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Supplementary Figure S1

Supplementary Figure S1| Cilia in the oscula of various demosponges a. Ephydatia muelleri,
b, c. Spongilla lacustris, d. Neopetrosia vanilla, e. Haliclona mollis, f. Haliclona sp,. g. Neopetrosia

problematica, h. Aphrocallistes vastus. Scale bars 1 um.



Supplementary Figure S2| Uncompressed tree showing the evolutionary relationships of sponge TRP
Type I and Il genes. Values at nodes indicate Bootstrap support.

Supplementary Figure S3| Full alignment of TRP sequences for uncompressed tree in from Fig 5a
Supplementary Figure S4| Phylobayes alignment of data in 5¢

Supplementary Figure S5 Full alignment of sequences in Figure 5¢ and list of Sponge TRP Fastas

Supplementary Movie Legend

Supplementary Movie S1| Cilia in the osculum of a live sponge, Ephydatia muelleri, labeled using
FM1-43. High-frequency time-lapse microscopy (images taken at 50 millisecond intervals with
exposure of 50 milliseconds) indicates that the cilia are non-motile and only vibrate in the flow that

passes out the osculum.
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Supplementaryigure S3: Definitive alignmentusedfor treeshownin figure 5¢
Gm—mmmmmmm mmmmmmmmm mmmee i

TRPC1_Hsap
TRPC1_Mmus
TRPC1 Drer
TRPC2_Mmus
TRPC2_ Drer
TRPC2_ Drer
TRPC3 Hsap
TRPC3_Mmus
TRPC4 Hsap
TRPC4_ Mmus
TRPC4 Drer
TRPC4_Dmel
TRPC4 Cele
TRPC5_Hsap
TRPC5 Mmus
TRPC6_Hsap
TRPC6_Mmus
TRPC6_Drer
TRPC6_ Drer
TRPC6_Cele
TRPC7_Hsap
TRPC7_Mmus
TRPC7 Drer
TRPN_Dmel
TRPN_Cele
TRPN Drer
TRPM1 Hsap
TRPM1_Mmus
TRPM2_ Hsap
TRPM2_ Mmus
TRPM3_ Hsap
TRPM3_ Mmus
TRPM3 Drer
TRPM3_ Dmel
TRPM3 Cele
TRPM3 Cele
TRPM3 Cele
TRPM4 Hsap
TRPM4 Mmus
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM5_ Hsap
TRPM5_Mmus
TRPM5 Drer
TRPM6_ Hsap
TRPM6_Mmus
TRPM7_Hsap
TRPM7_Mmus
TRPM7_ Drer
TRPM8 Hsap
TRPM8 Mmus
TRPA Hsap_
TRPA Mmus__
TRPA Drer
TRPA Drer
TRPA Dmel
TRPA Cele
TRPV1 Hsap
TRPV1_ Mmus
TRPV1 Drer
TRPV2 Hsap
TRPV2_ Mmus
TRPV3_ Hsap
TRPV3 Mmus
TRPV4 Hsap
TRPV4 Clup
TRPV4_ Mmus
TRPV4 Drer
TRPV5 Hsap
TRPV5 Mmus
TRPV6_Hsap
TRPV6_Mmus
TRPV6_Drer
TRPML1 Hsa
TRPML1 Mmu

003295
035773
001185
035774
001025
688403
001124
062383
003297
058680
001920
609802
001022
036603
033454
004612
038866
001025
002665
001040
065122
036165
“Xl3 695955
NP_0012458
NP_493429
NP 899192
002411
001034
003298
612174
001007
001030
694167
001097
001122
502111
502118
060106
780339
003199
001339
002663
003198
055370
064673
001121
001170
700466
060142
001157
001025
076985
599013
NP_015628
NP_808449_
NP_0010070
NP_0010070
NP_648263
NP_502249_
061197
001001
001119
057197
035836
659505
659567
067638
001120
071300
001036
062815
001007
061116
071858

