
316235 ENO1 enolase 1, alpha Hs.254105 
225063 ENO1 enolase 1, alpha Hs.254105 
101789  ESTs Hs.355702 
105906 H1F2 H1 histone family, member 2 Hs.7644 
106694  Homo sapiens cDNA FLJ37789 fis, clone BRHIP3000081 Hs.131798 
319438 GEMIN7 gemin 7 Hs.102991 
109318 NFIC nuclear factor I/C CCAAT-binding transcription factor Hs.184771 
107561 NFIX nuclear factor I/X CCAAT-binding transcription factor Hs.35841 
98708 SF3B3 **splicing factor 3b, subunit 3, 130kDa Hs.195614 

308520 HN1L HN1 like Hs.172035 
316338  EST, Weakly similar to A35804 nucleolin - human [H.sapiens] Hs.156285 
117980  ESTs Hs.167510 
115415 PPP3CA protein phosphatase 3 formerly 2B, catalytic subunit, alpha isoform calcineurin A alpha Hs.272458 
109879 FLJ20485 hypothetical protein FLJ20485 Hs.98806 
106273  Homo sapiens cDNA FLJ39067 fis, clone NT2RP7014910 Hs.32204 
113856 FLJ13409 hypothetical protein FLJ13409 Hs.30732 
106391  ESTs Hs.323099 
221244  Homo sapiens mRNA; cDNA DKFZp451N016 from clone DKFZp451N016 Hs.20274 
112378 FLJ10330 hypothetical protein FLJ10330 Hs.342307 
220846 HK2 hexokinase 2 Hs.198427 
106875  Homo sapiens cDNA: FLJ23111 fis, clone LNG07835 Hs.268231 
99488 TPD52 tumor protein D52 Hs.2384 
115520 SLC4A4 solute carrier family 4, sodium bicarbonate cotransporter, member 4 Hs.5462 
308135 SFPQ splicing factor proline/glutamine rich polypyrimidine tract binding protein associated Hs.180610 
117929 CPSF6 cleavage and polyadenylation specific factor 6, 68kDa Hs.64542 
114737    
99640 DKFZp434N0650 hypothetical protein DKFZp434N0650 Hs.179661 
113864 MGC20372 hypothetical protein MGC20372 Hs.243886 
310191 KIAA1494 KIAA1494 protein Hs.301804 
100494 NFS1 NFS1 nitrogen fixation 1 S. cerevisiae Hs.194692 
115218 NALP2 NALP2 protein Hs.6844 
109704  ESTs Hs.198775 
225485  Homo sapiens cDNA FLJ11643 fis, clone HEMBA1004366 Hs.111496 
224006 CGI-94 CGI-94 protein Hs.111449 
117235  ESTs, Moderately similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.194215 
111632 MGC16824 esophageal cancer associated protein Hs.5320 
313936 BAZ1A bromodomain adjacent to zinc finger domain, 1A Hs.8858 
100523 RBMX **RNA binding motif protein, X chromosome Hs.146381 
110707 ARHGAP11A KIAA0013 gene product Hs.172652 
108023 FLJ14502 TRAF4 associated factor 1 Hs.181466 
102750 CRFG G protein-binding protein CRFG Hs.215766 
309852 MCM6 MCM6 minichromosome maintenance deficient 6 MIS5 homolog, S. pombe S. cerevisiae Hs.155462 
115507 MGC33338 hypothetical protein MGC33338 Hs.23830 
103372    
114187 ADAMTS1 a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 Hs.8230 
105224  Homo sapiens cDNA FLJ32348 fis, clone PROST2007200 Hs.100855 
109771 RQCD1 RCD1 required for cell differentiation1 homolog S. pombe Hs.293687 
101037 MGC5466 hypothetical protein MGC5466 Hs.83724 
310678 METAP2 methionyl aminopeptidase 2 Hs.78935 
119119 MGC2840 hypothetical protein MGC2840 similar to a putative glucosyltransferase Hs.155356 
310843 STK16 serine/threonine kinase 16 Hs.153003 
110528  **ESTs Hs.303470 
117862 P23 unactive progesterone receptor, 23 kD Hs.278270 
107818 HNRPF heterogeneous nuclear ribonucleoprotein F Hs.808 
99733 DEGS degenerative spermatocyte homolog, lipid desaturase Drosophila Hs.185973 
220954 KIAA0916 KIAA0916 protein Hs.151411 
102866 KIAA0916 KIAA0916 protein Hs.151411 
310501 KIAA0916 KIAA0916 protein Hs.151411 
308480 PC326 PC326 protein Hs.279882 
224412 AK3 **adenylate kinase 3 Hs.274691 
307282 MBNL muscleblind-like Drosophila Hs.28578 
109648 NFIB nuclear factor I/B Hs.33287 
225684 NFIB nuclear factor I/B Hs.33287 
113361  Homo sapiens mRNA; cDNA DKFZp564H1916 from clone DKFZp564H1916 Hs.326416 
309194 POLD3 polymerase DNA directed, delta 3 Hs.82502 
225458  Homo sapiens, hypothetical protein FLJ21087, clone MGC:21067 IMAGE:4745524, mRNA, complete cds Hs.375009 
108308  Homo sapiens cDNA FLJ31186 fis, clone KIDNE2000335 Hs.145608 
307008    
117455 LOC84549 RNA binding protein Hs.77135 
101196 FLJ20758 hypothetical protein FLJ20758 Hs.274248 
223443 FLJ10407 hypothetical protein FLJ10407 Hs.30738 
103375  **Homo sapiens cDNA FLJ14025 fis, clone HEMBA1003667 Hs.296748 
111673 MCM6 MCM6 minichromosome maintenance deficient 6 MIS5 homolog, S. pombe S. cerevisiae Hs.155462 
228997 ANKT nucleolar protein ANKT Hs.279905 
114041 ANKT nucleolar protein ANKT Hs.279905 
102163 TMPO thymopoietin Hs.11355 
113048 PRC1 protein regulator of cytokinesis 1 Hs.344037 
118584  ESTs Hs.26425 
108902 MKI67 antigen identified by monoclonal antibody Ki-67 Hs.80976 
111492 FLJ10607 hypothetical protein FLJ10607 similar to glucosamine-phosphate N-acetyltransferase Hs.27931 
119696 FLJ10188 hypothetical protein FLJ10188 Hs.159066 
307638 ANLN anillin, actin binding protein scraps homolog, Drosophila Hs.62180 
120369 KIAA0419 KIAA0419 gene product Hs.279912 
223964  ESTs, Highly similar to S28262 kinesin-related protein MKLP-1 - human [H.sapiens] Hs.186814 
108888 FLJ11186 hypothetical protein FLJ11186 Hs.89278 
108090 MGC5254 **hypothetical protein MGC5254 Hs.222088 
102739 PRO2000 PRO2000 protein Hs.46677 
113409 HSPC196 hypothetical protein HSPC196 Hs.22546 
107522 NSMAF neutral sphingomyelinase N-SMase activation associated factor Hs.78687 
108523 KCNN2 potassium intermediate/small conductance calcium-activated channel, subfamily N, member 2 Hs.98280 
114602 BMPR1B bone morphogenetic protein receptor, type IB Hs.87223 
112907 IQGAP2 IQ motif containing GTPase activating protein 2 Hs.78993 
98721  ESTs, Moderately similar to L-kynurenine/alpha-aminoadipate aminotransferase; kynurenine aminotransferase II [Homo sapiens] [H.sapiens] Hs.269084 
222007 PRO2325 hypothetical protein PRO2325 Hs.31535 
106532 PRIM2A primase, polypeptide 2A, 58kDa Hs.74519 
107462  ESTs, Weakly similar to S47532 chaperonin groES - human [H.sapiens] Hs.203620 
107392 HSPE1 **heat shock 10kDa protein 1 chaperonin 10 Hs.1197 
307658 HSU79274 protein predicted by clone 23733 Hs.150555 
310506 PWP1 nuclear phosphoprotein similar to S. cerevisiae PWP1 Hs.172589 
220655 PPIL1 peptidylprolyl isomerase cyclophilin-like 1 Hs.27693 
226196 KIAA1336 KIAA1336 protein Hs.145365 
107410 RFC4 replication factor C activator 1 4, 37kDa Hs.35120 
106989 EIF4A2 **eukaryotic translation initiation factor 4A, isoform 2 Hs.173912 
98922 HSPC150 HSPC150 protein similar to ubiquitin-conjugating enzyme Hs.5199 
113698 HSPC150 HSPC150 protein similar to ubiquitin-conjugating enzyme Hs.5199 
222324 LOC115106 hypothetical protein BC014003 Hs.184164 
114830 CDC7L1 CDC7 cell division cycle 7-like 1 S. cerevisiae Hs.28853 
116987 EXTL2 exostoses multiple-like 2 Hs.61152 
112503 EXTL2 exostoses multiple-like 2 Hs.61152 
222177 SLC25A15 solute carrier family 25 mitochondrial carrier; ornithine transporter member 15 Hs.78457 
116372 KIAA0410 KIAA0410 gene product Hs.90421 
316596  ESTs Hs.129051 
103767 KIAA1136 KIAA1136 protein Hs.21896 
307995 FLJ20624 hypothetical protein FLJ20624 Hs.52256 
102374 FLJ20624 hypothetical protein FLJ20624 Hs.52256 
115990 FLJ20624 **hypothetical protein FLJ20624 Hs.52256 
109340 FKBP5 **FK506 binding protein 5 Hs.7557 
103825 FKBP5 FK506 binding protein 5 Hs.7557 
106702 EFA6R ADP-ribosylation factor guanine nucleotide factor 6 Hs.6763 
226715 SYN47 Homer, neuronal immediate early gene, 1B Hs.337737 
106575  ESTs, Highly similar to G02089 p311 protein - human [H.sapiens] Hs.381036 
223927    
221636 MALT1 mucosa associated lymphoid tissue lymphoma translocation gene 1 Hs.180566 
225595  Homo sapiens cDNA FLJ13598 fis, clone PLACE1009921 Hs.60257 
221598 MGC15937 similar to RIKEN cDNA 0610008P16 gene Hs.38085 
114578 C1orf21 chromosome 1 open reading frame 21 Hs.12532 
110400  Homo sapiens clone 24790 mRNA sequence Hs.13431 
308284 C1orf21 chromosome 1 open reading frame 21 Hs.12532 
224141 C1orf21 chromosome 1 open reading frame 21 Hs.12532 
101696  ESTs Hs.126660 
102513 CKS2 CDC28 protein kinase 2 Hs.83758 
114475 CKS2 CDC28 protein kinase 2 Hs.83758 
105078 MCM4 MCM4 minichromosome maintenance deficient 4 S. cerevisiae Hs.154443 
223563 FLJ20364 hypothetical protein FLJ20364 Hs.32471 
223334 CCNB2 cyclin B2 Hs.194698 
186978 FLJ40629 hypothetical protein FLJ40629 Hs.99807 
114729 BUB1 BUB1 budding uninhibited by benzimidazoles 1 homolog yeast Hs.98658 
222158  ESTs Hs.117262 
119100 CCNA2 cyclin A2 Hs.85137 
99538 FLJ20333 hypothetical protein FLJ20333 Hs.79828 
222676 FLJ25211 hypothetical protein FLJ25211 Hs.44269 
98982 STK6 serine/threonine kinase 6 Hs.250822 
225892 FLJ20333 hypothetical protein FLJ20333 Hs.79828 
99242 HEC highly expressed in cancer, rich in leucine heptad repeats Hs.58169 
108697 C20orf129 chromosome 20 open reading frame 129 Hs.70704 
309066  Homo sapiens cDNA FLJ32918 fis, clone TESTI2006588 Hs.372673 
119588 HNRPDL heterogeneous nuclear ribonucleoprotein D-like Hs.170311 
117413 GMNN geminin, DNA replication inhibitor Hs.234896 
102640 BRIX BRIX Hs.38114 
316641 KPNA2 karyopherin alpha 2 RAG cohort 1, importin alpha 1 Hs.159557 
105833 KPNA2 karyopherin alpha 2 RAG cohort 1, importin alpha 1 Hs.159557 
317822 MRPS17 mitochondrial ribosomal protein S17 Hs.44298 
118635 C20orf1 chromosome 20 open reading frame 1 Hs.9329 
116712 FLJ10540 hypothetical protein FLJ10540 Hs.14559 
100279 TOP2A topoisomerase DNA II alpha 170kDa Hs.156346 
99894 HSPC216 hypothetical protein HSPC216 Hs.13525 
112387 TOP2A topoisomerase DNA II alpha 170kDa Hs.156346 
309085 SMC4L1 SMC4 structural maintenance of chromosomes 4-like 1 yeast Hs.50758 
225618 SIL TAL1 SCL interrupting locus Hs.323032 
224315 LOC51004 CGI-10 protein Hs.12239 
221827 FLJ25804 hypothetical protein FLJ25804 Hs.373547 
108920 KNSL5 kinesin-like 5 mitotic kinesin-like protein 1 Hs.270845 
108815 CKAP2 cytoskeleton associated protein 2 Hs.24641 
310966 NSAP1 NS1-associated protein 1 Hs.46801 
114649 DKC1 dyskeratosis congenita 1, dyskerin Hs.4747 
306907 KIAA0963 KIAA0963 protein Hs.7724 
220444 FUBP1 **far upstream element FUSE binding protein 1 Hs.118962 
105421  **ESTs, Weakly similar to T16418 hypothetical protein F52C9.7 - Caenorhabditis elegans [C.elegans] Hs.94542 
111558 HMMR hyaluronan-mediated motility receptor RHAMM Hs.72550 
102980 HMMR **hyaluronan-mediated motility receptor RHAMM Hs.72550 
106841  ESTs Hs.377508 
103830 FEZ1 fasciculation and elongation protein zeta 1 zygin I Hs.79226 
120314 CENPE centromere protein E, 312kDa Hs.75573 
111873 KIAA0008 Drosophila discs large-1 tumor supressor-like Hs.77695 
225262  ESTs, Weakly similar to A43932 mucin 2 precursor, intestinal - human fragments [H.sapiens] Hs.339665 
119890  ESTs, Weakly similar to A43932 mucin 2 precursor, intestinal - human fragments [H.sapiens] Hs.339665 
116626 TSN translin Hs.75066 
99680  Homo sapiens, Similar to RIKEN cDNA 2010317E24 gene, clone IMAGE:3502019, mRNA, partial cds Hs.19322 
101871 SNRPD1 small nuclear ribonucleoprotein D1 polypeptide 16kDa Hs.86948 
103085  ESTs Hs.163421 
105149 KATII L-kynurenine/alpha-aminoadipate aminotransferase Hs.301528 
104144 FLJ20425 hypothetical protein FLJ20425 Hs.71040 
309160 STK39 serine threonine kinase 39 STE20/SPS1 homolog, yeast Hs.199263 
221982  ESTs Hs.117067 
115545 STK39 serine threonine kinase 39 STE20/SPS1 homolog, yeast Hs.199263 
106197 TM4SF1 transmembrane 4 superfamily member 1 Hs.351316 
223944 CBX3 chromobox homolog 3 HP1 gamma homolog, Drosophila Hs.278554 
225534 ANKT nucleolar protein ANKT Hs.279905 
119139 FLJ11252 hypothetical protein FLJ11252 Hs.23495 
105407 CDKN3 cyclin-dependent kinase inhibitor 3 CDK2-associated dual specificity phosphatase Hs.84113 
311002 PTTG1 pituitary tumor-transforming 1 Hs.252587 
103234 PTTG1 pituitary tumor-transforming 1 Hs.252587 
307208 PDK1 pyruvate dehydrogenase kinase, isoenzyme 1 Hs.339787 
220830  Homo sapiens cDNA FLJ31548 fis, clone NT2RI2001017 Hs.61712 
225906  Homo sapiens cDNA FLJ31548 fis, clone NT2RI2001017 Hs.61712 
105036 POMT1 protein-O-mannosyltransferase 1 Hs.99654 
102036 KIAA0095 KIAA0095 gene product Hs.155314 
308535 GSR glutathione reductase Hs.193974 
104526 TNFRSF14 **tumor necrosis factor receptor superfamily, member 14 herpesvirus entry mediator Hs.279899 
314798 HSPC196 hypothetical protein HSPC196 Hs.22546 
226442 DKFZP566J2046 hypothetical protein DKFZp566J2046 Hs.322482 
221432 NCUBE1 non-canonical ubquitin conjugating enzyme 1 Hs.184325 
113441  **Homo sapiens clone IMAGE 172979 Hs.356005 
308020 INPP4B inositol polyphosphate-4-phosphatase, type II, 105kDa Hs.153687 
105804 SIP Siah-interacting protein Hs.27258 
319520 CHORDC1 cysteine and histidine-rich domain CHORD-containing, zinc binding protein 1 Hs.22857 
220825 CHORDC1 cysteine and histidine-rich domain CHORD-containing, zinc binding protein 1 Hs.22857 
223161 CHORDC1 cysteine and histidine-rich domain CHORD-containing, zinc binding protein 1 Hs.22857 
224823 HELLS helicase, lymphoid-specific Hs.203963 
114456 RAD18 postreplication repair protein hRAD18p Hs.21320 
114921 TCOF1 Treacher Collins-Franceschetti syndrome 1 Hs.301266 
