A 67
s "
o]
X 24
Q
o
c
g 0-
o
o
S 24
'4 L] L]
B 20-
- 154
S
O
X 10+
Q
o
&
£ 5+
o
o
S o0
'5 ] )
& N>
O >
& e*

SUPPLEMENTARY FIG. S7. Validation of selected chan-
ged genes from spleen cell RT-PCR array (A) and microarray
data of SLAM + cells from BM (B) of WT and AhR-KO mice.
Data shown are representative of two experiments (mean,
n=2 mice).





