atgtaataaa 
aaactatactctgtgttctg ttaatgcctc tgagtgtcct acctccttgg agatgagata 
gggaaggagcagggatgaga ctggcaatgg tcacagggaa agatgtggcc ttttgtgatg 
gttttattttctgttaacac tgtgtcctgg gggggctggg aagtcccctg catcccatgg 
taccctggtattgggacagc aaaagccagt aaccatgagt atgaggaaat ctctttctgt 
tgctggcttacagtttctct gtgtgctttg tggttgctgt catatttgct ctagaagaaa 
aaaaaaaaaggaggggaaat gcattttccc cagagataaa ggctgccatt ttgggggtct 
gtacttatggcctgaaaata tttgtgatcc ataactctac acagccttta ctcatactat 
taggcacactttccccttag agccccctaa gtttttccca gacgaatctt tataatttct 
ttccaaagataccaaataaa cttcagtgtt ttcatctaat tctcttaaag ttgatatctt 
aatattttgtgttgatcatt atttccattc ttaatgtgaa aaaaagtaat tatttatact 
tattataaaaagtatttgaa atttgcacat ttaattgtcc ctaatagaaa gccacctatt 
ctttgttggatttcttcaag tttttctaaa taaatgtaac ttttcacaag agtcaacatt 
aaaaaataaattatttaaga aca 
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Table 1 

Primer Pair Sequence (5’-3’) 
 
A20 Δ1 
 

GAATCTTTATAATTTCTTTCCAAAG 

CTTTGGAAAGAAATTATAAAGATTC 

 
A20 Δ2 
 

GATGTGGCCTTTTGTGATGG 
CCATCACAAAAGGCCACATC 

 
A20 Δ3 
 

GTGAAGATATTTCTTCAGCTCTG 
CAGAGCTGAAGAAATATCTTCAC 

 
A20 Δ4 
 

GAATATTTTACTGGGAAGACG 
CGTCTTCCCAGTAAAATATTC 

 
A20 Δ5 
 

GACACACAAGTCGCGTGGGTTG 
CAACCCACGCGACTTGTGTGTC 

 
A20 Δ6 
 

GCTGCCACTGCAACAGTGG 
CCACTGTTGCAGTGGCAGC 

 

Table 2 

	
  

	
   	
  

A20 exon 2     
A20 exon 2 

F   GGAGTCGTATTAAAGTCAGGCTAA 
R   GGCAAAAGAAACACAACAGAAC 

A20 exon 5     
A20 exon 5 

F   ACCTAAGGGCCTCATTTTCC-3′ 
R   AGCAAAAAGGAAAACCCTGA-3′ 

A20 5’ UTR 
A20 5’ UTR 

F   CGAGCGAGCCCGACCCCAGG    
R   CCCTTGACTGCGGTGAGCCCG 
 

A20 3’ UTR 
A20 3’ UTR 

F1  GGCAATGCCAAGTGCAACGGC 
R1 GCTTCTCCAACCCACGCGAC 

A20 3’ UTR 
A20 3’ UTR 
 

F2  GCGCATCAGGACTGCTTCATCGTC 
R2  GTACTTCTAGGGCAGCATTTC 

A20 3’ UTR 
A20 3’ UTR 
 

F3  CTGAGGAGTAAAAGTGTGTAC 
R3  CCCCCAGGACACAGTGTTAAC 

A20 3’ UTR 
A20 3’ UTR 
 

F4  GAAAGATGTGGCCTTTTGTG 
R4  CTTTTTCTTTCAGCATTCATC 



	
  

	
  

Table 3 

	
  	
  	
  	
  	
  	
  	
  

	
  

	
  

	
  

	
  

	
  

	
  

	
  

†Symbol	
  denotes the primers used for qRT-PCR  	
  	
  	
  	
  	
  

	
  

Table 4 

 

Underlined letters denote mutated HuR sites.  

	
  

	
  

	
  

	
  

	
  

†Mouse A20      
 Mouse A20  

F     TGTGGGGTGTTCAGGATACTG 
R    GTTCCGAGTGTCTGTCTCCTTA 

†Mouse RIP1    
 Mouse RIP1     
 

F   	
  	
  GATCGCAGTGTGCAGGCTAA 
R   	
  	
  GCTGCGGTTTTGTCTGTTTC 

Mouse A20 
Mouse A20   

F    	
  GTGACCCTGAAGGACAGTGG 
R    	
  GAAAAAGGCTGGGTGCTGTG 

Mouse RIP1 
Mouse RIP1 
 

F    	
  ATCATCAGCCTCATGGAGCG    
R    	
  ATTCCACGACTCGTTGTGCT 

miR-29 vector 1  5-
ggatccCTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTG
AAATCAGTGTTTTAGGAGcttaag-3 

miR-29 vector 2 5-
ggatccCTTCTGGAAGCTGGcccCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTGA
AATCAGTGTTTTAGGAGcttaag-3 

miR-29 vector 3 5-
ggatccCTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCAcccGA
AATCAGTGTTTTAGGAGcttaag-3' 

miR-29 vector 4 5-
ggatccCTTCTGGAAGCTGGcccCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCAcccGA
AATCAGTGTTTTAGGAGcttaag-3' 
 