112838 TCOF1 Treacher Collins-Franceschetti syndrome 1 Hs.301266 
99532 C7orf14 chromosome 7 open reading frame 14 Hs.84790 
226032  Homo sapiens cDNA FLJ34861 fis, clone NT2NE2012847 Hs.378753 
102521 DEK DEK oncogene DNA binding Hs.110713 
221242 CBX3 chromobox homolog 3 HP1 gamma homolog, Drosophila Hs.278554 
113583 STAG1 stromal antigen 1 Hs.286148 
100961 PC326 PC326 protein Hs.279882 
108500 UBA2 SUMO-1 activating enzyme subunit 2 Hs.4311 
106684 PA2G4 proliferation-associated 2G4, 38kDa Hs.374491 
245767 ARHGDIA Rho GDP dissociation inhibitor GDI alpha Hs.159161 
115919 EIF4A1 eukaryotic translation initiation factor 4A, isoform 1 Hs.129673 
306962 NFIC nuclear factor I/C CCAAT-binding transcription factor Hs.184771 
119189 SUV39H2 suppressor of variegation 3-9 Drosophila homolog 2; hypothetical protein FLJ23414 Hs.85567 
109410 LOC51096 CGI-48 protein Hs.6153 
99784 MGC2477 hypothetical protein MGC2477 Hs.9061 
226718 E2IG2 E2IG2 protein Hs.18552 
103696 ARL5 **ADP-ribosylation factor-like 5 Hs.342849 
99321  ESTs Hs.22247 
222852 ZNF398 zinc finger protein 398 Hs.169452 
108840  Homo sapiens mRNA; cDNA DKFZp564F2072 from clone DKFZp564F2072 Hs.301210 
100503  Homo sapiens mRNA; cDNA DKFZp564F2072 from clone DKFZp564F2072 Hs.301210 
222962  Homo sapiens mRNA; cDNA DKFZp564F2072 from clone DKFZp564F2072 Hs.301210 
225394  Homo sapiens, clone IMAGE:4431242, mRNA Hs.296273 
105208 FLJ20485 hypothetical protein FLJ20485 Hs.98806 
120882 ADAMTS1 a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 Hs.8230 
107787 ADAMTS1 a disintegrin-like and metalloprotease reprolysin type with thrombospondin type 1 motif, 1 Hs.8230 
221655  ESTs Hs.21164 
113126  Homo sapiens cDNA FLJ34079 fis, clone FCBBF3003800 Hs.351478 
99176  Homo sapiens clone 24421 mRNA sequence Hs.10684 
178234 PPP2R5E protein phosphatase 2, regulatory subunit B B56, epsilon isoform Hs.173328 
225903 SLC25A15 solute carrier family 25 mitochondrial carrier; ornithine transporter member 15 Hs.78457 
118656 MBL2 mannose-binding lectin protein C 2, soluble opsonic defect Hs.2314 
119936 KIAA0801 RNA helicase Hs.17585 
103668 COTL1 coactosin-like 1 Dictyostelium Hs.289092 
99422  Homo sapiens clone 23963 mRNA sequence Hs.48483 
99899 FLJ20624 hypothetical protein FLJ20624 Hs.52256 
223424  ESTs Hs.129051 
311221  ESTs Hs.115315 
118854 SFRS3 splicing factor, arginine/serine-rich 3 Hs.167460 
307969 STIM2 stromal interaction molecule 2 Hs.278894 
103640 SFRS3 splicing factor, arginine/serine-rich 3 Hs.167460 
314806 LTBP3 **latent transforming growth factor beta binding protein 3 Hs.289019 
111286 PPIF peptidylprolyl isomerase F cyclophilin F Hs.173125 
104014 KIAA0590 KIAA0590 gene product Hs.111862 
118969 DKFZp434N0650 hypothetical protein DKFZp434N0650 Hs.179661 
114079 TIMP1 tissue inhibitor of metalloproteinase 1 erythroid potentiating activity, collagenase inhibitor Hs.5831 
221141 GSR glutathione reductase Hs.193974 
104716 MGC2840 hypothetical protein MGC2840 similar to a putative glucosyltransferase Hs.155356 
101995 RPS6KA3 ribosomal protein S6 kinase, 90kDa, polypeptide 3 Hs.173965 
308406  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.269101 
226083 SPS **selenium donor protein Hs.124027 
104959 FLJ33167 **hypothetical protein FLJ33167 Hs.351470 
107958 FLJ11477 hypothetical protein FLJ11477 Hs.124673 
98687 DCK deoxycytidine kinase Hs.709 
116717 CDC25A cell division cycle 25A Hs.1634 
161703 CDC2 cell division cycle 2, G1 to S and G2 to M Hs.334562 
107303 CDC2 cell division cycle 2, G1 to S and G2 to M Hs.334562 
101725 RFC3 replication factor C activator 1 3, 38kDa Hs.115474 
117276  **ESTs, Moderately similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.210185 
119004 NOL5A nucleolar protein 5A 56kDa with KKE/D repeat Hs.296585 
118385 MCM6 MCM6 minichromosome maintenance deficient 6 MIS5 homolog, S. pombe S. cerevisiae Hs.155462 
116200 POLE3 polymerase DNA directed, epsilon 3 p17 subunit Hs.108112 
120213 ZWINT ZW10 interactor Hs.42650 
102603 MAD2L1 MAD2 mitotic arrest deficient-like 1 yeast Hs.79078 
114039 TRIP13 thyroid hormone receptor interactor 13 Hs.6566 
221661  ESTs Hs.118314 
115172 SMC2L1 SMC2 structural maintenance of chromosomes 2-like 1 yeast Hs.119023 
106159  ESTs, Weakly similar to A42442 integrin beta-1 chain, splice form beta-1-S - human fragment [H.sapiens] Hs.24529 
113164 TMPO thymopoietin Hs.11355 
110770 TUBA3 tubulin, alpha 3 Hs.272897 
117016 TUBA1 tubulin, alpha 1 testis specific Hs.75318 
103299 TUBA1 **tubulin, alpha 1 testis specific Hs.75318 
103951  Homo sapiens cDNA FLJ14761 fis, clone NT2RP3003302 Hs.250848 
99701 FMO1 flavin containing monooxygenase 1 Hs.1424 
108534  EST Hs.94486 
319567  ESTs Hs.96885 
312995 FLJ12505 hypothetical protein FLJ12505 Hs.125741 
110201  Homo sapiens, clone IMAGE:5287010, mRNA Hs.288869 
120644  Homo sapiens mRNA; cDNA DKFZp564D1164 from clone DKFZp564D1164 Hs.295789 
108100  ESTs, Weakly similar to hypothetical protein FLJ20294 [Homo sapiens] [H.sapiens] Hs.17646 
119082  Homo sapiens mRNA; cDNA DKFZp761I1912 from clone DKFZp761I1912 Hs.22543 
114022  Homo sapiens mRNA; cDNA DKFZp761I1912 from clone DKFZp761I1912 Hs.22543 
310016 LANP-L lecuine-rich acidic protein-like protein Hs.71331 
221082  ESTs Hs.29879 
226996 DKFZp761A078 hypothetical protein DKFZp761A078 Hs.145497 
317398  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.229833 
118064  ESTs Hs.28360 
223758 NCOA1 **nuclear receptor coactivator 1 Hs.74002 
107565  Homo sapiens cDNA FLJ31373 fis, clone NB9N42000342 Hs.281434 
118929 PEMT phosphatidylethanolamine N-methyltransferase Hs.15192 
111830    
110909 SFRS1 **splicing factor, arginine/serine-rich 1 splicing factor 2, alternate splicing factor Hs.73737 
117241  Homo sapiens mRNA; cDNA DKFZp686A1444 from clone DKFZp686A1444 Hs.58966 
113638 MARCKS myristoylated alanine-rich protein kinase C substrate Hs.75607 
112246  ESTs, Weakly similar to A42442 integrin beta-1 chain, splice form beta-1-S - human fragment [H.sapiens] Hs.24529 
107548 TOPBP1 topoisomerase DNA II binding protein Hs.91417 
106105 BRCA2 breast cancer 2, early onset Hs.34012 
111655 CRK7 CDC2-related protein kinase 7 Hs.278346 
100986 SNURF SNRPN upstream reading frame Hs.58606 
222797 NLN neurolysin metallopeptidase M3 family Hs.22151 
109887 FLJ23282 hypothetical protein FLJ23282 Hs.170253 
115416 FLJ22004 hypothetical protein FLJ22004 Hs.108812 
103427 PC4 activated RNA polymerase II transcription cofactor 4 Hs.349506 
311392  EST Hs.148055 
119601  Homo sapiens cDNA FLJ30509 fis, clone BRAWH2000595 Hs.293653 
104542  **ESTs, Moderately similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.136398 
117899  Homo sapiens cDNA FLJ38407 fis, clone FEBRA2008859 Hs.348872 
104310  Homo sapiens cDNA FLJ40557 fis, clone THYMU2002745 Hs.380050 
309533  Homo sapiens mRNA; cDNA DKFZp313K1012 from clone DKFZp313K1012 Hs.99480 
111418 FLJ10719 hypothetical protein FLJ10719 Hs.334828 
99597 IFIT1 **interferon-induced protein with tetratricopeptide repeats 1 Hs.20315 
316237 AND-1 AND-1 protein Hs.72160 
110524 FLJ12888 hypothetical protein FLJ12888 Hs.284137 
225911 TERF1 **telomeric repeat binding factor NIMA-interacting 1 Hs.194562 
106982 RAMP RA-regulated nuclear matrix-associated protein Hs.126774 
317904  ESTs, Weakly similar to T19201 hypothetical protein C11G6.3 - Caenorhabditis elegans [C.elegans] Hs.283127 
111216  Homo sapiens, clone IMAGE:3354344, mRNA, partial cds Hs.171443 
227027 FLJ20323 hypothetical protein FLJ20323 Hs.83937 
106341 TAF4B **TAF4b RNA polymerase II, TATA box binding protein TBP-associated factor, 105kDa Hs.48820 
309233 MKI67IP **MKI67 FHA domain interacting nucleolar phosphoprotein Hs.142838 
110864 MKI67IP MKI67 FHA domain interacting nucleolar phosphoprotein Hs.142838 
184974  **Homo sapiens cDNA FLJ33216 fis, clone ASTRO2000278 Hs.356141 
111987 SLC2A12 solute carrier family 2 facilitated glucose transporter, member 12 Hs.26691 
106705  ESTs Hs.72472 
106511  ESTs Hs.72472 
106967 SLC11A2 solute carrier family 11 proton-coupled divalent metal ion transporters, member 2 Hs.57435 
117528  ESTs Hs.26743 
103961 SLC11A2 solute carrier family 11 proton-coupled divalent metal ion transporters, member 2 Hs.57435 
224157 B4GALT5 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5 Hs.107526 
110170  ESTs Hs.22488 
225293 KIAA1430 KIAA1430 protein Hs.126914 
226752 MGC9912 similar to RIKEN cDNA 4930578F06 gene Hs.33718 
223487  ESTs Hs.190173 
222767 TRIP15 **thyroid receptor interacting protein 15 Hs.30212 
117267  ESTs, Weakly similar to PRO0478 protein [Homo sapiens] [H.sapiens] Hs.133020 
119792 HSA9761 putative dimethyladenosine transferase Hs.125819 
106557 FLJ11896 similar to NMDA receptor-regulated gene 2 mouse Hs.343103 
222276 MRPL50 mitochondrial ribosomal protein L50 Hs.288224 
221409 CKAP2 cytoskeleton associated protein 2 Hs.24641 
115285 RPA2 replication protein A2, 32kDa Hs.79411 
109364 XAP135 PHD zinc finger protein XAP135 Hs.7759 
220308 FLJ20729 hypothetical protein FLJ20729 Hs.5111 
107198 EIF3S10 eukaryotic translation initiation factor 3, subunit 10 theta, 150/170kDa Hs.198899 
226489  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.3731 
105795  Homo sapiens, Similar to NS1-associated protein 1, clone MGC:45213 IMAGE:5495201, mRNA, complete cds Hs.373499 
104366  Homo sapiens cDNA FLJ33469 fis, clone BRAMY2002005 Hs.376743 
221482 XPO4 likely ortholog of mouse exportin 4 Hs.117102 
112095 EHF ets homologous factor Hs.182339 
102731 HUMAGCGB chromosome 3p21.1 gene sequence Hs.84162 
161631 CTH cystathionase cystathionine gamma-lyase Hs.19904 
100273 DEGS degenerative spermatocyte homolog, lipid desaturase Drosophila Hs.185973 
316428 DKFZP434D146 DKFZP434D146 protein Hs.240845 
222786 DKFZP434D146 DKFZP434D146 protein Hs.240845 
223303 ZDHHC9 zinc finger, DHHC domain containing 9 Hs.274351 
113817 FLJ10607 hypothetical protein FLJ10607 similar to glucosamine-phosphate N-acetyltransferase Hs.27931 
311065 HUMAGCGB chromosome 3p21.1 gene sequence Hs.84162 
104524 HNRPU heterogeneous nuclear ribonucleoprotein U scaffold attachment factor A Hs.103804 
120824 FLJ10697 hypothetical protein FLJ10697 Hs.380730 
107447 ADNP **activity-dependent neuroprotector Hs.3657 
99151 ARHGAP6 Rho GTPase activating protein 6 Hs.250830 
111958 KIAA0869 KIAA0869 protein Hs.21543 
313214  ESTs, Highly similar to KIHUA3 nucleoside-triphosphate--adenylate kinase EC 2.7.4.10 3 - human [H.sapiens] Hs.380939 
224303 SNURF SNRPN upstream reading frame Hs.58606 
113337 S164 S164 protein Hs.180789 
107527 FLJ13089 hypothetical protein FLJ13089 Hs.285711 
120625 FLJ10697 hypothetical protein FLJ10697 Hs.380730 
113998 NSAP1 NS1-associated protein 1 Hs.46801 
113626  Homo sapiens mRNA; cDNA DKFZp564H1916 from clone DKFZp564H1916 Hs.326416 
112319 FLJ38045 hypothetical protein FLJ38045 Hs.170226 
221566  ESTs Hs.293616 
185780  Homo sapiens cDNA FLJ13207 fis, clone NT2RP4000023 Hs.14355 
119173 EHM2 EHM2 gene Hs.267997 
114028 MYC v-myc myelocytomatosis viral oncogene homolog avian Hs.79070 
101953 MYC v-myc myelocytomatosis viral oncogene homolog avian Hs.79070 
115026 DLAT dihydrolipoamide S-acetyltransferase E2 component of pyruvate dehydrogenase complex Hs.115285 
106630 USP7 ubiquitin specific protease 7 herpes virus-associated Hs.78683 
98759 ABCA5 **ATP-binding cassette, sub-family A ABC1, member 5 Hs.180513 
102627 KIAA0391 **KIAA0391 gene product Hs.154668 
115001 MGC10974 hypothetical protein MGC10974 Hs.111099 
307154  ESTs Hs.374577 
114092  **ESTs Hs.218003 
220386  Homo sapiens mRNA; cDNA DKFZp564C1216 from clone DKFZp564C1216 Hs.7822 
117718 MEP50 MEP50 protein Hs.11039 
115477 MAP3K5 mitogen-activated protein kinase kinase kinase 5 Hs.151988 
100844 GGTLA1 gamma-glutamyltransferase-like activity 1 Hs.1675 
118555 NLN neurolysin metallopeptidase M3 family Hs.22151 
220423 FLJ32234 hypothetical protein FLJ32234 Hs.13366 
112906 SDC4 syndecan 4 amphiglycan, ryudocan Hs.252189 
224154  Homo sapiens cDNA FLJ11381 fis, clone HEMBA1000501 Hs.127797 
100261  **Homo sapiens cDNA FLJ34165 fis, clone FCBBF3014770 Hs.377554 
246951 MCM4 MCM4 minichromosome maintenance deficient 4 S. cerevisiae Hs.154443 
309215  Homo sapiens cDNA FLJ38641 fis, clone HHDPC2003983 Hs.24831 
308087 PAI-RBP1 PAI-1 mRNA-binding protein Hs.165998 
220945 FRSB phenylalanyl-tRNA synthetase beta-subunit Hs.9081 
120291 CCT6A chaperonin containing TCP1, subunit 6A zeta 1 Hs.82916 
101484 MCM4 MCM4 minichromosome maintenance deficient 4 S. cerevisiae Hs.154443 
100507    
309164  ESTs Hs.128859 
107146  Homo sapiens cDNA FLJ39084 fis, clone NT2RP7018871 Hs.356835 
308114 ARL5 ADP-ribosylation factor-like 5 Hs.342849 
220359  **ESTs, Moderately similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.312131 
120641  ESTs, Moderately similar to F41925 hypothetical protein 2 - human [H.sapiens] Hs.379963 
99230    