j2 001001
p_NP_06539
s_NP_44440

_1 pudly 1 i
590 1 TRP_
2 EE 2T
337_1 TRP_
_2 PEEDICT
170 1 TRP_
_2_[§¥7 3RF
1 iy 4 i
S TRPIC I
781 1 PRED
1 [fgam
703 1 TRP_
_1 s 5AF
_1 hwdy 5AF
_2_hwdy 6RF
_2 ¥y 6RF
453_1 TRP_
445_1_PRED
889 1 TRP
1 ey 7 i
_1 3y TRF
_2_PWEDICT
91 j§¥3N no
TRPN_TRP_4
TRPN nompC
3 EE M1
193 2 TRP_
1 W M2
2 ¥y M 2
472_2 TRP_
317_1 TRP_
_4_PEEDICT
320_1 trpm
506_1 GON_
_3_GTL 1PL
_4_GTL 2PV
2 W M4
2 ¥y M 4
613_1_ PRED
981_4_ PRED
943 2 PRED
181 1 PRED

_1 jwdz M 6
3 gy M 7
797_1 TRP_
232 1 TRP_
_4 july M 8
_1 gy M 8
2 _ TRP A 1P
1 P A 1P
66_1 TRP_A
67_1 TRP_A
4 _iso Al i
3_TRPA 1PL
IEE v
445 1 TRP_
871 1 TRP

TR

787 1 TRP_
2@ v 4
195 1 TRP_
2 BHE VS
573 1 TRP__
_2 TRP) V_G
_2 TRP| V_G
849_1_TRP_
4_1 mucoli
7_1 mucoli

LFLLACDKED
LLACDKGDYY
LFLLACEKED
TLLRAIQEEQ
ELLGAIRE
ELILAIQE
RFLDAAE
LDAAEYGNIP
AYLNAVE
AYLNAVE
SYLSAVE
KFLLAVE
QFLLSCE
LNAVEKGDYA
LSAVEKGDYA
LDAAEYGNIP
LDAAEYGNIP
RFLDAAE
RFLEAAE
RFLEAAEL
RFLDSAE
LDSAEYGNIP

OO0U0UO0O0

VCVVLEGGAF
VCTLLEGGIS

LHIAVQGMNN
LHIAVHGMYN
PIHMAVSLIEK
PLHLAVTKQY
PVHLATELNK

HYAAMKSNF'S
SIFEAVAQNN
SIFDAVAQSN
RLFEAVSSeD
RLFNAVS

RLFSVVS

RIFAAVSEeC
RIFAAVSEeC
ILFDIVSRES
ILFDIVSRES
ILFDIVSRES
MLFEAVSRAD
PLLRASKEND
PLLRAAKEND
PLLLAAKDND
PLLLAAKEND
PLFSATKENN
KLMLQVVKIL
KLMLQVVKIL

YYMVKKILEN
MVKKILESLD
YYMVKKLLEN
LGLVQQLLGH
LNLVSSLLGN
MAWVDSLLGS
IPVVRKMLEH
VVRKMLEHLE
YASVKKSLEN
YASVKKSLEN
YASVKLALEN
MAGTRRMLEN
IGSVRKLLEN
TVKQALENLE
TVKQALENLE
VVRKMLEHLE
VVRKMLEHLE
IPVVRRMLEH
IPVIRRMLEH
KPTLQECLEN
IPVVRKMLEH
VVRKMLEHLE
IPSVRKMLEH
AHVIEILAGH
TSMVESLIGH
TNVVEILTGH
PNVVSIVLVD
PNVVSIVLVD
PGTLHTIDVD
PGTLHTIYVD
PNVISIVLVD
PNVISIVLVD
PNVISIVLVD
TNTIRAVLVD
SCTIRSVLVD
TIKMVHADIA
SINAIHVDLA
EKMLTRIEVD
EKMLKRIEVD
TSMLEFLEVD
TSMLEFLEVD
TSMLEFLEVD
ATMLERVDVD
PNTLERISVD
PNTLERISVD
PRILQKMYVD
PNVILSVWVD
PNVILWVWMD
PNVILTVLVD
PNVILTVLVD
PNVILTVLVD
KETLKAINLD
RETLKAINLD
EVMKVLLEHG
EVIKVLTKNG
NFVLEQLVEA
NHLAEVLLEL
VKSLRVMGOR
ALHALIHDPV
CQDLESLLQT
CQELESLLKT
VSKMQGLHKM
PEDLAGLPDS
PEELTGLLDS
VEELVELLEN
VEELRELLEN
TADLDGLLRT
TTDLDGLLRT
TADLDGLLRT
PRALDGLLQT
LSVLRQLLDN
MCTLKKLQDN
VQALNKLLDN
VQALSKLLDN
AACIKKLLDN
VVTVQLILNT
VVTVQLILNT

