Supplementary Table S3. S-Guanylated Proteins in Solubilized Mitochondria Treated In Vitro with 8-Nitro-cGMP as Identified by
2D-PAGE and LC-MS/MS

Spot Acc no.® Protein name Sequencg No. of matched Mascot Mw® pI®
no. coverage (%) peptides score
1 Q66HDO Endoplasmin 33 26 1106 92713 4.72
3 Q3KR86 Mitochondrial inner membrane protein 5 4 41 67135 5.57
(fragment)
5 P06761 78 kDa glucose-regulated protein 56 29 1445 72302 5.07
6 P06761 78 kDa glucose-regulated protein 10 2 53 72302 5.07
7 P48721 Stress-70 protein, mitochondrial 40 23 1030 73812 5.97
7 P48679 Prelamin-A/C 19 14 302 74279 6.54
7 P63018 Heat shock cognate 71 kDa protein 10 7 54 70827 5.37
8 P70615 Lamin-B1 55 30 1897 66566 5.16
8 P55063 Heat shock 70 kDa protein 1-like 3 2 45 70505 5.91
9 P68370 Tubulin alpha-1A chain 5 2 42 50104 4.94
10 P61980 Heterogeneous nuclear 27 12 387 50944 5.39
ribonucleoprotein K
10 P63039 60 kDa heat shock protein, 16 6 34 60917 591
mitochondrial
11 P31000 Vimentin 22 10 &9 53700 5.06
11 P18418 Calreticulin 24 10 87 47966 4.33
13 QI9R064 Golgi reassembly-stacking protein 2 12 5 79 47191 4.84
13 P31000 Vimentin 17 8 76 53700 5.06
14 P04785 Protein disulfide-isomerase 53 26 747 56916 4.82
14 P69897 Tubulin beta-5 chain 40 14 224 49639 4.78
15 P69897 Tubulin beta-5 chain 55 18 1404 49639 4.78

15 Q6PI9T8 Tubulin beta-4B chain 49 17 1139 49769 4.79
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*Swiss-Prot accession number.
"Calculated molecular weight.
“Calculated pl.

Proteins colored in red in this Table are commonly identified in immunoaffinity capture/LC-MS/MS (Supplementary Table S1).