108350  Homo sapiens cDNA FLJ38641 fis, clone HHDPC2003983 Hs.24831 
98600  ESTs, Weakly similar to neuronal thread protein [Homo sapiens] [H.sapiens] Hs.27384 
220523  Homo sapiens mRNA; cDNA DKFZp564C1216 from clone DKFZp564C1216 Hs.7822 
115668  Homo sapiens mRNA; cDNA DKFZp313K1012 from clone DKFZp313K1012 Hs.99480 
99748  Homo sapiens mRNA; cDNA DKFZp313K1012 from clone DKFZp313K1012 Hs.99480 
103618  Homo sapiens mRNA; cDNA DKFZp313K1012 from clone DKFZp313K1012 Hs.99480 
226369  ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.293948 
224733  ESTs, Weakly similar to hypothetical protein FLJ11267 [Homo sapiens] [H.sapiens] Hs.125384 
225950 CDC27 cell division cycle 27 Hs.172405 
220449  ESTs Hs.31383 
105272  **ESTs Hs.95663 
223407 DKFZP434N093 DKFZP434N093 protein Hs.33363 
221640 S164 S164 protein Hs.180789 
111051 FLJ21610 hypothetical protein FLJ21610 Hs.12727 
107156 DKFZP761C169 hypothetical protein DKFZp761C169 Hs.71252 
311244  ESTs, Weakly similar to SFR4_HUMAN Splicing factor, arginine/serine-rich 4 Pre-mRNA splicing factor SRP75 [H.sapiens] H s.35274 
114715 MGC9912 **similar to RIKEN cDNA 4930578F06 gene Hs.33718 
103269 KIAA1007 KIAA1007 protein Hs.279949 
98728 CRK7 CDC2-related protein kinase 7 Hs.278346 
120347 FLJ31208 hypothetical protein FLJ31208 Hs.27268 
224505 CRK7 CDC2-related protein kinase 7 Hs.278346 
222502  ESTs Hs.380760 
315730  Homo sapiens cDNA FLJ39410 fis, clone PLACE6014516 Hs.239699 
120756  Homo sapiens cDNA FLJ39410 fis, clone PLACE6014516 Hs.239699 
224344  Homo sapiens mRNA; cDNA DKFZp686H157 from clone DKFZp686H157 Hs.90424 
115380  Homo sapiens mRNA; cDNA DKFZp434P228 from clone DKFZp434P228 Hs.108972 
220170  Homo sapiens cDNA FLJ31598 fis, clone NT2RI2002549 Hs.301985 
311674  EST Hs.149703 
104912 PNN pinin, desmosome associated protein Hs.44499 
222610 KIAA0800 KIAA0800 gene product Hs.118738 
225050 SDS3 likely ortholog of mouse Sds3 Hs.20104 
106545 CDC27 cell division cycle 27 Hs.172405 
114730 ALEX2 armadillo repeat protein ALEX2 Hs.48924 
105966 DKFZP434D193 DKFZP434D193 protein Hs.225841 
99297  Homo sapiens mRNA; cDNA DKFZp761E2112 from clone DKFZp761E2112 Hs.306480 
226573 MGC23908 hypothetical protein MGC23908 Hs.93748 
120916 PPFIA2 **protein tyrosine phosphatase, receptor type, f polypeptide PTPRF, interacting protein liprin, alpha 2 Hs.30881 
114634 FLJ13081 hypothetical protein FLJ13081 Hs.180638 
310910  Homo sapiens cDNA FLJ33469 fis, clone BRAMY2002005 Hs.376743 
220416 PREI3 preimplantation protein 3 Hs.107942 
226412 MAP2K1 **mitogen-activated protein kinase kinase 1 Hs.3446 
120018 P311 P311 protein Hs.142827 
313404 XPO4 likely ortholog of mouse exportin 4 Hs.117102 
98780 CHEK1 CHK1 checkpoint homolog S. pombe Hs.20295 
316852 STK18 serine/threonine kinase 18 Hs.172052 
104201 HLCS holocarboxylase synthetase biotin-[proprionyl-Coenzyme A-carboxylase ATP-hydrolysing] ligase Hs.79375 
100865 MGC2840 hypothetical protein MGC2840 similar to a putative glucosyltransferase Hs.155356 
112453 WHSC1 Wolf-Hirschhorn syndrome candidate 1 Hs.110457 
104730 C20orf154 chromosome 20 open reading frame 154 Hs.88959 
222066 XRCC5 X-ray repair complementing defective repair in Chinese hamster cells 5 double-strand-break rejoining; Ku autoantigen, 80kDa Hs.84981 
226033  Homo sapiens mRNA; cDNA DKFZp566J1846 from clone DKFZp566J1846 Hs.116808 
220977  Homo sapiens cDNA FLJ14633 fis, clone NT2RP2000938 Hs.380920 
117984 CENPJ centromere protein J Hs.283077 
162289 FLJ11186 hypothetical protein FLJ11186 Hs.89278 
106077 PMSCL1 **polymyositis/scleroderma autoantigen 1, 75kDa Hs.91728 
185329 DCLRE1C DNA cross-link repair 1C PSO2 homolog, S. cerevisiae Hs.28891 
312550 RAD54B RAD54B homolog Hs.128501 
100857 DKFZp761C121 hypothetical protein DKFZp761C121 Hs.91846 
308493  Homo sapiens, clone IMAGE:4081483, mRNA Hs.186579 
105974  **ESTs Hs.359795 
311807 FIGNL1 fidgetin-like 1 Hs.137516 
225842  ESTs Hs.87507 
220125    
223880 KIAA1970 KIAA1970 protein Hs.353155 
103761  ESTs Hs.12253 
307359 ANKH ankylosis, progressive homolog mouse Hs.168640 
222151 FLJ20373 hypothetical protein FLJ20373 Hs.6631 
109566 FOXP1 forkhead box P1 Hs.274344 
223344 PIK3R1 phosphoinositide-3-kinase, regulatory subunit, polypeptide 1 p85 alpha Hs.6241 
108754 MGC10715 **hypothetical protein MGC10715 Hs.317169 
120822  Homo sapiens cDNA FLJ37798 fis, clone BRSSN2000097 Hs.79191 
103996 NRP1 neuropilin 1 Hs.69285 
116474 FLJ11730 hypothetical protein FLJ11730 Hs.17118 
220574 FLJ12838 mandaselin Hs.46903 
107824 HS3ST1 heparan sulfate glucosamine 3-O-sulfotransferase 1 Hs.40968 
315422  **Homo sapiens cDNA FLJ31753 fis, clone NT2RI2007468 Hs.349283 
118022 FLJ31265 **hypothetical protein FLJ31265 Hs.282050 
110571 PCF11 PCF11p homolog Hs.123654 
317795 GCNT1 glucosaminyl N-acetyl transferase 1, core 2 beta-1,6-N-acetylglucosaminyltransferase Hs.159642 
99936 SNK serum-inducible kinase Hs.3838 
114335 S164 S164 protein Hs.180789 
104326 CCND1 cyclin D1 PRAD1: parathyroid adenomatosis 1 Hs.82932 
102558 PRKCBP1 protein kinase C binding protein 1 Hs.75871 
320089 DRPLA dentatorubral-pallidoluysian atrophy atrophin-1 Hs.169488 
314677 C20orf28 chromosome 20 open reading frame 28 Hs.72620 
107229 LOC56996 **cation-chloride cotransporter-interacting protein Hs.119178 
317927  ESTs Hs.262893 
222222    
223659  ESTs Hs.124961 
114775  ESTs Hs.355658 
224245  ESTs, Moderately similar to neuronal thread protein [Homo sapiens] [H.sapiens] Hs.24052 
221157  Homo sapiens cDNA FLJ33383 fis, clone BRACE2006514 Hs.290880 
111871 UAP1 UDP-N-acteylglucosamine pyrophosphorylase 1 Hs.21293 
110718 FLJ20333 hypothetical protein FLJ20333 Hs.79828 
104228 FLJ20333 hypothetical protein FLJ20333 Hs.79828 
222198 ORC5L origin recognition complex, subunit 5-like yeast Hs.153138 
221195    
309988 FLJ32745 hypothetical protein FLJ32745 Hs.102869 
222303  Homo sapiens cDNA FLJ38275 fis, clone FCBBF3003902, moderately similar to GROWTH-ARREST-SPECIFIC PROTEIN 2 Hs.20575 
117104  ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.221754 
307689 KIAA1724 KIAA1724 protein Hs.127243 
119406 FLJ25270 **hypothetical protein FLJ25270 Hs.6295 
108352 IGF1R insulin-like growth factor 1 receptor Hs.239176 
221800  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.55028 
118377 TMEPAI transmembrane, prostate androgen induced RNA Hs.83883 
222587 CAP2 adenylyl cyclase-associated protein 2 Hs.296341 
118948 AZGP1 alpha-2-glycoprotein 1, zinc Hs.71 
115315 FLJ23563 hypothetical protein FLJ23563 Hs.274256 
114887 MYO1B myosin IB Hs.121576 
101939 GNB4 guanine nucleotidebinding protein beta subuni t 4 H s 172654

119447 DKFZp761F0118 hypothetical protein DKFZp761F0118 Hs.6685 
111467    
98784 AMD1 S-adenosylmethionine decarboxylase 1 Hs.262476 
115626 TFRC transferrin receptor p90, CD71 Hs.77356 
113605 TFRC transferrin receptor p90, CD71 Hs.77356 
315404 NRXN2 neurexin 2 Hs.124085 
104021  Homo sapiens mRNA; cDNA DKFZp564D156 from clone DKFZp564D156 Hs.9927 
314577 AS3 androgen-induced prostate proliferative shutoff associated protein Hs.168625 
117534 STARD5 START domain containing 5 Hs.172803 
310726  Homo sapiens cDNA FLJ14236 fis, clone NT2RP4000515 Hs.183114 
99373 BDP1 B double prime 1, subunit of RNA polymerase III transcription initiation factor IIIB Hs.272808 
311219 FACL3 fatty-acid-Coenzyme A ligase, long-chain 3 Hs.268012 
120932 FACL3 fatty-acid-Coenzyme A ligase, long-chain 3 Hs.268012 
110011 FACL3 fatty-acid-Coenzyme A ligase, long-chain 3 Hs.268012 
117937 KIAA1102 KIAA1102 protein Hs.202949 
117174 FLJ13782 hypothetical protein FLJ13782 Hs.257924 
315474 LAMC1 laminin, gamma 1 formerly LAMB2 Hs.214982 
102913 LAMA3 laminin, alpha 3 Hs.83450 
112160 EFNB2 ephrin-B2 Hs.30942 
314465 CDC42EP3 CDC42 effector protein Rho GTPase binding 3 Hs.260024 
116379 RINZF zinc finger protein RINZF Hs.237146 
102166 RINZF zinc finger protein RINZF Hs.237146 
313136 RINZF zinc finger protein RINZF Hs.237146 
101526 RINZF zinc finger protein RINZF Hs.237146 
222833 FALZ fetal Alzheimer antigen Hs.99872 
111204 LOC51605 CGI-09 protein Hs.128791 
102189 RBBP6 retinoblastoma binding protein 6 Hs.91065 
105095 LOC121512 actin-filament binding protein frabin Hs.293097 
104621  Homo sapiens, clone IMAGE:3448993, mRNA Hs.255935 
220529 LOC91663 hypothetical protein BC013995 Hs.380906 
314725 DKFZP434N093 DKFZP434N093 protein Hs.33363 
106785 DBY DEAD/H Asp-Glu-Ala-Asp/His box polypeptide, Y chromosome Hs.99120 
309784  Homo sapiens cDNA FLJ39185 fis, clone OCBBF2004418 Hs.24724 
112440 F2RL1 coagulation factor II thrombin receptor-like 1 Hs.154299 
319793  ESTs Hs.149481 
307325  Homo sapiens cDNA FLJ41019 fis, clone UTERU2019096 Hs.34804 
222075 KIAA1321 KIAA1321 protein Hs.24336 
308982 SACS spastic ataxia of Charlevoix-Saguenay sacsin Hs.159492 
115361 SACS spastic ataxia of Charlevoix-Saguenay sacsin Hs.159492 
102499 DKFZP564A043 DKFZP564A043 protein Hs.271623 
102497 AS3 **androgen-induced prostate proliferative shutoff associated protein Hs.168625 
317301 PRPF4B PRP4 pre-mRNA processing factor 4 homolog B yeast Hs.198891 
103848 FLJ13409 hypothetical protein FLJ13409 Hs.30732 
308604  Homo sapiens cDNA FLJ33775 fis, clone BRSSN2000498 Hs.325625 
222050 PPM1B protein phosphatase 1B formerly 2C, magnesium-dependent, beta isoform Hs.5687 
98354 LOC56267 hypothetical protein 669 Hs.180378 
307481 KIAA0826 KIAA0826 protein Hs.169600 
224136 KIAA0826 KIAA0826 protein Hs.169600 
118886 MAF v-maf musculoaponeurotic fibrosarcoma oncogene homolog avian Hs.30250 
103026 GABPB2 **GA binding protein transcription factor, beta subunit 2, 47kDa Hs.278238 
114944  Homo sapiens cDNA FLJ10976 fis, clone PLACE1001399 Hs.355608 
104459  ESTs, Weakly similar to B24264 proline-rich protein MP3 - mouse fragment [M.musculus] Hs.24683 
225813 KIAA0697 KIAA0697 protein Hs.12329 
220099 DYRK2 dual-specificity tyrosine-Y-phosphorylation regulated kinase 2 Hs.173135 
106121  Homo sapiens cDNA FLJ31060 fis, clone HSYRA2000925 Hs.44526 
114370 WEE1 WEE1+ homolog S. pombe Hs.75188 
108788 WTAP Wilms’ tumour 1-associating protein Hs.119 
223986 DKFZP434A043 DKFZP434A043 protein Hs.102708 
112663 ARL6IP2 **ADP-ribosylation-like factor 6 interacting protein 2 Hs.27099 
224537  **Homo sapiens cDNA FLJ34829 fis, clone NT2NE2009426, highly similar to PRE-B-CELL LEUKEMIA TRANSCRIPTION FACTOR-3 Hs.3 71439 
107504 ACYP1 acylphosphatase 1, erythrocyte common type Hs.18573 
119960 SSBP4 single stranded DNA binding protein 4 Hs.324618 
101982  **EST, Moderately similar to hypothetical protein MGC14353 [Homo sapiens] [H.sapiens] Hs.144240 
222155 MTMR9 myotubularin related protein 9 Hs.48802 
105164  Homo sapiens mRNA; cDNA DKFZp564F112 from clone DKFZp564F112 Hs.166361 
120781  Homo sapiens mRNA; cDNA DKFZp762B195 from clone DKFZp762B195 Hs.356766 
222770 ADNP activity-dependent neuroprotector Hs.3657 
118788 MTMR9 myotubularin related protein 9 Hs.48802 
319027  Homo sapiens cDNA FLJ11842 fis, clone HEMBA1006652, weakly similar to 60S RIBOSOMAL PROTEIN L7 Hs.374582 
184888  **ESTs, Weakly similar to YYY1_HUMAN Very very hypothetical protein RMSA-1 [H.sapiens] Hs.137401 
222368  ESTs, Weakly similar to axonemal dynein heavy chain 7 [Homo sapiens] [H.sapiens] Hs.16570 
117049 MPHOSPH9 M-phase phosphoprotein 9 Hs.351230 
223640  Homo sapiens mRNA; cDNA DKFZp434B0920 from clone DKFZp434B0920 Hs.12258 
115687  Homo sapiens cDNA FLJ40776 fis, clone TRACH2005210 Hs.96566 
313163 CYorf15B chromosome Y open reading frame 15B Hs.145010 
98704  Homo sapiens mRNA; cDNA DKFZp547E046 from clone DKFZp547E046 Hs.3353 
98415 WDR9 WD repeat domain 9 Hs.225674 
223477 WDR9 WD repeat domain 9 Hs.225674 
222749 RBM12 RNA binding motif protein 12 Hs.180895 
98441 PNN pinin, desmosome associated protein Hs.44499 
109677 PNN pinin, desmosome associated protein Hs.44499 
107121 WDR9 WD repeat domain 9 Hs.225674 
102634 DICER1 Dicer1, Dcr-1 homolog Drosophila Hs.87889 
224355  Homo sapiens mRNA; cDNA DKFZp667N1113 from clone DKFZp667N1113 Hs.24183 
118381  ESTs Hs.53455 
105849 MGC5306 **hypothetical protein MGC5306 Hs.301732 
110652  Homo sapiens cDNA FLJ10004 fis, clone HEMBA1000076 Hs.381207 
310876 ZNF262 zinc finger protein 262 Hs.150390 
102250 PUM2 pumilio homolog 2 Drosophila Hs.6151 
307841  ESTs Hs.28137 
314021  ESTs Hs.368651 
108776  ESTs Hs.55238 
104273 LRRFIP2 leucine rich repeat in FLII interacting protein 2 Hs.57672 

105626  EST Hs.236349 
100816 BTG1 B-cell translocation gene 1, anti-proliferative Hs.77054 
98967  Homo sapiens cDNA FLJ38845 fis, clone MESAN2003709 Hs.356093 
317594 F2RL1 coagulation factor II thrombin receptor-like 1 Hs.154299 
116186 ADRB2 adrenergic, beta-2-, receptor, surface Hs.2551 
108185  Homo sapiens cDNA FLJ34209 fis, clone FCBBF3020599 Hs.202641 
178294 NUP153 nucleoporin 153kDa Hs.211608 
111037 NUP153 nucleoporin 153kDa Hs.211608 
102310 HRIHFB2436 endocrine regulator Hs.48433 