LDILQLLLDY
ILQLLLDYGS
LDILQLLLDH
EVITDVLLAK
EDTMASLLQK
EDIMTSLLLK
LEVTELLLKK
VTELLLKKET
LELIELLLSF
LELIELLLSF
LEIIELLLSF
LEMVELLINY
IEMIELLLDH
IMELLLNHSV
IMELLLNHSV
ITELLLKKEV
ITELLLKKEV
LEVTELLLKK
LEVTELLLKK
MEVVELLLQQ
LEVTELLLKK
VTELLLKKEV
LEVTELLLKK
MELVNNLLAA
SGVANILLKA
TEVVKILLQA
IARSQIFVFH
IARSQIFVFH
IARSEIFMDQ
IARSEIFTDQ
IARSQIFIYQ
IARSQIFIYQ
IARSQIFIYQ
IARSEIFVYE
IARSDVFAME
RTEIFANEWL
KSCLFSNKWL
IAQSELFRGQ
IAQSELFRGQ
IAKSELFNGD
IAKSELFNGD
IAKSELFNGD
IAKTELFNGH
IAKSEIFNGE
IAKSEIFNGE
IAKSEIFSGQ
IAKKHILIYH
IAKKHILTYH
IAKNHVEVYQ
IAKNHVEVYQ
IAKDHVEFVYQ
LANDEIFTNR
LASDEIFTNR
YSRQLHINNN
YSRETHINNH
GLSIDAHIND
GVSSTLHIND
GCTREEMISD
EAIKALNNNK
DSLKELVNAT
DSLKQFVNAT
GDLKNFINAT
GNPQPLVNAT
GNPQPLVNAT
DILGRFINAT
DILDRFINAT
GNMREFINSR
GNMREFINSR
GNMREFINSR
GNLREFINTR
LEAALVLMEP
LDAAIMLMEP
LEAAMVLMEP
LEAAMVLMEP
FEAAVALMNP
IAFRHLFLLS
IAFRHLFLLS

ADALLVAIDS
GATDALLVIAT
FIHEALLVIW
FIHEALLVIW
FIHEALLVHV
EIGDALLLEI
GDALLLAISK
NVGDALLHEI
NVGDALLHI
NVGDALLHLT
NTKDALLHSI
NTGDAILYRI
GDALLYAIRK
GDALLYAIRK
GDALLLAISK
GDALLLAISK
DIGDALLLIMI
EIGDALLLHI
PIGNALLCHI
EVGDALLLEI
GDALLLAISK
EVGDALLIIAT
RGRSALHEEA
RGRTALHLﬁA
RGKAAIH ﬁA
WLEQAMLDL
WLEQAMLDHL
WLHPTMTAL
WLHPMMTAL
WLEQAMLDZL
WLEQAMLDIL
WLEQSMLDHL
WLDEAMMOAL
WLHNAMMEZL
HNAMIEALSN
EKAMNDALYW
WLEASLMDIAL
WLEASLMDHL
WLVDSMTDHL
WLKDSMTDHL
WLVDSMTDL
WLEESMTDHL
WLEEVMVDIL
WLEEVMTDL
WLEEVMME L
WLEQAMSDHL
WLEQAMLDL
WLEQAMLDHL
WLEQAMLDHL
LLEQAMLDHL
WLQEVMFTHL
WLQEVMFTEL
KATPLHLAVQ
KASPLHLAVQ
KCSSPLHLIW
KKSTPLHLHV
SGNVPLHSEV
KTPLRMAVEG
DGQTALHIRI
DGQTALHIII
DGQTALHVIAT
DGHSALHIII
DGHSALHIHI
EGQTALNIHI
EGQTALNIHI
DGQTALHIHI
DGQTALHIHI
DGQTSLHIHI
DGQMALHIHI
EGQTALHIHV
YGQTALHIF

