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Figure S19   Relative frequency of overlapping genes in 1453 prokaryotic genomes plotted against genomic GC content. Short 

phase 2 overlaps are plotted in black, long phase 1 overlaps in blue and long phase-2 overlaps are plotted in red. The frequency 

of short phase 2 overlaps is positively correlated with genomic GC content  ((A), r2 = 0.69, p < 0.001; (B), r2 = 0.38, p < 0.001). In 

contrast, the correlation between the frequency of long phase 1 and phase 2 overlaps and GC content is significantly negative 

(long phase 1: (A), r2 = 0.72, p < 0.001 and (B), r2 = 0.31, p < 0.001; long phase 2: (A) r2 = 0.06, p < 0.001). Overlap percentages 

refer to the proportion of each overlap type (short phase 2, long phase 1 or long phase 2) (A) among all real overlapping genes 

or (B) among all real and potential overlapping genes pairs. Only genomes with 100 or more overlapping genes were considered 

in this analysis. 
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