318550  Homo sapiens cDNA FLJ30816 fis, clone FEBRA2001571 Hs.350229 
221980  Homo sapiens mRNA; cDNA DKFZp586G1924 from clone DKFZp586G1924 Hs.99437 
110274  ESTs Hs.36636 
117818 TEAD1 TEA domain family member 1 SV40 transcriptional enhancer factor Hs.42458 
109251 RRM2 ribonucleotide reductase M2 polypeptide Hs.75319 
224593 NETO2 neuropilin NRP and tolloid TLL-like 2 Hs.6823 
162391 CCNE2 cyclin E2 Hs.30464 
108077 DDX36 DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 36 Hs.9414 
105221  ESTs Hs.22247 
101889  Homo sapiens cDNA FLJ34250 fis, clone FCBBF4000529 Hs.378649 
308852 SEC22C vesicle trafficking protein Hs.12942 
220636 HT008 uncharacterized hypothalamus protein HT008 Hs.16206 
106115 GUCY1A3 guanylate cyclase 1, soluble, alpha 3 Hs.75295 
226583 GUCY1A3 guanylate cyclase 1, soluble, alpha 3 Hs.75295 
116154 GUCY1A3 guanylate cyclase 1, soluble, alpha 3 Hs.75295 
222948 KIAA1203 KIAA1203 protein Hs.16953 
221073 ATIP1 AT2 receptor-interacting protein 1 Hs.7946 
114732 ATIP1 AT2 receptor-interacting protein 1 Hs.7946 
115854 TBDN100 transcriptional coactivator tubedown-100 Hs.125034 
108818 E2F3 E2F transcription factor 3 Hs.1189 
307459 SFRS10 splicing factor, arginine/serine-rich 10 transformer 2 homolog, Drosophila Hs.30035 
107605 FLJ20530 **hypothetical protein FLJ20530 Hs.279521 
312455 PIAS1 protein inhibitor of activated STAT, 1 Hs.75251 
221779 FLJ12903 hypothetical protein FLJ12903 Hs.14928 
114564 PIAS1 protein inhibitor of activated STAT, 1 Hs.75251 
119541 KIAA0729 KIAA0729 protein Hs.180948 
319437 DDX26 DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 26 Hs.58570 
221535 DDX26 DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 26 Hs.58570 
98991  ESTs Hs.371002 
111849 TXNIP **thioredoxin interacting protein Hs.179526 
110439 TXNIP thioredoxin interacting protein Hs.179526 
107715 SFTPC surfactant, pulmonary-associated protein C Hs.1074 
103796 TXNIP **thioredoxin interacting protein Hs.179526 
99878  Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 1977059 Hs.351928 
225012  Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 1977059 Hs.351928 
107550 SOX4 SRY sex determining region Y-box 4 Hs.83484 
222326 TIEG2 TGFB inducible early growth response 2 Hs.12229 
223555  Homo sapiens cDNA FLJ34215 fis, clone FCBBF3021985 Hs.22315 
120164 BTAF1 BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa Mot1 homolog, S. cerevisiae Hs.180930 
118452 SFRS2IP splicing factor, arginine/serine-rich 2, interacting protein Hs.51957 
118316  ESTs Hs.94881 
100528  Homo sapiens mRNA full length insert cDNA clone EUROIMAGE 966164 Hs.21177 
222557 NIN ninein GSK3B interacting protein Hs.44054 
114254  Homo sapiens cDNA FLJ40810 fis, clone TRACH2009743 Hs.348976 
310680 NIN ninein GSK3B interacting protein Hs.44054 
225086 SFRS12 splicing factor, arginine/serine-rich 12 Hs.381165 
120067 SPAG9 sperm associated antigen 9 Hs.129872 
103753 RAB5EP rabaptin-5 Hs.250535 
224018 FLJ21016 hypothetical protein FLJ21016 Hs.289069 

116864  ESTs Hs.125056 
108551 PAFAH1B1 platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa Hs.77318 
118593 TARDBP TAR DNA binding protein Hs.193989 
161396 TA-LRRP T-cell activation leucine repeat-rich protein Hs.199243 
98612  Homo sapiens, clone IMAGE:3882977, mRNA, partial cds Hs.350268 
307280 SEC24A SEC24 related gene family, member A S. cerevisiae Hs.211612 
106891 MAP2K4 mitogen-activated protein kinase kinase 4 Hs.75217 
109641 FYCO1 FYVE and coiled-coil domain containing 1 Hs.257267 
102512 NCOA2 nuclear receptor coactivator 2 Hs.29131 
113897 TNFAIP3 tumor necrosis factor, alpha-induced protein 3 Hs.211600 
111839 NCOA3 nuclear receptor coactivator 3 Hs.225977 
99756  Homo sapiens cDNA FLJ37789 fis, clone BRHIP3000081 Hs.131798 
178003 MGC2306 hypothetical protein MGC2306 Hs.760 
117922  Homo sapiens cDNA FLJ33834 fis, clone CTONG2004264, moderately similar to NEUROBLAST DIFFERENTIATION ASSOCIATED PROTEIN  AHNAK Hs.378738 
110656  Homo sapiens cDNA FLJ33834 fis, clone CTONG2004264, moderately similar to NEUROBLAST DIFFERENTIATION ASSOCIATED PROTEIN  AHNAK Hs.378738 
109236  Homo sapiens mRNA; cDNA DKFZp667I137 from clone DKFZp667I137 Hs.355279 
317844  Human glucose transporter pseudogene Hs.355877 
114678 SCNN1A sodium channel, nonvoltage-gated 1 alpha Hs.2794 
101451 ACLY ATP citrate lyase Hs.174140 
309792 FLJ10983 hypothetical protein FLJ10983 Hs.23363 
117713  Homo sapiens cDNA FLJ12935 fis, clone NT2RP2004982 Hs.22545 
113762  Homo sapiens mRNA; cDNA DKFZp313F0317 from clone DKFZp313F0317 Hs.313342 
307392    
220210 IDE insulin-degrading enzyme Hs.1508 
309106    
119866 PTP4A2 protein tyrosine phosphatase type IVA, member 2 Hs.82911 
221866 CREBL2 cAMP responsive element binding protein-like 2 Hs.13313 
221859 DKFZP434J1813 DKFZp434J1813 protein Hs.1098 
222364 MGC12909 hypothetical protein MGC12909 Hs.33862 
319099 FLJ11539 hypothetical protein FLJ11539 Hs.125461 
225502  Homo sapiens cDNA FLJ36663 fis, clone UTERU2002826 Hs.378206 
222091 FLJ22794 hypothetical protein FLJ22794 Hs.19525 
111770  ESTs Hs.374415 
110541  Homo sapiens mRNA; cDNA DKFZp564C2063 from clone DKFZp564C2063 Hs.4055 
225008 KIF1B kinesin family member 1B Hs.375193 
310047 BM040 uncharacterized bone marrow protein BM040 Hs.26892 
111053  ESTs, Moderately similar to hypothetical protein FLJ20234 [Homo sapiens] [H.sapiens] Hs.268720 
222227  ESTs Hs.187435 
105666 ELL2 ELL-related RNA polymerase II, elongation factor Hs.98124 
104939 ELL2 ELL- related RNApolymerase II, elongation factor Hs 98124
220243 SLMAP sarcolemma associated protein Hs.4007 

107896 AD022 TRAF and TNF receptor-associated protein Hs.46847 
115558 FLJ11011 hypothetical protein FLJ11011 Hs.21275 
103926 KIAA0276 KIAA0276 protein Hs.240112 
222581  ESTs Hs.70258 
113377 FLJ12799 hypothetical protein FLJ12799 Hs.22549 
104078 P125 Sec23-interacting protein p125 Hs.300208 
315062 FLJ10330 hypothetical protein FLJ10330 Hs.342307 
110489 SFRS2 splicing factor, arginine/serine-rich 2 Hs.73965 
105510  Homo sapiens clone 25237 mRNA sequence Hs.21902 
307177  ESTs, Highly similar to splicing factor, arginine/serine-rich 2, interacting protein; SC35-interacting protein 1 [Homo sapiens] [H.sapiens] Hs.356436 
225863  Homo sapiens mRNA; cDNA DKFZp761P0818 from clone DKFZp761P0818 Hs.255338 
221708 RPS24 ribosomal protein S24 Hs.180450 
161494  Homo sapiens mRNA for zinc finger protein 33b ZNF33B gene Hs.378077 
307560 OPA1 optic atrophy 1 autosomal dominant Hs.147946 
114073 KIAA1007 KIAA1007 protein Hs.279949 
221668  Homo sapiens cDNA FLJ20167 fis, clone COL09512 Hs.374538 
117366 USP9X ubiquitin specific protease 9, X chromosome fat facets-like Drosophila Hs.77578 
184426 BRAP BRCA1 associated protein Hs.122764 
115080 EPC1 enhancer of polycomb 1 Hs.129998 
105979 DKFZP566D1346 hypothetical protein DKFZp566D1346 Hs.22612 
312557  Homo sapiens cDNA FLJ34250 fis, clone FCBBF4000529 Hs.378649 
224906 DKFZP566D1346 hypothetical protein DKFZp566D1346 Hs.22612 
99174  **Homo sapiens cDNA FLJ36616 fis, clone TRACH2016410, moderately similar to RETROVIRUS-RELATED PROTEASE EC 3.4.23.- Hs.380032 
307108 RBM12 RNA binding motif protein 12 Hs.180895 
220189 DKFZP434N093 DKFZP434N093 protein Hs.33363 
103893 AMD1 S-adenosylmethionine decarboxylase 1 Hs.262476 
109791 PIAS1 protein inhibitor of activated STAT, 1 Hs.75251 
115980  Homo sapiens cDNA FLJ36754 fis, clone UTERU2018127 Hs.356259 
112215  ESTs Hs.30972 
104957  ESTs Hs.130435 
101178  ESTs Hs.12867 
112176  ESTs Hs.130435 
101693 LOC56930 hypothetical protein from EUROIMAGE 1669387 Hs.10095 
104389 DKFZP434P0721 **similar to mouse Xrn1 / Dhm2 protein Hs.82501 
102014 C12orf4 chromosome 12 open reading frame 4 Hs.296198 
222552 YEA YEA4 protein Hs.292566 
111905 S164 S164 protein Hs.180789 
220254 LZ16 nasopharyngeal carcinoma susceptibility protein Hs.42390 
104569 FLJ10826 hypothetical protein FLJ10826 Hs.24809 
312987  ESTs Hs.131705 
102669 EEF2K elongation factor-2 kinase Hs.259855 
107656 ANK3 ankyrin 3, node of Ranvier ankyrin G Hs.75893 
115174 ANK3 ankyrin 3, node of Ranvier ankyrin G Hs.75893 
104952 ANK3 ankyrin 3, node of Ranvier ankyrin G Hs.75893 
108468 C9orf5 chromosome 9 open reading frame 5 Hs.86412 
106509 PLINP-1 papillomavirus L2 interacting nuclear protein 1 Hs.83135 
109549 SPAG9 sperm associated antigen 9 Hs.129872 
117925 FBXW2 F-box and WD-40 domain protein 2 Hs.13755 
110659  ESTs Hs.322915 
115338 SOX12 SRY sex determining region Y-box 12 Hs.43627 
99032 HNF3A hepatocyte nuclear factor 3, alpha Hs.299867 
105130  ESTs, Weakly similar to ubiquitously transcribed tetratricopeptide repeat gene, Y chromosome; Ubiquitously transcribed TPR gene on Y chromosome [Homo sapiens] [H.sapiens] Hs.111364 
115581 NFIA nuclear factor I/A Hs.173933 
102009 NFIA nuclear factor I/A Hs.173933 
113824 DC42 hypothetical protein DC42 Hs.72805 
106028 TBLR1 nuclear receptor co-repressor/HDAC3 complex subunit Hs.350547 
223343 CHD4 chromodomain helicase DNA binding protein 4 Hs.74441 
110716  **ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.353003 
120319 DRG2 developmentally regulated GTP binding protein 2 Hs.78582 
117457  Homo sapiens clone FBD3 Cri-du-chat critical region mRNA Hs.8078 
120962 UCHL1 **ubiquitin carboxyl-terminal esterase L1 ubiquitin thiolesterase Hs.76118 
112721 BTF Bcl-2-associated transcription factor Hs.80338 
114453  ESTs Hs.146162 
161184 FOXP1 forkhead box P1 Hs.274344 
107708  Homo sapiens cDNA FLJ36817 fis, clone ASTRO2004032 Hs.351270 
106995 WHSC1L1 Wolf-Hirschhorn syndrome candidate 1-like 1 Hs.27721 
311317  Homo sapiens cDNA FLJ40765 fis, clone TRACH2003272 Hs.203213 
117771  Homo sapiens cDNA FLJ40765 fis, clone TRACH2003272 Hs.203213 
221131  Homo sapiens mRNA; cDNA DKFZp564H1916 from clone DKFZp564H1916 Hs.326416 
220732 KIAA0650 KIAA0650 protein Hs.8118 
113314  Homo sapiens mRNA; cDNA DKFZp564H1916 from clone DKFZp564H1916 Hs.326416 
224452 CRK7 CDC2-related protein kinase 7 Hs.278346 
311405  Homo sapiens mRNA; cDNA DKFZp566M0947 from clone DKFZp566M0947 Hs.108806 
104931  **Homo sapiens cDNA FLJ10976 fis, clone PLACE1001399 Hs.355608 
103552  ESTs Hs.374374 
106057  Homo sapiens cDNA: FLJ23005 fis, clone LNG00396, highly similar to AF055023 Homo sapiens clone 24723 mRNA sequence Hs.5 8220 
101775 YEA YEA4 protein Hs.292566 
223365  ESTs Hs.233425 
105345  ESTs Hs.191602 
307705    
307249 GW128 GW128 protein Hs.182238 
106419 C7orf2 **chromosome 7 open reading frame 2 Hs.107537 
120553 BARD1 BRCA1 associated RING domain 1 Hs.54089 
120236 MYC v-myc myelocytomatosis viral oncogene homolog avian Hs.79070 
114347  ESTs Hs.95612 
223620 H2AV histone H2A.F/Z variant Hs.301005 
114409 C1orf21 chromosome 1 open reading frame 21 Hs.12532 
99246 PPP3CA **protein phosphatase 3 formerly 2B, catalytic subunit, alpha isoform calcineurin A alpha Hs.272458 
114993 G3BP Ras-GTPase-activating protein SH3-domain-binding protein Hs.220689 
116363 C9orf5 chromosome 9 open reading frame 5 Hs.86412 
100789 DAZL deleted in azoospermia-like Hs.73078 
114595 PIGN phosphatidylinositol glycan, class N Hs.108787 
221953 GNAI1 guanine nucleotide binding protein G protein, alpha inhibiting activity polypeptide 1 Hs.203862 
308926 G3BP Ras-GTPase-activating protein SH3-domain-binding protein Hs.220689 
115797 STK18 serine/threonine kinase 18 Hs.172052 
112986 KIAA1468 KIAA1468 protein Hs.23542 
112836 FLJ22390 hypothetical protein FLJ22390 Hs.10974 
109710 RAN RAN, member RAS oncogene family Hs.10842 
113310 GW128 GW128 protein Hs.182238 
110027 GW128 **GW128 protein Hs.182238 
228998 AR androgen receptor dihydrotestosterone receptor; testicular feminization; spinal and bulbar muscular atrophy; Kennedy disease Hs.99915 
228995 AR androgen receptor dihydrotestosterone receptor; testicular feminization; spinal and bulbar muscular atrophy; Kennedy disease Hs.99915 
308140  ESTs Hs.76704 
120975  ESTs Hs.76704 
120053 PSMF1 proteasome prosome, macropain inhibitor subunit 1 PI31 Hs.75925 
224385 HSPA9B heat shock 70kDa protein 9B mortalin-2 Hs.3069 
114402 TFPI tissue factor pathway inhibitor lipoprotein-associated coagulation inhibitor Hs.170279 
103596 RAB11A RAB11A, member RAS oncogene family Hs.75618 
308154 MAOA monoamine oxidase A Hs.183109 
319483  ESTs Hs.380120 
100003 KIAA1430 KIAA1430 protein Hs.126914 
225318 MRPL42 mitochondrial ribosomal protein L42 Hs.112110 
222626 FLJ32234 hypothetical protein FLJ32234 Hs.13366 
117555 OPA1 optic atrophy 1 autosomal dominant Hs.147946 
120827 PIASX-BETA Protein inhibitor of activated STAT X Hs.111323 
106593 FLJ20373 hypothetical protein FLJ20373 Hs.6631 
310683 BTF Bcl-2-associated transcription factor Hs.80338 
103304 SUPT6H suppressor of Ty 6 homolog S. cerevisiae Hs.12303 
106745  ESTs, Highly similar to 2209333A protein disulfide isomerase [Homo sapiens] [H.sapiens] Hs.356023 
111293  EST Hs.102728 
104056  ESTs Hs.27362 
111220 FLJ36557 hypothetical protein FLJ36557 Hs.57787 