EGQTALHIH

EGQTALHIH

EGLTALHIH

DADDTF--I
DSDDTF--K

EVVGAVDILL
DSEVVGAJDI
DTNQPAV\YRR
DTNQPRV|YKR
DTNQPRF\YKH
SKGYVRI|YEA
GYVRIVEAIL
RKEVVGAEEL
RKEVVGA‘EL
RKEVVGA*EL
SEEFVEA‘EV
GEENVEAJET
EVVGAVELLL
EVVGAVELLL
GYVRIVEAIL
GYVRIVEAIL
SKGYTRIJEA
SKGYIRI\EA

REGVYRLEV
SKGYVRI|EA

GYVRIVEAIL
SKGYVRIJEA
ERGYLHVCDA
FNGHLSLFHL
QRGHODIWDV
VLDRVD
VLDRVD
ISNKPE
ISNKPE
VLDRVD
VLDRVD
VLDRVD
EHDRID
IHDRVD
DRIDFVHLLL
DRVDFVECLL
LNDRPE
LNDRPE
ENNKPQ
ENNKPQ
ENNKPQ
VNDKPD
VSNKPE
VSNKPD
VNDKPD
VMDRVD
VMDRVD
VMDRVA!
VMDRVS
VMDRVE
IKDRPK
IKDRPK
NGDLEMIKMC
SGDLDMIKMC
RGGNLDIIKL
RGGNIEVIKL
HGGDIKAJEL
NHPETLKKIL

ERRNMALHTL
E TL
ERRSMKF\4OM
EKRSLQCIYKL

EKRSLWC|KL
ERRQGDIAAL
ERRQGDITAV
ERRCKHY{YEL
ERRCKHY\YEL
ERRCKHY\YEL
ERRCKQY\YEL
VNQNVNLvRA
MNQNVNL‘RA
VNQNMNLvRA
INQNVNLRA
INQNPNLIWE
YTQLYQAIFH
YTQLYQAIFY

EERERERRR

FERRRRRARRERERAR

NHRKRSILAA
LLNHRRRSI|
LLARLERET]
LLDRLDQET!
LLDRLDLET]
ILNHPGFAI
GHPGFAILAA
LLNHKKPSI
LLNHKKPSI
LLNHKKPSI|
LLDHENVTI
IVEHLKMD
SYRRPSMLAA
SYRKPSMLAA
SHPAFAILAA
NHPAFAILAA
ILSHRAFAT]
ILSHQAFAI
LVNHPNITI|
ILNHPAFAI
SHPAFAILAA

ENGSMQRLEH
ENGSMKRLEN

LDNGQIDILA
LDNGHIDILA
CIGYGKID
CILKGKVE
CLKSGKIS
OMEKNSMMAV
LVENGDVQS
LVENGDVQS
LVKKGDVHS
LVENGNVHS
LVENGNVHS
LIAAGDVN
LIAAGDVN
LVAQGDVHS
LVAQGDVHS
LVAQGDVHS
LVEKGDVHS
LLTRRSVSSF
LLARGSASSF
LLARRSVSSF
LLARGSVSSF
MIKRGDVTAF
AVDQYALP
AVDQYILP


