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Supplementary Fig. 1. Southern (a),
Northern (b), and Western (c) blot
analyses of the PRX1-related strains
constructed in this study. The PRX1-null
mutant CPD2 (or prx74) was obtained
during two consecutive disruptions, first by
the URA-Blaster and second by the
URA3-ap/200 cassette. Genomic DNAs
were digested with Bsgl and Nael and the
0.8 kb fragment of TOPO-PRX1r; was
used as a probe for Southern analysis. The
1.0, 1.4, 2.0, 2.5, and 2.9 kb fragments of
(a) correspond to prx1A4::apl200, PRX]T,
orx 14 URAB—-apl200,  prx14::hisG, and
orx14::hisG-URA3-hisG, respectively. For
Northern analysis, total RNAs were probed
with a 0.8 kb Nad/Dralll digested fragment
of TOPO-PRX1gs. Lane 1, CAI4 (parental
strain); lane 2, CPDI1; lane 3, CPD1-U;
lane 4, CPD2; lane 5, CPD2-U (or prx14);
lane 6, PRX7-R (or CPD2-R).