102486 FLJ36557 hypothetical protein FLJ36557 Hs.57787 
117315 GABRB3 gamma-aminobutyric acid GABA A receptor, beta 3 Hs.1440 
221179  Homo sapiens cDNA FLJ31079 fis, clone HSYRA2001595 Hs.350401 
220282  Homo sapiens cDNA FLJ31753 fis, clone NT2RI2007468 Hs.349283 
112639 XPA xeroderma pigmentosum, complementation group A Hs.192803 
309587  Homo sapiens cDNA FLJ36425 fis, clone THYMU2011482 Hs.379149 
307181 DKFZP434G1415 **hypothetical protein DKFZp434G1415 Hs.151093 
100135 HMOX1 heme oxygenase decycling 1 Hs.202833 
222080  ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.44024 
103599 UNG uracil-DNA glycosylase Hs.78853 
221542 FLJ33167 hypothetical protein FLJ33167 Hs.351470 
115960 TFB2M transcription factor B2, mitochondrial Hs.7395 
117863 C13orf1 chromosome 13 open reading frame 1 Hs.44235 
114219  Homo sapiens cDNA FLJ39952 fis, clone SPLEN2024577 Hs.380121 
309639 FAAH fatty acid amide hydrolase Hs.288828 
226295 UGT2B7 UDP glycosyltransferase 2 family, polypeptide B7 Hs.10319 
102784 TXNL2 **thioredoxin-like 2 Hs.42644 
224627 LOC64116 up-regulated by BCG-CWS Hs.284205 
226218 LOC64116 up-regulated by BCG-CWS Hs.284205 
225941 LOC64116 up-regulated by BCG-CWS Hs.284205 
112674 LDHA lactate dehydrogenase A Hs.2795 
111466 LDHC lactate dehydrogenase C Hs.99881 
105739 UGT2B7 UDP glycosyltransferase 2 family, polypeptide B7 Hs.10319 
112087 UGT2B4 UDP glycosyltransferase 2 family, polypeptide B4 Hs.89691 
100864 UGT2B7 UDP glycosyltransferase 2 family, polypeptide B7 Hs.10319 
118120 UGT2B15 UDP glycosyltransferase 2 family, polypeptide B15 Hs.150207 
110933 FLJ30532 hypothetical protein FLJ30532 Hs.124740 
108964 CED-6 CED-6 protein Hs.107056 
112553  Homo sapiens cDNA FLJ38407 fis, clone FEBRA2008859 Hs.348872 
101500  Homo sapiens cDNA FLJ38407 fis, clone FEBRA2008859 Hs.348872 
310820  Homo sapiens clone 24416 mRNA sequence Hs.5957 
114963 HPCL2 2-hydroxyphytanoyl-CoA lyase Hs.63290 
105717 POLA polymerase DNA directed, alpha Hs.267289 
316658 SYT4 synaptotagmin IV Hs.8059 
308097 ATP9B ATPase, Class II, type 9B Hs.91471 
120887 SYT4 synaptotagmin IV Hs.8059 
105454  Homo sapiens cDNA FLJ14368 fis, clone HEMBA1001122 Hs.330716 
224175 LANP-L lecuine-rich acidic protein-like protein Hs.71331 
223747 SMC2L1 SMC2 structural maintenance of chromosomes 2-like 1 yeast Hs.119023 
226587  Homo sapiens, clone IMAGE:3028427, mRNA, partial cds Hs.306117 
113958 TLE3 transducin-like enhancer of split 3 Esp1 homolog, Drosophila Hs.287362 
119049 ILF3 interleukin enhancer binding factor 3, 90kDa Hs.256583 
116545 ILF3 interleukin enhancer binding factor 3, 90kDa Hs.256583 
221183 DDX18 DEAD/H Asp-Glu-Ala-Asp/His box polypeptide 18 Myc-regulated Hs.100555 
113980  Homo sapiens mesenchymal stem cell protein DSC96 mRNA, partial cds Hs.61426 
108011 ANKH ankylosis, progressive homolog mouse Hs.168640 
104700 ANKH **ankylosis, progressive homolog mouse Hs.168640 
107696 PLEKHA3 pleckstrin homology domain containing, family A phosphoinositide binding specific member 3 Hs.41086 
107421 PPI5PIV phosphatidylinositol 4,5 bisphosphate 5-phosphatase homolog; phosphatidylinositol polyphosphate 5-phosphatase ty pe IV Hs.25156 
102547 STMN1 stathmin 1/oncoprotein 18 Hs.250811 
118566 RRM1 ribonucleotide reductase M1 polypeptide Hs.2934 
110073 PLG plasminogen Hs.75576 
113984 FLJ10036 hypothetical protein FLJ10036 Hs.21331 
100408 HSU79274 protein predicted by clone 23733 Hs.150555 
222033  ESTs Hs.173495 
224122 FLJ23468 hypothetical protein FLJ23468 Hs.38178 
101617 FLJ23468 hypothetical protein FLJ23468 Hs.38178 
117268 HMGB1 high-mobility group box 1 Hs.337757 
117775 XRCC5 X-ray repair complementing defective repair in Chinese hamster cells 5 double-strand-break rejoining; Ku autoantig en, 80kDa Hs.84981 
101287  Homo sapiens BX1 mRNA, partial cds Hs.249247 
99152 FLJ10545 hypothetical protein FLJ10545 Hs.88663 
105534 NEK2 NIMA never in mitosis gene a-related kinase 2 Hs.153704 
117029 OIP2 Opa-interacting protein 2 Hs.274170 
116973 PPIH peptidyl prolyl isomerase H cyclophilin H Hs.9880 
111193 SMC4L1 SMC4 structural maintenance of chromosomes 4-like 1 yeast Hs.50758 
102924 MPHOSPH1 M-phase phosphoprotein 1 Hs.240 
224171 RAD18 postreplication repair protein hRAD18p Hs.21320 
111500 MPHOSPH1 M-phase phosphoprotein 1 Hs.240 
309323 IL4I1 interleukin 4 induced 1 Hs.380444 
309135 TOPK T-LAK cell-originated protein kinase Hs.104741 
113173 TOPK T-LAK cell-originated protein kinase Hs.104741 
99493 CDCA1 cell division cycle associated 1 Hs.234545 
307606 PIR51 RAD51-interacting protein Hs.24596 
226424 NUP107 nuclear pore complex protein Hs.236204 
317711  ESTs Hs.370736 
110102 FLJ22009 hypothetical protein FLJ22009 Hs.123253 
115900 KIAA0101 KIAA0101 gene product Hs.81892 
105721 DKFZP564B167 DKFZP564B167 protein Hs.76285 
100433 C6orf34 chromosome 6 open reading frame 34 Hs.111029 
98672 TTTY15 testis-specific transcript, Y-linked 15 Hs.45068 
226392 TMEFF2 transmembrane protein with EGF-like and two follistatin-like domains 2 Hs.22791 
107681 COPS7A COP9 constitutive photomorphogenic homolog subunit 7A Arabidopsis Hs.3758 
121351 KLK3 kallikrein 3, prostate specific antigen Hs.171995 
108963    
110930    
115012 KLK3 kallikrein 3, prostate specific antigen Hs.171995 
224770 BM039 uncharacterized bone marrow protein BM039 Hs.283532 
222224 BM039 uncharacterized bone marrow protein BM039 Hs.283532 
108331 LOC129642 hypothetical protein BC016005 Hs.356547 
106318 HP43.8KD HP43.8KD protein Hs.332841 
107782  Homo sapiens cDNA FLJ38366 fis, clone FEBRA2001134 Hs.351935 
107624 FLJ12890 hypothetical protein FLJ12890 Hs.43299 
100327 HDGF hepatoma-derived growth factor high-mobility group protein 1-like Hs.89525 
309419 COL4A3BP collagen, type IV, alpha 3 Goodpasture antigen binding protein Hs.21276 
222285 COL4A3BP collagen, type IV, alpha 3 Goodpasture antigen binding protein Hs.21276 
186773  ESTs Hs.192480 
318019  EST Hs.230769 
308091 MTHFD1 methylenetetrahydrofolate dehydrogenase NADP+ dependent, methenyltetrahydrofolate cyclohydrolase, formyltetrahydr ofolate synthetase Hs.172665 
111451 LOC92906 hypothetical protein BC008217 Hs.91684 
109314 C21orf45 chromosome 21 open reading frame 45 Hs.49932 
103802 PAICS phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase Hs.117950 
103731 HMGB2 high-mobility group box 2 Hs.80684 
102141 PRIM1 primase, polypeptide 1, 49kDa Hs.82741 
107871 MIPEP mitochondrial intermediate peptidase Hs.68583 
308577  ESTs Hs.68505 
120582 RAI17 retinoic acid induced 17 Hs.7252 
115296  Homo sapiens, clone IMAGE:4106329, mRNA Hs.351201 
109612  ESTs Hs.188687 
111570  ESTs Hs.374301 
223650  ESTs Hs.186607 
105433  Homo sapiens mRNA; cDNA DKFZp586J0323 from clone DKFZp586J0323 Hs.102301 
100360 H4FG H4 histone family, member G Hs.46423 
220701 KIAA0187 **KIAA0187 gene product Hs.10848 
104595  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.356530 
120576  ESTs Hs.44811 
109692  ESTs Hs.59982 
103256  **Homo sapiens clone 23620 mRNA sequence Hs.90797 
226368  **Homo sapiens cDNA FLJ38530 fis, clone HCHON2001039 Hs.379093 
226302 FLJ20354 hypothetical protein FLJ20354 Hs.133260 
225207 PRO2325 hypothetical protein PRO2325 Hs.31535 
103744 DC13 DC13 protein Hs.6879 
107580  ESTs Hs.167787 
309269  Homo sapiens cDNA FLJ35632 fis, clone SPLEN2011678 Hs.120591 
106493 COL4A3BP **collagen, type IV, alpha 3 Goodpasture antigen binding protein Hs.21276 
101410  ESTs Hs.133294 
226128 LOC51312 mitochondrial solute carrier Hs.300496 
224114 UAP1 UDP-N-acteylglucosamine pyrophosphorylase 1 Hs.21293 
114839 UAP1 UDP-N-acteylglucosamine pyrophosphorylase 1 Hs.21293 
308186 KIAA0830 KIAA0830 protein Hs.167115 
226407 KIAA0830 KIAA0830 protein Hs.167115 
107304 HERC3 hect domain and RLD 3 Hs.35804 
115697 KLK4 kallikrein 4 prostase, enamel matrix, prostate Hs.218366 
102275 NKX3A NK3 transcription factor homolog A Drosophila Hs.55999 
98358 NKX3A NK3 transcription factor homolog A Drosophila Hs.55999 
118516 TMPRSS2 transmembrane protease, serine 2 Hs.318545 
113101  **ESTs Hs.127765 
108637 TMPRSS2 transmembrane protease, serine 2 Hs.318545 
119033 ALDH1A3 aldehyde dehydrogenase 1 family, member A3 Hs.75746 
220215  ESTs, Highly similar to JE0350 Anterior gradient-2 - human [H.sapiens] Hs.194563 
220094 LOC51313 AD021 protein Hs.323583 
223954 MDS030 uncharacterized hematopoietic stem/progenitor cells protein MDS030 Hs.181385 
120973 ARSDR1 androgen-regulated short-chain dehydrogenase/reductase 1 Hs.179817 
110124 MDS030 uncharacterized hematopoietic stem/progenitor cells protein MDS030 Hs.181385 
115400  Homo sapiens clone 24923 mRNA sequence Hs.7037 
223546 WHIP **Werner helicase interacting protein Hs.236828 
314235  Homo sapiens cDNA FLJ36248 fis, clone THYMU2001989 Hs.41352 
107511 MAOA monoamine oxidase A Hs.183109 
227103  ESTs Hs.188613 
221513 GLUD1 glutamate dehydrogenase 1 Hs.77508 
113888 GLUD1 glutamate dehydrogenase 1 Hs.77508 
113278 GLUD1 glutamate dehydrogenase 1 Hs.77508 
307263 PEG3 paternally expressed 3 Hs.139033 
102474 ZIM2 **zinc finger, imprinted 2 Hs.201776 
100489 CBS cystathionine-beta-synthase Hs.84152 
307684 FLJ20152 hypothetical protein FLJ20152 Hs.82273 
113760 ALDRL6 aldehyde reductase aldose reductase like 6 Hs.129227 
118685 KIAA0367 KIAA0367 protein Hs.23311 
223769  Homo sapiens cDNA FLJ32320 fis, clone PROST2003537 Hs.165464 
115238 XPC xeroderma pigmentosum, complementation group C Hs.320 
109873 KIAA1200 KIAA1200 protein Hs.284157 
115255 RLN1 relaxin 1 H1 Hs.105314 
113435 RLN1 relaxin 1 H1 Hs.105314 
310788 RLN1 relaxin 1 H1 Hs.105314 
220276 RLN2 relaxin 2 H2 Hs.127032 
108057 EBRP emopamil binding related protein, delta8-delta7 sterol isomerase related protein Hs.298490 
319844  Homo sapiens, clone IMAGE:3028427, mRNA, partial cds Hs.306117 
113705  ESTs, Weakly similar to neuronal thread protein [Homo sapiens] [H.sapiens] Hs.27384 
222187 FLJ10326 hypothetical protein FLJ10326 Hs.262823 
111658 ABCC4 ATP-binding cassette, sub-family C CFTR/MRP, member 4 Hs.139336 
101143 SORD sorbitol dehydrogenase Hs.878 
105485 MCCC2 methylcrotonoyl-Coenzyme A carboxylase 2 beta Hs.167531 
225252 DKFZP586A0522 DKFZP586A0522 protein Hs.288771 
114324 DKFZP586A0522 DKFZP586A0522 protein Hs.288771 
225557  ESTs Hs.48376 
117299  ESTs, Highly similar to PECI_HUMAN Peroxisomal 3,2-trans-enoyl-CoA isomerase Dodecenoyl-CoA delta-isomerase D3,D2-enoyl -CoA isomerase DBI-related protein 1 DRS-1 Hepatocellular carcinoma-asso Hs.180716 
115002 TBC1D4 TBC1 domain family, member 4 Hs.173802 
106527  ESTs Hs.246973 
115539  Homo sapiens mRNA for FLJ00066 protein, partial cds Hs.194478 
103930  Homo sapiens cDNA FLJ40165 fis, clone TESTI2015962 Hs.5740 
101139  Homo sapiens cDNA FLJ10577 fis, clone NT2RP2003367 Hs.153321 
113474 RPL35 ribosomal protein L35 Hs.182825 
106001 EWSR1 Ewing sarcoma breakpoint region 1 Hs.129953 
109868  Homo sapiens mRNA; cDNA DKFZp686F18109 from clone DKFZp686F18109 Hs.376858 
111415 RNPS1 RNA binding protein S1, serine-rich domain Hs.75104 
107802 NCL nucleolin Hs.79110 
103119 UBL4 ubiquitin-like 4 Hs.76480 
316754    
113216 CKB creatine kinase, brain Hs.173724 
104449 ETV2 ets variant gene 2 Hs.194061 
99076 TJP1 tight junction protein 1 zona occludens 1 Hs.74614 
110535 NFIX nuclear factor I/X CCAAT-binding transcription factor Hs.35841 
117284 PAI-RBP1 PAI-1 mRNA-binding protein Hs.165998 
114725 PAI-RBP1 PAI-1 mRNA-binding protein Hs.165998 
221464 RUVBL1 RuvBcoli

similarto hypothetical protein FLJ20378 [Homo sapiens] [H sapiens] Hs 234852

307261 CHD2 chromodomain helicase DNA binding protein 2 Hs.36787 
221077 B7H2 KIAA0653 protein, B7-like protein Hs.14155 
115786  ESTs, Weakly similar to ALU7_HUMAN Alu subfamily SQ sequence contamination warning entry [H.sapiens] Hs.193250 
186980  ESTs Hs.347019 
120320  ESTs Hs.130293 
104072    
98861 MMP11 matrix metalloproteinase 11 stromelysin 3 Hs.155324 
308993  ESTs Hs.173964 
109862  ESTs, Highly similar to IRX7_HUMAN Iroquois-class homeodomain protein IRX-7 [H.sapiens] Hs.369907 
307571 EST, Moderately
118165 WRB tryptophan rich basic protein Hs.198308 
221650  Homo sapiens cDNA: FLJ21288 fis, clone COL01927 Hs.6019 
111630 LOC51014 CGI-109 protein Hs.278391 
119469 LOC51014 CGI-109 protein Hs.278391 
115469 SEC22L1 SEC22 vesicle trafficking protein-like 1 S. cerevisiae Hs.50785 
226997 SEC23B Sec23 homolog B S. cerevisiae Hs.173497 
226766 TP53INP1 tumor protein p53 inducible nuclear protein 1 Hs.75497 
223961 TP53INP1 tumor protein p53 inducible nuclear protein 1 Hs.75497 
110359 ATP2B4 **ATPase, Ca++ transporting, plasma membrane 4 Hs.343522 
100749 ARCN1 archain 1 Hs.33642 
102473 P115 vesicle docking protein p115 Hs.325948 
100537  ESTs, Moderately similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.293987 
319372 CGI-127 yippee protein Hs.184542 
222413 LOC51136 PTD016 protein Hs.30154 
116193  ESTs Hs.24349 
113223 CCNG1 cyclin G1 Hs.79101 
433357  *mitoch. cont.  