Owner
Typewritten Text
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1009944 2 DMSLAVE PVVVSAAVVQ LRATNMLGSA
8658_2 pol YLSPSVE PMVVSASVVH LRATNMLGSA
3197787_1_ MSSAPTEHNT PTVIRASLVI LKATNLLGQV
0288 1 pol FLDTPVSKTE KTNFKTLS-- --—-------
2887 3 pol FIDTPVSKTE KINFKTLS-- —--------—-
1002310_1_ FLDTPLSSEE PTNFKSLS-- -——-------
2838_3_PKD FVASTGASE- APAFGSCT-- —--------—-
057196_2_P FLHTPSDTE- -VSFQAIS-- -——-------
543967 _3 P FLHTPSDTE- -VSFQAIS-- —------——-
852087 2 P FLHTPSDSE- -VSFQTIS-- ———-------
695404_2_P FVNLPGSN- -MSFSSIG-- ----------
055201_2_ P FLDTSVPGEE RTNFKSIR-- -——-------
001156476_ FVDTSLPDDE RSSFRSIR-- ———---=---
609561_2 P NREMVVAPSV TVGFEKLISD SIQANMSFHE
KATLQELLLE LAIAARVDHQ DGSTPLHYAC AAENDAVISL
———————— MQ TAIDKGVDHS DGNTPLHYAA AADNHEVIEL
KLESGSSSTF ESIT------ ——————= YEN KLLGRPRLRL
RESNYSRVTE VSAEEAVMNI VENSQ----- —-—-—-- EARH
SNYSEVTEVS AEEAVMNIVE NSQ------- —--- EARHLL
LHVIEQVGVD LAEQNIFTEV WLFQHYFATII. ILNQVDFLEL
IDGLJHTLPS LALEKIFIEK WVQRIFFSAL TTNNTGFVHR
———————— MA FVSKYALDQS TRKQVFHLNL LETNRDLTR-
REIVENIFNN SDIQQRLIKE ELFQRLMFAI TKDEEYVEKK
MDTARTFS-- ---——==-== ————= VEEKL TSFDESFVKF
GIAFSDVS-- ———————=—= -PYLKLVGKP RLKQFRVEKG
TPFELAVN-- -————————- -KQDAMAAYL AGPDYEVRRL
YRALLKELSL VIKYNQKEFV SQSNCQOFEIN TV IHTPFMK
ALLKELSLVI KYNQKEFVSQ SNCQQFLNTV WIHTPFMKFI
YRALLKELSL VIKYNQKEFV IHTPFIK
YAALLRRLAR KVNYNQKQFV SIPLKIPVLK
YSALLRKLSK KVNYNQKQFV SIPLKIPVIK
YSALLRKLSK KVNYNQKQFV SIPLKVPVIK
YTALLAKLAN IIKYEVKKFV TIQLRSPFMK
ALLAKLANII KYEVKKFVAH WLRSPFMKFV
YTALLQELSK VIKYRQKEFV SREIRKPFIK
YTALLQELSK VIKYRQKEFV SRuIRKPFIK
YTALLQELSK VIKYRQKEFV SR IRKPFIK
YTALLRRLSF LIKLRQKKFV S?EMRKPFIK
YYALLKRLSF IIQLSQKRFV DIJAKKPFIK
ALLKELSKVI KYHQKEFVAQ PNCQQLLATL WIKKPFIKFI
ALLKELSKVI KYHQKEFVAQ PNCQQLLATL WIKKPFIKFI
ALLAVLANII KYEVKKFVAH WMRGPFMKFV
ALLAVLANII KYEVKKFVAH WLRGPFMKFV
YAALLASLAN IIKYELKKFV SIIMRGPFLK
YTALLAVLAN IIKYELKKFV SIPYIRGPFLK
FSALLQRLAF EIKYEQKAFV SIJVRSPFMK
YTALLARLAN IIKYEVKKFV TMJLRSPFMK
ALLARLANII KYEVKKFVAH WLRSPFMKFV
YTALLAQLAN IIKYEVKKFV TLLRSPFMK
VTALYIVLST KIENEQKEVI EL{JNKVPIIK
VTALYRDMSE KIENEQKEVV EV{JGRAPIIK
VTALLTLCAL RIEGRQKGVV EVNTIPIVK
WKAAYKAMAH EVAAKHRDFI DM YNAPIVK
WKAAYKAMAH EVAAKHRDFI DM YNAPIVK
WAACLKELSK ELEAKDMKFV FTAPVVV
WAACLKELSK ELEAKDMKFV FNAPVVI
WKAACKAMAH EVAAKHRDFI DM YNAPIVK
WKAACKAMAH EVAAKHRDFI DMYNAPIVK
WKAACKAMAH EVAAKHRDFI DM YNAPIVK
WKSSYKAMAH EVAANHRALL DL{YTAPITK
WKAAYKSLAT EVIVNNKHFL DL YSAPIST
AAYVSLAKTA NNGHRKFLAH PCCQMLLSDL WYKAPITTYW
CAYKATAKIV LANTKTFLAH PCCQILLAEL WYSSPITKFW

