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Supplemental Figure 1. Non-supervised hierarchical clustering analysis of melanoma

samples. Melanoma biopsies, melanoma cell lines, and primary melanocyte cell lines
were analyzed by Affymetrix gene expression profiling and non-supervised hierarchical
clustering analysis was performed using dCHIP software. Samples are clustered
horizontally and genes are clustered vertically. Red represents higher expression and

blue represents lower expression.
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