433309  *mitoch. cont. EST  
224383  ESTs, Highly similar to S69211 serine/threonine-specific protein kinase EC 2.7.1.-, Rho-associated - human [H.sapiens] Hs.356226 
104763 GPI **glucose phosphate isomerase Hs.279789 
223522  ESTs, Weakly similar to 2108276A ssDNA-binding protein [Rattus norvegicus] [R.norvegicus] Hs.181059 
114507 ATP6V1A1 **ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A, isoform 1 Hs.281866 
113568 ATP6V1A1 **ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A, isoform 1 Hs.281866 
114628 JUP junction plakoglobin Hs.2340 
315775  Homo sapiens, similar to PDZ domain proteins, clone MGC:27107 IMAGE:4837939, mRNA, complete cds Hs.131834 
110083 CITED2 Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 Hs.82071 
318245 ID2 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein Hs.180919 
319460 MGC27076 hypothetical protein MGC27076 Hs.13138 
113399 TAX1BP1 Tax1 human T-cell leukemia virus type I binding protein 1 Hs.5437 
113311 CETN2 centrin, EF-hand protein, 2 Hs.82794 
312699 PIGB phosphatidylinositol glycan, class B Hs.247118 
226537 PDCD4 programmed cell death 4 neoplastic transformation inhibitor Hs.326248 
319894 LOC50999 CGI-100 protein Hs.348996 
313059 LOC50999 CGI-100 protein Hs.348996 
106210 LOC50999 CGI-100 protein Hs.348996 
111994 FAM3C family with sequence similarity 3, member C Hs.29882 
108419 SPPL2A putative intramembrane cleaving protease Hs.28980 
224959 AGTPBP1 ATP/GTP binding protein 1 Hs.21542 
120782 FLJ20069 hypothetical protein FLJ20069 Hs.273294 
117943 AGM1 N-acetylglucosamine-phosphate mutase Hs.237323 
222776 LOC51026 CGI-141 protein Hs.62275 
222558 IPLA2GAMMA intracellular membrane-associated calcium-independent phospholipase A2 gamma Hs.44198 
319117 DKFZp434H2226 hypothetical protein DKFZp434H2226 Hs.274457 
311935 FLJ13220 hypothetical protein FLJ13220 Hs.41127 
115515  Homo sapiens cDNA: FLJ21288 fis, clone COL01927 Hs.6019 
246144    
103482 PKIB protein kinase cAMP-dependent, catalytic inhibitor beta Hs.106106 
107793  ESTs Hs.127669 
120920 KIAA0905 yeast Sec31p homolog Hs.70266 
312357  EST Hs.235047 
99619 JUND jun D proto-oncogene Hs.2780 
110798 JUND jun D proto-oncogene Hs.2780 
115593  Homo sapiens, Similar to RIKEN cDNA 1500009M05 gene, clone MGC:40370 IMAGE:5105935, mRNA, complete cds Hs.295953 
119984  Homo sapiens cDNA: FLJ21245 fis, clone COL01184 Hs.99785 
112122 PPM1D protein phosphatase 1D magnesium-dependent, delta isoform Hs.100980 
118407 KIAA0669 KIAA0669 gene product Hs.52526 
110997 DNAJB4 DnaJ Hsp40 homolog, subfamily B, member 4 Hs.41693 
309630 SPAG1 sperm associated antigen 1 Hs.153057 
116168 APG-1 heat shock protein hsp110 family Hs.71992 
101301 WW45 WW45 protein Hs.288906 
116866 BACE beta-site APP-cleaving enzyme Hs.49349 
113064 GDAP2 ganglioside induced differentiation associated protein 2 Hs.29493 
107834 MKNK2 MAP kinase-interacting serine/threonine kinase 2 Hs.261828 
227069 SPAG9 sperm associated antigen 9 Hs.129872 
226689 RAP2B RAP2B, member of RAS oncogene family Hs.239527 
112744 OR2A9P olfactory receptor, family 2, subfamily A, member 9 pseudogene Hs.133517 
109949 KIAA0212 KIAA0212 gene product Hs.154332 
223122 CYLD cylindromatosis turban tumor syndrome Hs.18827 
107772 TRIP11 thyroid hormone receptor interactor 11 Hs.85092 
105955 ZFP103 zinc finger protein 103 homolog mouse Hs.155968 
316166 KIAA0737 KIAA0737 gene product Hs.194035 
316109  Homo sapiens cDNA FLJ35146 fis, clone PLACE6010077 Hs.378693 
107296  **Homo sapiens cDNA FLJ35146 fis, clone PLACE6010077 Hs.378693 
105947 FLJ23399 hypothetical protein FLJ23399 Hs.299883 
110348 CALD1 caldesmon 1 Hs.325474 
314233 MYH9 myosin, heavy polypeptide 9, non-muscle Hs.146550 
105810 MYH9 myosin, heavy polypeptide 9, non-muscle Hs.146550 
116502  ESTs Hs.21914 
117157 ALCAM activated leukocyte cell adhesion molecule Hs.10247 
107305 SGCB sarcoglycan, beta 43kDa dystrophin-associated glycoprotein Hs.77501 
311547 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
225511  ESTs Hs.15936 
307720 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
99108 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
98869 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
102419 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
223971  ESTs Hs.124230 
220746 TSGA zinc finger protein Hs.321707 
107729 ASNS asparagine synthetase Hs.75692 
101429  Homo sapiens mRNA; cDNA DKFZp547N196 from clone DKFZp547N196; complete cds Hs.24970 
221512 CRYZL1 crystallin, zeta quinone reductase-like 1 Hs.330208 
118249 CHD2 chromodomain helicase DNA binding protein 2 Hs.36787 
110583  **Homo sapiens, Similar to RIKEN cDNA 1700010L19 gene, clone MGC:16214 IMAGE:3659061, mRNA, complete cds Hs.103441 
106645  ESTs, Moderately similar to REL_HUMAN C-Rel proto-oncogene protein C-Rel protein [H.sapiens] Hs.48527 
224623 NR1D2 nuclear receptor subfamily 1, group D, member 2 Hs.37288 
103937 KIAA0905 yeast Sec31p homolog Hs.70266 
224784 KIAA1673 KIAA1673 Hs.301444 
223349 KIAA1673 KIAA1673 Hs.301444 
221311 KIAA1673 KIAA1673 Hs.301444 
310828  Homo sapiens cDNA FLJ31683 fis, clone NT2RI2005353 Hs.25144 
116212 KIAA1673 KIAA1673 Hs.301444 
118906 FTS **fused toes homolog mouse Hs.288929 
104854 FTS **fused toes homolog mouse Hs.288929 
106023 ABCA5 **ATP-binding cassette, sub-family A ABC1, member 5 Hs.180513 
104350  Homo sapiens cDNA FLJ33142 fis, clone UTERU1000192 Hs.364193 
314008 SH3GLB1 SH3-domain GRB2-like endophilin B1 Hs.136309 
307586 SH3GLB1 SH3-domain GRB2-like endophilin B1 Hs.136309 
115908 KIAA1254 KIAA1254 protein Hs.82506 
223144  ESTs Hs.101515 
116107 KIAA0438 KIAA0438 gene product Hs.279849 
226428 SH3GLB1 SH3-domain GRB2-like endophilin B1 Hs.136309 
113400 SH3GLB1 SH3-domain GRB2-like endophilin B1 Hs.136309 
102680 KIAA0905 **yeast Sec31p homolog Hs.70266 
102443 MAP1A/1BLC3 microtubule-associated proteins 1A/1B light chain 3 Hs.121849 
101217 RRM2B ribonucleotide reductase M2 B TP53 inducible Hs.94262 
114031 CYLD cylindromatosis turban tumor syndrome Hs.18827 
226987  Homo sapiens mRNA; cDNA DKFZp313N0621 from clone DKFZp313N0621; complete cds Hs.379768 
118524 DNAJC3 DnaJ Hsp40 homolog, subfamily C, member 3 Hs.9683 
107112  Homo sapiens cDNA: FLJ21288 fis, clone COL01927 Hs.6019 
223772 KIAA0905 yeast Sec31p homolog Hs.70266 
103854 LAP1B DKFZP586G011 protein Hs.234265 
101936 LAP1B DKFZP586G011 protein Hs.234265 
317494 LAP1B DKFZP586G011 protein Hs.234265 
315391  ESTs Hs.134778 
102057 SDNSF **neural stem cell derived neuronal survival protein Hs.84775 
109489 MEN1 multiple endocrine neoplasia I Hs.240443 
106486 MEN1 multiple endocrine neoplasia I Hs.240443 
306865 FLJ11273 hypothetical protein FLJ11273 Hs.3542 
222504 FLJ11273 hypothetical protein FLJ11273 Hs.3542 
115318 ALEX3 ALEX3 protein Hs.172788 
115251 DJ465N24.2.1 **hypothetical protein dJ465N24.2.1 Hs.8084 
98829 KIAA1799 KIAA1799 protein Hs.106614 
307106 LOC152399 similar to Protein HSPC030 Hs.180145 
225738 FLJ32370 hypothetical protein FLJ32370 Hs.280858 
223606 C20orf111 chromosome 20 open reading frame 111 Hs.75798 
116338 BIRC2 baculoviral IAP repeat-containing 2 Hs.289107 
115483 MGC33864 hypothetical protein MGC33864 Hs.167073 
101464 BIRC2 baculoviral IAP repeat-containing 2 Hs.289107 
118021  ESTs Hs.8917 
115734 CL25084 hypothetical protein CL25084 Hs.7100 
223458 SERP1 stress-associated endoplasmic reticulum protein 1; ribosome associated membrane protein 4 Hs.76698 
106724 SERP1 stress-associated endoplasmic reticulum protein 1; ribosome associated membrane protein 4 Hs.76698 
98399 ALEX3 ALEX3 protein Hs.172788 
221269 ALEX3 ALEX3 protein Hs.172788 
99456  Homo sapiens cDNA FLJ34888 fis, clone NT2NE2017332 Hs.20976 
99954 SEC24D SEC24 related gene family, member D S. cerevisiae Hs.19822 
107276 MGC17943 hypothetical protein MGC17943 Hs.106390 
98867 MGC17943 hypothetical protein MGC17943 Hs.106390 
107179 LZTFL1 leucine zipper transcription factor-like 1 Hs.30824 
98411  ESTs Hs.105641 
109140 MGC17943 hypothetical protein MGC17943 Hs.106390 
118280 LOC152399 similar to Protein HSPC030 Hs.180145 
107941 LOC152399 similar to Protein HSPC030 Hs.180145 
108421 ARL1 ADP-ribosylation factor-like 1 Hs.242894 
223963 STX12 syntaxin 12 Hs.106823 
120472 VPS41 vacuolar protein sorting 41 yeast Hs.180941 
118560 PRNP prion protein p27-30 Creutzfeld-Jakob disease, Gerstmann-Strausler-Scheinker syndrome, fatal familial insomnia Hs.74621 
119830 CGR19 cell growth regulatory with ring finger domain Hs.59106 
312688 CGR19 cell growth regulatory with ring finger domain Hs.59106 
105548 CGR19 cell growth regulatory with ring finger domain Hs.59106 
318698 ESD **esterase D/formylglutathione hydrolase Hs.82193 
186427 IFNGR1 interferon gamma receptor 1 Hs.180866 
108658 FLJ32065 **hypothetical protein FLJ32065 Hs.380445 
225773 MGC2488 hypothetical protein MGC2488 Hs.267194 
220891 MGC2488 hypothetical protein MGC2488 Hs.267194 
118677 WSB1 SOCS box-containing WD protein SWiP-1 Hs.187991 
112173  ESTs, Weakly similar to neuronal thread protein [Homo sapiens] [H.sapiens] Hs.163918 
100848 CGI-127 yippee protein Hs.184542 
106426 FLJ20392 hypothetical protein FLJ20392 Hs.27047 
102564 RTP801 HIF-1 responsive RTP801 Hs.111244 
99822 DDIT3 DNA-damage-inducible transcript 3 Hs.337761 
106984 PLAB prostate differentiation factor Hs.296638 
101735 RPS27L ribosomal protein S27-like Hs.108957 
225594 GLS glutaminase Hs.239189 
114197 OCLN occludin Hs.171952 
226728 FLJ10687 hypothetical protein FLJ10687 Hs.29379 
222297 KIAA0776 KIAA0776 protein Hs.5460 
163516 TANK TRAF family member-associated NFKB activator Hs.146847 
105101 TANK TRAF family member-associated NFKB activator Hs.146847 
222122 FLJ10493 hypothetical protein FLJ10493 Hs.279610 
220853 FLJ10493 hypothetical protein FLJ10493 Hs.279610 
98395 FLJ32191 hypothetical protein FLJ32191 Hs.133437 
111956 NUCB2 nucleobindin 2 Hs.3164 
104574 C1orf8 **chromosome 1 open reading frame 8 Hs.11441 
223353 MANBA mannosidase, beta A, lysosomal Hs.115945 
112445 TM7SF3 seven transmembrane protein TM7SF3 Hs.10071 
105747 DKFZp434C0328 hypothetical protein DKFZp434C0328 Hs.24583 
223403 PIGPC1 p53-induced protein PIGPC1 Hs.303125 
117242 LOC51141 insulin induced protein 2 Hs.7089 
310270 KIAA0530 KIAA0530 protein Hs.173081 
110082 KIAA0530 KIAA0530 protein Hs.173081 
223766 PDCD6IP programmed cell death 6 interacting protein Hs.9663 
118553 MAPK9 mitogen-activated protein kinase 9 Hs.246857 
108459 SSR3 signal sequence receptor, gamma translocon-associated protein gamma Hs.28707 
106093 SSR3 signal sequence receptor, gamma translocon-associated protein gamma Hs.28707 
119425 LMAN1 lectin, mannose-binding, 1 Hs.287912 
107618  ESTs, Moderately similar to MOST-1 protein [Homo sapiens] [H.sapiens] Hs.97283 
100393 ANXA5 annexin A5 Hs.300711 
113838 RTN3 reticulon 3 Hs.252831 
110287 RTN3 reticulon 3 Hs.252831 
106018 FLJ34299 hypothetical protein FLJ34299 Hs.9521 
316905 MGC24447 hypothetical protein MGC24447 Hs.353161 
98429  Homo sapiens cDNA FLJ31414 fis, clone NT2NE2000260, weakly similar to THYMOSIN BETA-4 Hs.356629 
220640  Homo sapiens cDNA FLJ31414 fis, clone NT2NE2000260, weakly similar to THYMOSIN BETA-4 Hs.356629 
118079 CD59 CD59 antigen p18-20 antigen identified by monoclonal antibodies 16.3A5, EJ16, EJ30, EL32 and G344 Hs.278573 
99797 HSPC019 **HSPC019 protein Hs.163724 
118847 MGC24447 hypothetical protein MGC24447 Hs.353161 
112813 ITPR1 inositol 1,4,5-triphosphate receptor, type 1 Hs.198443 
101104  Homo sapiens calmodulin-I CALM1 mRNA, 3’UTR, partial sequence Hs.374441 
221875 TSG twisted gastrulation Hs.247302 
118822 TRAM translocating chain-associating membrane protein Hs.4147 
307845 FACL2 fatty-acid-Coenzyme A ligase, long-chain 2 Hs.154890 
116294 FACL2 fatty-acid-Coenzyme A ligase, long-chain 2 Hs.154890 
115918 FDFT1 farnesyl-diphosphate farnesyltransferase 1 Hs.48876 
315529 MGC26568 hypothetical protein MGC26568 Hs.154218 
105060 LIPA lipase A, lysosomal acid, cholesterol esterase Wolman disease Hs.85226 
112412 GSTA4 glutathione S-transferase A4 Hs.169907 
221280 DC2 DC2 protein Hs.103180 
105145 KL klotho Hs.94592 
311980 NDRG1 N-myc downstream regulated gene 1 Hs.75789 
105726 ARMET arginine-rich, mutated in early stage tumors Hs.75412 