LLDGLIARGD
DGLIARGDLG

MLERNIDHNL
MLESK---YL

ERLYFVNLFI
SQLYKRQEFI

WNAAIAGMHH
WTVAIRGMK{

IKGCKEFTSL
MNGNENVDVF
SCTVPILAEV

EVVKFLYIMV
KEKGGLALEM
TRCYNSTWLI

WNAILYGVEQ
FTARLNVISH
WGTGVVDLDR

FTASGDPS-- ———==-=-==-= ——————————

BIIHGASYFT
IHGASYFTFL
IIHSASYFT
LLHSASYLW
LLHSASYMW
LLHSASYMW
AHAASFII
AHAASFIIFL
ICHTASYLT
ICHTASYLT
ICHTASYLT
ICHSASYFT
LSHSGSYIF
CHTASYLTFL
CHTASYLTFL
AHAASFTIFL
AHAASFTIFL
AHAASFTI
AHAASFTI
FYYSVSFAT
AHAVSETI
AHAVSFTIFL
AHAVSETL
SYLTSHIY
CHIVSHVY
SHLVSHIF
WEYTISYLG
WEYTISYLG
HLNILSYFA
HMNILSYFA
WEYTLAYIG
WEYTLAYIG
FHTLAYVG
ADSIAYMF
SWTISFIL
LWFFAFIWFL
SWCIAFLIFL

BLLLLNLYRI
LLLNLYRIDY
LLLLNLYFI
LIFLLGEVW
LITLLGEIL
LIALLTEIL
LGLLVENWT
GLLVFNWTEM
LFLLLLAIV
LFLLLLAIV
LFLLLLATV
LFLLMLAFI
LILLIMAII
LLAVVEW
LLAVVEW
GLLVMNWMEM
GLLVMNWMEM
LGLLVMNWM
LGLLIMNWM
LGLLTWAWV
LGLLVVNWT
GLLVVNWTEM
BLCLLVLNWT
LMIHLSIVWY
BTILLTIVPV
LLTLFILTWS
YLLLFNYVLQ
YLLLENYVPQ
LCLFAYVWC
LCLFAYVWC
YLMLFNYITQ
YLMLENYITQ
YLMLENYIPQ
LIMFSETWQ
EITFFTYTVI
ILLTYNWSEW
TTQTCIKYEW

DYLLILWIIG
LLILWIIGMI
DYLLILWIIG
ESLHMIWVTG
HSFHMVWVVG
HSLHMVWVAG
EMLIMVWVLG
LIMVWVLGMM
ILPWVLG
ILPWVLG
ILPWVLG
ILAWVSG
CAIFLWVLG
MILPWVLGFI
MILPWVLGFI
LIISWVIGMI
LIISWVIGMI
IISWVIG
IISWVVG
SLVETWVIG
IMKWVLG
LIMKWVLGMI

YVFAYIFVWT
ITFIYTVTLS



TRPM4 Hsap
TRPM4_ Mmus
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM5_Hsap
TRPM5 Mmus
TRPM5 Drer
TRPM6_Hsap
TRPM6_ Mmus
TRPM7_Hsap
TRPM7_Mmus
TRPM7_Drer
TRPM8_ Hsap
TRPM8 Mmus
TRPA Hsap_
TRPA Mmus_
TRPA Drer
TRPA Drer
TRPA Dmel
TRPA Cele
TRPV1 Hsap
TRPV1 Mmus
TRPV1 Drer
TRPV2 Hsap
TRPV2_ Mmus
TRPV3_Hsap
TRPV3 Mmus
TRPV4 Hsap
TRPV4 Clup
TRPV4_ Mmus
TRPV4 Drer
TRPV5_ Hsap
TRPV5_ Mmus
TRPV6_Hsap
TRPV6_Mmus
TRPV6_Drer
TRPML1 Hsa
TRPML1 Mmu
TRPML1 Dre
TRPML2 Hsa
TRPML2 Mmu
TRPML2_ Dre
TRPML3 Hsa
TRPML3 Mmu
TRPML3 Dre
TRPML3_Dme
TRPML3_Dme
TRPML3 Cel
TRPP_PKD1
TRPP_PKD1
TRPP_PKD1
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2
TRPP PKD2
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
Cca7050
Cca21784
Cca260897_
51a36613_6
Sycon24227
Sycon24228
Sycon9763
Aval6635_4
Ava9904 1
Ava7536_5
Ava6620_1
Cca31351
Cca30979_3

AQLYSADLLL
AQLYSADLLI
EKLYNSSLFI
EILYNSCLFI
EKLYNSCLFI
ESLYSSSLFI
QELYRSDLFL
QQLYHSDLFL
QELYCSDLFL
EELYNTDLLV
EELYNTDLLV
EELYNTELLI
EELYNTELLI
EELYNTELLV
TELFSNALFI
TELFSTALFI
TASASHDKVV
TASASHDKVV
ATSCGAHVKV
ASSCSAHAQV
AASRSGHTRV
THDSHDATTD
AACTNQKIGV
AACTNQKIGV
AACTNQKLGL
AACTKQKIEI
AACTKQKIEI
AACTNQKAET
AACTNQKAET
AACTNQKIGI
AACTNQKIGV
AACTNQKIGV
AACTNQKIGV
AACVNSNTVM
AACVGSNTVM
AACVNSNTVM
AACVGSNIVM
AACVGNN--V
CQRYYHNLTL
CORYYHNLTL
CORYFKNITL
CKQHYKFFRL
CKQHYKFFRL
CKKSYKFFEL
CQHFYKNLTL
CQHFYRNLSL
CQQFYHNFTL
CLONYRDVEV
CLONYRDVEV
LIDRISFLPE
SIQANVRILM
SIQANVRILM
AACLQLRILM
KECYDVGSSH
KECYDVGSSH
YDCYNVESSY
KECFANNLKT
LSCYDVGFSH
LSCYDVGSSH
LNCYDVGSSH
SDCFDVGSSH
SECYGKSPWH
SDCYSKAPWH
NTCYAASTPI
EISTGRKRFI
NISDRCKKFI
THLLPES---

KMNKKLECKD
NKKLECKDKE

WSAALRVMAR
WSAALRVMAR
WTAGLVELSK
WTAGLLELSK
WTAGLLELSK
WSAGLRELSK
WAAALKEMSH
WAAAIKEMSH
WAAGMKEMAH
WKAAYRAMAH
WKAAYRAMAR
WKAAYRSMAY
WKAAYRSMAY
WKAALRSLGD
WAAALKTLAK
WAAALKTLAK
NKAHLALHNK
NKAHIALHNK
VNKAHEAVHN
VNDNHEAVRN
VNVMDYAIYY
EKDIACENDA
LTCKLEVIAY
LTCKLEVIAY
FTYKLEIVVY
FSCELEIIAF
FSWKLEIIAF
LTTDLEITVY
LTTDLEIIVY
FTCELEILVY
FTCELEILVY
FTCELEILVY
FTCELEILVY
FSWELELVVS
FSWELELVVS
FSSELELIIT
FSSDLELIVT
FSRELEIIAT