114868 LOC51103 CGI-65 protein Hs.106529 
120333 KDELR2 KDEL Lys-Asp-Glu-Leu endoplasmic reticulum protein retention receptor 2 Hs.372755 
105340 EGR3 early growth response 3 Hs.74088 
114859 PKIB protein kinase cAMP-dependent, catalytic inhibitor beta Hs.106106 
103081 C21orf45 chromosome 21 open reading frame 45 Hs.49932 
109273 BTG3 BTG family, member 3 Hs.77311 
100117 FLJ10852 hypothetical protein similar to ankyrin repeat-containing priotein AKR1 Hs.95744 
105309 LOC147184 LOC147184 Hs.13740 
114844 PCAF p300/CBP-associated factor Hs.199061 
100992 ABCA5 ATP-binding cassette, sub-family A ABC1, member 5 Hs.180513 
308900 HSPC019 HSPC019 protein Hs.163724 
223840 HSPC019 HSPC019 protein Hs.163724 
116649 PLS1 plastin 1 I isoform Hs.430 
111421 IQGAP1 IQ motif containing GTPase activating protein 1 Hs.1742 
100116 SC4MOL sterol-C4-methyl oxidase-like Hs.239926 
116656 SLC6A13 **solute carrier family 6 neurotransmitter transporter, GABA, member 13 Hs.126852 
163267 TRAM translocating chain-associating membrane protein Hs.4147 
100137 INSIG1 insulin induced gene 1 Hs.56205 
100849 IDI1 isopentenyl-diphosphate delta isomerase Hs.76038 
309735  Homo sapiens calmodulin-I CALM1 mRNA, 3’UTR, partial sequence Hs.374441 
119757 SRPR signal recognition particle receptor ’docking protein’ Hs.75730 
101969 ERBB2 v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog avian Hs.323910 
101323 ENC1 ectodermal-neural cortex with BTB-like domain Hs.104925 
226579  Homo sapiens cDNA: FLJ23593 fis, clone LNG14821 Hs.287749 
226471 AF038169 hypothetical protein AF038169 Hs.145567 
107537 LOC92691 hypothetical protein BC008604 Hs.334916 
110547 MGC33190 **hypothetical protein MGC33190 Hs.211068 
115286 FAPP2 **phosphoinositol 4-phosphate adaptor protein-2 Hs.233495 
102425 AP1S2 adaptor-related protein complex 1, sigma 2 subunit Hs.40368 
308867 NUP98 nucleoporin 98kDa Hs.112255 
100754 TCEB1 transcription elongation factor B SIII, polypeptide 1 15kDa, elongin C Hs.184693 
98755 STK17A serine/threonine kinase 17a apoptosis-inducing Hs.9075 
113089 DRCTNNB1A down-regulated by Ctnnb1, a Hs.85603 
187730 FLJ23861 hypothetical protein FLJ23861 Hs.380669 
220675  ESTs, Weakly similar to Y71H2B.6.p [Caenorhabditis elegans] [C.elegans] Hs.43619 
112337 FLJ11109 hypothetical protein FLJ11109 Hs.23607 
101872 DRCTNNB1A down-regulated by Ctnnb1, a Hs.85603 
115150 SAT spermidine/spermine N1-acetyltransferase Hs.28491 
120276  Homo sapiens mRNA; cDNA DKFZp586G1520 from clone DKFZp586G1520 Hs.31834 
109727  Homo sapiens cDNA FLJ11958 fis, clone HEMBB1000996 Hs.194397 
109316  **Homo sapiens cDNA FLJ12540 fis, clone NT2RM4000425 Hs.48617 
225548 PANK pantothenate kinase Hs.116122 
117693 KIAA0874 KIAA0874 protein Hs.27973 
226685 DRCTNNB1A down-regulated by Ctnnb1, a Hs.85603 
100021 SEC22A sec22 homolog Hs.183655 
226011 LOC51008 CGI-18 protein Hs.121599 
104650 MAP1A/1BLC3 microtubule-associated proteins 1A/1B light chain 3 Hs.121849 
221436 LOC89894 hypothetical protein BC000282 Hs.8116 
110821  **Homo sapiens mRNA; cDNA DKFZp686P0929 from clone DKFZp686P0929 Hs.377773 
119919 FLJ22569 hypothetical protein FLJ22569 Hs.234355 
98394 ATF6 activating transcription factor 6 Hs.5813 
220957 FLJ20727 hypothetical protein FLJ20727 Hs.300700 
225583 FLJ31890 hypothetical protein FLJ31890 Hs.5856 
117303 C5orf3 chromosome 5 open reading frame 3 Hs.166551 
225919 FLJ21939 hypothetical protein FLJ21939 similar to 5-azacytidine induced gene 2 Hs.164478 
108965 RAB3-GAP150 rab3 GTPase-activating protein, non-catalytic subunit 150kD Hs.197289 
308060  EST Hs.229263 
105302 NRBF-2 nuclear receptor binding factor-2 Hs.27181 
115094  ESTs Hs.14173 
100680    
116364 MGC33864 hypothetical protein MGC33864 Hs.167073 
115809 EHHADH enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogenase Hs.1531 
100859 BOK BCL2-related ovarian killer Hs.293753 
112208 KIAA1260 neuroligin Hs.21107 
110070 WDR9 **WD repeat domain 9 Hs.225674 
102802 KIAA1265 KIAA1265 protein Hs.355925 
319223 SCYE1 small inducible cytokine subfamily E, member 1 endothelial monocyte-activating Hs.333513 
102200 MAP2K1IP1 mitogen-activated protein kinase kinase 1 interacting protein 1 Hs.6361 
114345 NRXN2 neurexin 2 Hs.124085 
119009  ESTs Hs.25933 
118123  ESTs Hs.25933 
120274 SCA1 spinocerebellar ataxia 1 olivopontocerebellar ataxia 1, autosomal dominant, ataxin 1 Hs.74520 
119721 ABCC5 **ATP-binding cassette, sub-family C CFTR/MRP, member 5 Hs.108660 
99078  ESTs, Moderately similar to KIAA0251 hypothetical protein [Mus musculus] [M.musculus] Hs.356670 
226089  Homo sapiens cDNA FLJ14752 fis, clone NT2RP3003071 Hs.334825 
310187 TNKS tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase Hs.131814 
110897  Homo sapiens cDNA FLJ37247 fis, clone BRAMY2006397 Hs.44833 
111756 LOC51696 hHDC for homolog of Drosophila headcase Hs.6679 
101971 PB1 polybromo 1 Hs.44143 
311784  ESTs, Highly similar to S55913 ribosomal protein L21, cytosolic - human [H.sapiens] Hs.356481 
309537  Homo sapiens mRNA; cDNA DKFZp313P0917 from clone DKFZp313P0917 Hs.31388 
308039 OXR1 oxidation resistance 1 Hs.169111 
119269 MITF **microphthalmia-associated transcription factor Hs.166017 
317719 FLJ33868 hypothetical protein FLJ33868 Hs.154434 
311743 FLJ20171 hypothetical protein FLJ20171 Hs.24743 
119719 LIM LIM protein similar to rat protein kinase C-binding enigma Hs.154103 
117438 PIGA **phosphatidylinositol glycan, class A paroxysmal nocturnal hemoglobinuria Hs.51 
315169 LIFR leukemia inhibitory factor receptor Hs.2798 
106544 SHMT2 **serine hydroxymethyltransferase 2 mitochondrial Hs.75069 
221757  Homo sapiens cDNA: FLJ22845 fis, clone KAIA5195 Hs.109087 
117909 KIAA1078 KIAA1078 protein Hs.23585 
110159 KIAA1078 KIAA1078 protein Hs.23585 
104896 VCL vinculin Hs.75350 
114766 MIG2 mitogen inducible 2 Hs.75260 
105566 STK38L **serine/threonine kinase 38 like Hs.184523 
163284 ELF1 E74-like factor 1 ets domain transcription factor Hs.154365 
101555 ROCK2 Rho-associated, coiled-coil containing protein kinase 2 Hs.58617 
100291 KIAA1078 KIAA1078 protein Hs.23585 
99868 KIAA1223 KIAA1223 protein Hs.28783 
103550 ARHGEF12 Rho guanine nucleotide exchange factor GEF 12 Hs.6582 
99507  **ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.181654 
226268  Homo sapiens cDNA FLJ31108 fis, clone IMR322000164 Hs.32793 
223176 LOC51175 epsilon-tubulin Hs.34851 
115998 LOC51175 epsilon-tubulin Hs.34851 
223261 PRDM10 PR domain containing 10 Hs.275086 
111634 PTBP2 polypyrimidine tract binding protein 2 Hs.34956 
185297 FLJ12765 **hypothetical protein FLJ12765 Hs.189829 
102264 STCH stress 70 protein chaperone, microsome-associated, 60kDa Hs.352341 
114281 SLC30A1 solute carrier family 30 zinc transporter, member 1 Hs.55610 
104795 LOC51244 hypothetical protein LOC51244 Hs.158006 
307190  ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.140237 
220811 PAPPA pregnancy-associated plasma protein A Hs.75874 
111309    
162173 MDM2 Mdm2, transformed 3T3 cell double minute 2, p53 binding protein mouse Hs.170027 
100337 MDM2 Mdm2, transformed 3T3 cell double minute 2, p53 binding protein mouse Hs.170027 
103376    
99196 gm117 gm117 Hs.26226 
107560  EST Hs.30895 
221634  Homo sapiens cDNA FLJ36550 fis, clone TRACH2008113 Hs.372549 
111023  Homo sapiens cDNA FLJ36550 fis, clone TRACH2008113 Hs.372549 
102756  ESTs Hs.94309 
315723  ESTs, Moderately similar to cytokine receptor-like factor 2; cytokine receptor CRL2 precusor [Homo sapiens] [H.sapiens] Hs.172669 
109505 FLJ21657 hypothetical protein FLJ21657 Hs.26498 

109446  ESTs Hs.380426 
316744 DKFZP572C163 DKFZP572C163 protein Hs.150751 
100496 SARS seryl-tRNA synthetase Hs.4888 
314599    
108895 CCNG2 cyclin G2 Hs.79069 
99020 HIS1 HMBA-inducible Hs.15299 
433321  *mitoch. cont.  
120657 FLJ20392 **hypothetical protein FLJ20392 Hs.27047 
111838 ZNF151 zinc finger protein 151 pHZ-67 Hs.33532 
109250 ZNF36 zinc finger protein 36 KOX 18 Hs.356344 
113706  **ESTs, Weakly similar to hypothetical protein FLJ10462 [Homo sapiens] [H.sapiens] Hs.363058 
104296 MGC29667 **hypothetical protein MGC29667 Hs.350558 

318429  ESTs Hs.192268 
108178 MGC29667 hypothetical protein MGC29667 Hs.350558 
114756  Homo sapiens cDNA FLJ33095 fis, clone TRACH2000708 Hs.12396 
313572 TUFT1 tuftelin 1 Hs.283009 
106179 GTPBP2 GTP binding protein 2 Hs.13011 
104080 ZFP36L1 zinc finger protein 36, C3H type-like 1 Hs.85155 
187712 STK38L serine/threonine kinase 38 like Hs.184523 
114612 KIAA1350 KIAA1350 protein Hs.101799 
226841 KIAA1253 **KIAA1253 protein Hs.146668 
120697 ENSA endosulfine alpha Hs.111680 
225772 CLIC4 chloride intracellular channel 4 Hs.25035 
222968 CLIC4 chloride intracellular channel 4 Hs.25035 
307947 SEL1L sel-1 suppressor of lin-12-like C. elegans Hs.181300 
114085 SEL1L sel-1 suppressor of lin-12-like C. elegans Hs.181300 
104295 DKFZP566N034 hypothetical protein DKFZp566N034 Hs.331633 
99282  Homo sapiens unknown mRNA Hs.367493 
100416 LOC118491 tetratricopeptide repeat-containing protein Hs.110667 
307538  Homo sapiens mRNA; cDNA DKFZp313A0139 from clone DKFZp313A0139 Hs.131044 
109146 PROL2 proline rich 2 Hs.75969 
186083 CSTF3 cleavage stimulation factor, 3’ pre-RNA, subunit 3, 77kDa Hs.180034 
107778 PA26 p53 regulated PA26 nuclear protein Hs.14125 
309424 DKFZP434O1427 dactylidin Hs.267120 
310768 MTHFD2 methylene tetrahydrofolate dehydrogenase NAD+ dependent, methenyltetrahydrofolate cyclohydrolase Hs.154672 
106620 MTHFD2 methylene tetrahydrofolate dehydrogenase NAD+ dependent, methenyltetrahydrofolate cyclohydrolase Hs.154672 
107839 TES testis derived transcript 3 LIM domains Hs.165986 
109989 ATF4 activating transcription factor 4 tax-responsive enhancer element B67 Hs.181243 
312469 SEL1L sel-1 suppressor of lin-12-like C. elegans Hs.181300 
102659  Homo sapiens KIAA0430 gene product KIAA0430, mRNA Hs.30909 
247977    
225791 TES testis derived transcript 3 LIM domains Hs.165986 
225105 FLJ21939 hypothetical protein FLJ21939 similar to 5-azacytidine induced gene 2 Hs.164478 
106333 RB1CC1 RB1-inducible coiled-coil 1 Hs.50421 
109573  ESTs, Weakly similar to NUCL_HUMAN Nucleolin Protein C23 [H.sapiens] Hs.30120 
314893  ESTs, Weakly similar to KHLX_HUMAN Kelch-like protein X [H.sapiens] Hs.99398 
220241 FLJ20081 hypothetical protein FLJ20081 Hs.126219 
311010 LOC63920 transposon-derived Buster3 transposase-like Hs.131250 
116944 ITGB1BP2 integrin beta 1 binding protein melusin 2 Hs.109999 
226012 WDR9 WD repeat domain 9 Hs.225674 
116402  Homo sapiens, similar to weakly similar to glutathione peroxidase 2, clone MGC:32677 IMAGE:4285958, mRNA, complete cds Hs.283072 
224367 FLJ10902 hypothetical protein FLJ10902 Hs.247112 
115767 KCNAB1 potassium voltage-gated channel, shaker-related subfamily, beta member 1 Hs.172471 
99182  ESTs Hs.117689 
101942  ESTs Hs.117689 
314687  ESTs, Weakly similar to I54374 gene NF2 protein - human fragment [H.sapiens] Hs.380707 
113177 MGC20460 **hypothetical protein MGC20460 Hs.29796 
107835 BET1 BET1 homolog S. cerevisiae Hs.23103 
224118  ESTs Hs.269683 
221275 CLK4 CDC-like kinase 4 Hs.288417 
105900 ANKRA2 **ankyrin repeat, family A RFXANK-like, 2 Hs.239154 
104837 H2AFL H2A histone family, member L Hs.28777 
108554 KIAA1925 KIAA1925 protein Hs.176980 
120287 FLJ10715 hypothetical protein FLJ10715 Hs.58974 
100513 LOC51000 CGI-19 protein Hs.285847 
99943 IFRD1 interferon-related developmental regulator 1 Hs.7879 
117492 IFRD1 interferon-related developmental regulator 1 Hs.7879 
117307 IFRD1 interferon-related developmental regulator 1 Hs.7879 
311437 CLK4 CDC-like kinase 4 Hs.288417 
223055 FLJ10379 hypothetical protein FLJ10379 Hs.14229 
116679  Homo sapiens cDNA FLJ31626 fis, clone NT2RI2003317 Hs.375198 
108349 GTF2B general transcription factor IIB Hs.258561 
247258    
224746  Homo sapiens mRNA; cDNA DKFZp313E149 from clone DKFZp313E149 Hs.136235 
318968 LOC51315 hypothetical protein LOC51315 Hs.5721 
316309 HERPUD1 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1 Hs.146393 
98431 DNAJB9 DnaJ Hsp40 homolog, subfamily B, member 9 Hs.6790 
120729 DNAJB9 DnaJ Hsp40 homolog, subfamily B, member 9 Hs.6790 
115934 UBE2B ubiquitin-conjugating enzyme E2B RAD6 homolog Hs.811 
307649 DKFZP564O1863 DKFZP564O1863 protein Hs.173074 
116442 NIFU nitrogen fixation cluster-like Hs.9908 
101547 FGF7 **fibroblast growth factor 7 keratinocyte growth factor Hs.374988 
308088 FLJ13397 hypothetical protein FLJ13397 Hs.285107 
307226 B3GNT6 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 6 Hs.8526 
107373 RNAHP **RNA helicase-related protein Hs.8765 
110398 PPIB peptidylprolyl isomerase B cyclophilin B Hs.699 
112694    
110307 RPLP0 **ribosomal protein, large, P0 Hs.350108 
120152 GNB2L1 guanine nucleotide binding protein G protein, beta polypeptide 2-like 1 Hs.5662 
112044 SEMG2 semenogelin II Hs.180016 
224564 UTY **ubiquitously transcribed tetratricopeptide repeat gene, Y chromosome Hs.115277 
107556 PPP1R10 protein phosphatase 1, regulatory subunit 10 Hs.106019 
99449    
309663 BRD2 bromodomain containing 2 Hs.75243 
222047 KIAA0712 KIAA0712 gene product Hs.111138 
311929 PLU-1 putative DNA/chromatin binding motif Hs.143323 
112780  Homo sapiens cDNA FLJ36515 fis, clone TRACH2001810 Hs.33905 
110633  ESTs Hs.192097 
112902  Homo sapiens mRNA; cDNA DKFZp667I137 from clone DKFZp667I137 Hs.355279 
118130 TBX3 T-box 3 ulnar mammary syndrome Hs.267182 
103990  **ESTs, Weakly similar to cytokine receptor-like factor 2; cytokine receptor CRL2 precusor [Homo sapiens] [H.sapiens] Hs.355489 
317665 CDH1 cadherin 1, type 1, E-cadherin epithelial Hs.194657 
103589 PRKWNK1 protein kinase, lysine deficient 1 Hs.184592 
117541 MLL3 myeloid/lymphoid or mixed-lineage leukemia3 Hs.288971 
99531 SPUVE protease, serine, 23 Hs.25338 
223804 FLJ12847 hypothetical protein FLJ12847 Hs.23782 
110762 P4HA1 procollagen-proline, 2-oxoglutarate 4-dioxygenase proline 4-hydroxylase, alpha polypeptide I Hs.76768 
110605 B2M beta-2-microglobulin Hs.75415 
109291 RPL21 **ribosomal protein L21 Hs.350077 
221044 FLJ11210 hypothetical protein FLJ11210 Hs.27842 
113852 FLJ11210 hypothetical protein FLJ11210 Hs.27842 
118286 SEMA3C sema domain, immunoglobulin domain Ig, short basic domain, secreted, semaphorin 3C Hs.171921 
226217  Homo sapiens cDNA FLJ34629 fis, clone KIDNE2015515, highly similar to NADP-DEPENDENT LEUKOTRIENE B4 12-HYDROXYDEHYDROGE NASE EC 1.1.1.- Hs.114670 
307569    
110886   
 

120741  Homo sapiens mRNA; cDNA DKFZp564A072 from clone DKFZp564A072 Hs.7780 
110935 TACC1 transforming, acidic coiled-coil containing protein 1 Hs.173159 
113139 PCNA proliferating cell nuclear antigen Hs.78996 
112253 PCNA proliferating cell nuclear antigen Hs.78996 
318310 DBI diazepam binding inhibitor GABA receptor modulator, acyl-Coenzyme A binding protein Hs.78888 
118689 LCE long-chain fatty-acyl elongase Hs.211556 
114127 DCK deoxycytidine kinase Hs.709 
120922  Homo sapiens clone 25194 mRNA sequence Hs.25318 
106631 ALEX3 ALEX3 protein Hs.172788 
107554  ESTs Hs.293561 
107553  Homo sapiens, clone IMAGE:3882977, mRNA, partial cds Hs.350268 
103199 TRAP240 thyroid hormone receptor-associated protein, 240 kDa subunit Hs.11861 
224321  Homo sapiens cDNA FLJ30332 fis, clone BRACE2007254 Hs.351572 
118824  Homo sapiens cDNA FLJ30332 fis, clone BRACE2007254 Hs.351572 
222952 CFL2 cofilin 2 muscle Hs.180141 
100037 KIAA0033 KIAA0033 protein Hs.174905 
111103 NAT1 N-acetyltransferase 1 arylamine N-acetyltransferase Hs.155956 
313671 OCLN occludin Hs.171952 
101321  Homo sapiens cDNA: FLJ21409 fis, clone COL03924 Hs.172129 
108464 SMA3 SMA3 Hs.289061 
118763 YAP1 Yes-associated protein 1, 65kDa Hs.84520 
114310 C14orf4 chromosome 14 open reading frame 4 Hs.179260 
119883  ESTs Hs.356211 
103732  **ESTs, Weakly similar to TRX2_HUMAN Trithorax homolog 2 Mixed lineage leukemia gene homolog 2 protein [H.sapiens] Hs.11637 
221425 FLJ12816 hypothetical protein FLJ12816 Hs.9175 
120541 MME membrane metallo-endopeptidase neutral endopeptidase, enkephalinase, CALLA, CD10 Hs.1298 
109890 MME membrane metallo-endopeptidase neutral endopeptidase, enkephalinase, CALLA, CD10 Hs.1298 
315763  Homo sapiens, clone MGC:10240 IMAGE:3913592, mRNA, complete cds Hs.126825 
107627 BCHE butyrylcholinesterase Hs.1327 
307439  ESTs, Moderately similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.284235 
106752  Homo sapiens cDNA FLJ33521 fis, clone BRAMY2006366 Hs.362793 
106207 SELENBP1 selenium binding protein 1 Hs.334841 
104613 BRD2 bromodomain containing 2 Hs.75243 
222034 STXBP1 syntaxin binding protein 1 Hs.239356 
110442  Homo sapiens, clone MGC:21521 IMAGE:3905596, mRNA, complete cds Hs.380809 
309007 LY9 lymphocyte antigen 9 Hs.153042 
308962  ESTs, Weakly similar to T12486 hypothetical protein DKFZp566H033.1 - human [H.sapiens] Hs.131029 
117432  **ESTs Hs.252864 
102188 FADS1 fatty acid desaturase 1 Hs.132898 
116874  **ESTs, Weakly similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.355530 
115961 KIAA0746 KIAA0746 protein Hs.49500 
116844  **Homo sapiens cDNA FLJ11796 fis, clone HEMBA1006158, highly similar to Homo sapiens transcription factor forkhead-like  7 FKHL7 gene Hs.284186 
100283 ARHB ras homolog gene family, member B Hs.204354 
222132  **Homo sapiens cDNA FLJ11796 fis, clone HEMBA1006158, highly similar to Homo sapiens transcription factor forkhead-like  7 FKHL7 gene Hs.284186 
106074 SPTLC1 **serine palmitoyltransferase, long chain base subunit 1 Hs.90458 
119476 TXNRD1 thioredoxin reductase 1 Hs.13046 
104006 GCLM glutamate-cysteine ligase, modifier subunit Hs.89709 
222077 ME1 malic enzyme 1, NADP+-dependent, cytosolic Hs.14732 
100159 ME1 malic enzyme 1, NADP+-dependent, cytosolic Hs.14732 
99219 SCD stearoyl-CoA desaturase delta-9-desaturase Hs.119597 
307062 SCD stearoyl-CoA desaturase delta-9-desaturase Hs.119597 
107126 PGD phosphogluconate dehydrogenase Hs.75888 
319772 MEN1 multiple endocrine neoplasia I Hs.240443 
101875 MEN1 multiple endocrine neoplasia I Hs.240443 
99978 FLJ22649 **hypothetical protein FLJ22649 similar to signal peptidase SPC22/23 Hs.42194 
313897  ESTs, Weakly similar to JU0033 hypothetical L1 protein third intron of gene TS - human [H.sapiens] Hs.130082 
99556 TSG twisted gastrulation Hs.247302 
101389 ATP2B1 **ATPase, Ca++ transporting, plasma membrane 1 Hs.78546 
223223 FLJ10074 hypothetical protein FLJ10074 Hs.71573 
106299 PPP1R2 protein phosphatase 1, regulatory inhibitor subunit 2 Hs.267819 
109894 RAB5B RAB5B, member RAS oncogene family Hs.77690 
310822 IL6ST interleukin 6 signal transducer gp130, oncostatin M receptor Hs.82065 
114592  ESTs Hs.8934 
308865 CDH1 cadherin 1, type 1, E-cadherin epithelial Hs.194657 
310672  ESTs, Moderately similar to AF161442_1 HSPC324 [Homo sapiens] [H.sapiens] Hs.191591 

105778    
112496 CDH1 cadherin 1, type 1, E-cadherin epithelial Hs.194657 
110534 FXYD3 FXYD domain containing ion transport regulator 3 Hs.301350 
316848  ESTs, Weakly similar to A43932 mucin 2 precursor, intestinal - human fragments [H.sapiens] Hs.34068 
221948  Homo sapiens mRNA; cDNA DKFZp686H1529 from clone DKFZp686H1529 Hs.63368 
117721 CTSO cathepsin O Hs.75262 
224031  EST Hs.238912 
222035 FLJ20160 hypothetical protein FLJ20160 Hs.23412 
100998 HMGCS1 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 soluble Hs.77910 
225325 HMGCS1 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 soluble Hs.77910 
220103 HMGCS1 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 soluble Hs.77910 
110629 NEBL nebulette Hs.5025 
119753 UGDH UDP-glucose dehydrogenase Hs.28309 
118208 MGC9850 hypothetical protein MGC9850 Hs.279591 
226071 NET-6 transmembrane 4 superfamily member tetraspan NET-6 Hs.284243 
117564 FDPS farnesyl diphosphate synthase farnesyl pyrophosphate synthetase, dimethylallyltranstransferase, geranyltranstransfe rase Hs.77393 
222092 WHIP Werner helicase interacting protein Hs.236828 
113692 MGST1 microsomal glutathione S-transferase 1 Hs.355733 
101447 PIR Pirin Hs.279663 
112754 PRDX1 peroxiredoxin 1 Hs.180909 
104517 NQO1 NADPH dehydrogenase, quinone 1 Hs.80706 
101681 NQO1 **NADPH dehydrogenase, quinone 1 Hs.80706 
225987 SLC7A11 solute carrier family 7, cationic amino acid transporter, y+ system member 11 Hs.6682 
106564  ESTs, Moderately similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.284235 
110677  Homo sapiens cDNA FLJ40901 fis, clone UTERU2003704 Hs.44898 
103680  Homo sapiens cDNA FLJ40901 fis, clone UTERU2003704 Hs.44898 
314224 LOC51141 **insulin induced protein 2 Hs.7089 
119064  Homo sapiens mRNA; cDNA DKFZp761M0111 from clone DKFZp761M0111 Hs.13299 
116504  Homo sapiens cDNA: FLJ22120 fis, clone HEP18874 Hs.5822 
113549 CDC6 CDC6 cell division cycle 6 homolog S. cerevisiae Hs.69563 
113027  ESTs Hs.344883 
114420 FBL fibrillarin Hs.99853 
221314  Homo sapiens mRNA; cDNA DKFZp762B195 from clone DKFZp762B195 Hs.356766 
103533  ESTs, Weakly similar to hypothetical protein FLJ20378 [Homo sapiens] [H.sapiens] Hs.50800 
225543 DKFZP762N2316 hypothetical protein DKFZp762N2316 Hs.16493 
314642 COX5B cytochrome c oxidase subunit Vb Hs.1342 
115997 RPL29 ribosomal protein L29 Hs.350068 
112033  EST Hs.116671 
317676  EST Hs.149960 
98825 PSME2 proteasome prosome, macropain activator subunit 2 PA28 beta Hs.179774 
227000  **Homo sapiens cDNA FLJ33122 fis, clone TRACH2001428, highly similar to Rattus norvegicus strain Sprague-Dawley spliceosomal protein SAP155 mRNA Hs.351434 
315781 RPS21 ribosomal protein S21 Hs.1948 
118717    
110310  ESTs Hs.115139 
108369    
107857 KLK3 kallikrein 3, prostate specific antigen Hs.171995 
98580  ESTs Hs.293039 
114570 RPS8 ribosomal protein S8 Hs.151604 
120497 RPS5 ribosomal protein S5 Hs.76194 
112572 RPS19 ribosomal protein S19 Hs.298262 
311243 COX17 COX17 homolog, cytochrome c oxidase assembly protein yeast Hs.16297 
114575 COX6B cytochrome c oxidase subunit VIb Hs.174031 
98779 ATP6C2 V-ATPase C2 subunit Hs.372429 
120755  **ESTs, Weakly similar to CNG1_HUMAN cGMP-gated cation channel alpha 1 CNG channel alpha 1 CNG-1 CNG1 Cyclic nucleotide gated channel alpha 1 Cyclic nucleotide gated channel, photoreceptor  Hs.356525 
106792  **ESTs, Highly similar to T43444 hypothetical protein DKFZp434C1715.1 - human fragment [H.sapiens] Hs.179112 
99803 PRKACB protein kinase, cAMP-dependent, catalytic, beta Hs.87773 
100398 PRKACB protein kinase, cAMP-dependent, catalytic, beta Hs.87773 
224655 DKFZP564D0462 hypothetical protein DKFZp564D0462 Hs.44197 
118729 DKFZP564D0462 hypothetical protein DKFZp564D0462 Hs.44197 
98969  ESTs, Weakly similar to hypothetical protein FLJ20234 [Homo sapiens] [H.sapiens] Hs.318894 
104380  Homo sapiens cDNA FLJ37631 fis, clone BRCOC2015944 Hs.23023 
98519  Homo sapiens cDNA: FLJ23160 fis, clone LNG09682 Hs.118258 
112955  Homo sapiens cDNA: FLJ23160 fis, clone LNG09682 Hs.118258 
224495 GP goliath protein Hs.102737 
105176  Homo sapiens cDNA FLJ37324 fis, clone BRAMY2018279 Hs.12714 
223502 ARSDR1 androgen-regulated short-chain dehydrogenase/reductase 1 Hs.179817 
109855 FLJ20152 hypothetical protein FLJ20152 Hs.82273 
112315  Homo sapiens mRNA; cDNA DKFZp434E235 from clone DKFZp434E235 Hs.348724 
112340  Homo sapiens mRNA; cDNA DKFZp434E235 from clone DKFZp434E235 Hs.348724 
104346  Homo sapiens mRNA; cDNA DKFZp434E235 from clone DKFZp434E235 Hs.348724 
98449  Homo sapiens cDNA FLJ38785 fis, clone LIVER2001329 Hs.378769 
115935  ESTs, Moderately similar to hypothetical protein FLJ20489 [Homo sapiens] [H.sapiens] Hs.381139 
225962  Homo sapiens cDNA FLJ30652 fis, clone DFNES2000011 Hs.5724 
114693 ALOX12 **arachidonate 12-lipoxygenase Hs.1200 
313448 MMP16 matrix metalloproteinase 16 membrane-inserted Hs.90800 
115614 MMP16 matrix metalloproteinase 16 membrane-inserted Hs.90800 
105232  Homo sapiens cDNA FLJ33272 fis, clone ASTRO2007948 Hs.47094 
311845 DKFZp761D112 hypothetical protein DKFZp761D112 Hs.103849 
222120 KIAA1497 KIAA1497 protein Hs.126085 
109427 FLJ13211 **hypothetical protein FLJ13211 Hs.380170 
112607 PRO1489 hypothetical protein PRO1489 Hs.197922 
105918 PRO1489 hypothetical protein PRO1489 Hs.197922 
106874 PRO1489 hypothetical protein PRO1489 Hs.197922 
119341 ZNF297B zinc finger protein 297B Hs.127649 
220332 LOC51313 AD021 protein Hs.323583 
108074 LOC51313 **AD021 protein Hs.323583 
226667 CPNE3 copine III Hs.14158 
106838 ZNF297B zinc finger protein 297B Hs.127649 
98959  ESTs Hs.264507 

226093 DKFZp564D177 DKFZp564D177protein Hs 24608
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