RWAARSSANS
RQAAQSSHNP
LTGAKAVLPP
WATGYLDLSR
WASGYLDLSR
WSTGYQDLSR
VASGVQRLPV
WTSGYLDLPG
WTSGYLDLPG
WTSGYLDLPG
WTTGYQDLTT
WGVNIFTLSK
WGVDIVTLSK
WAFTTVNLDY
ATDAVQYELN

LMQADARAFF
LMQADARAFF
QIAADARIFF
QIAADARIFF
QIAADAQIFF
LTSADARLFF
LTEADAKAFF
LTEADAKAFF
LTLAEAKCFF
EVSGGLRPFV
EVSGGLRPFV
EVSSRLRPFV
EVSSRLRPFV
EVSSRLRPFV
VVEATDQHFI
VVEATDQHFI
VONNRIELLN
VQHNRIELLN
AVNFNRVNLL
EVRYNRLELL
KVTHGRVELL
DAEKLHLLNH
SETPNRHDML
SETPNRHDML
GEIPNRLEML
HKSPHRHRMV
HKSPHRHRMV
NNIDNRHEML
NNIDNRHEML
NKIENRHEML
NKIENRHEML
NKIENRHEML
NKIENRHEML
SDKREARQIL
SKKKEARQIL
TKKREARQIL
TKKREARQIL
SHKKEARRIL
-ITFDNKAHS
-ITFDNKAHS
-ILFDNKAHS
-IIFDNKAHS
-ITFDNTAHS
-IDFDNSCHS
-ITFDNKAHS
-ITFDNKAHS
-IQFDNKAHS
- ITFNNRDHD
- ITFNNRDHD
-IKFDNSRHT
AVWHDNKGLS
VVWHDNKGLS
ALWHDNKGLS

RVWRAAPTIR
RSWIAEPIII
IAELKDNMWS

MLIYNKWVEY
IYNKWVEYGE

PLSKALLKYK
LVEPLN
LVEPLN
QIEPLNRIAT
VLEPLN
VLEPLN
TLEPLHT]
TLEPLHT]
AVEPINE
AVEPINE
AVEPINE|
AVEPINE|
EQTPVKE
EQTPVKE
DQTPVKE
DQTPVKE
ELTPVROQUIT
GRIPISLET-
GRIPIRLET-
GKVKLSLEN-
GKIKIYFDS-
GKIKIYLNS-
GKMKLSLGF-
GRIKISLDN-
GRIKISLDN-
GRILVDLDN-
GQMLLSLDA-
GQMLLSLDA-
GQVHVTLST-
PAWFLQHVIN
PAWFLQHIIN

nunnnd™ooDmDOO 00

YRVEAFAYVA
YTAHVISYSV
RVVFLDFTVY

GERMAILNI®G
RMATILNLGI?Y

Q! GAPVTI
Q! GAPVTA
QI APVTS

QI APVTS
QI APVTS
EIQWFAPVTS
RIJWGAPVTV

KQFTSPFVV
KWLAYGFRAH
KWCAYGFRAH
SAYGIKA
TAYGSKV
SYGKYF
WNRLGRPMYY
DK{JDRFVKRI
DK|DRFVKRI
EK|DQFAHRM

AKu—DLLIPK
-DRLIPR

E
KKFAKHM
TKKKFAKYM
DKuRKFGAVS
DK[JRKFGAVS
DK[JRKFGAVS
OKFAAVT
KYGRPY

KKYGQPY
KRYGRPY
KRYGRPY

LYGKHY

---VFQ--HG
---VSR--HG
---VSG--HG
---IFGSTQK
---ISGSTQR
---ISGTAQK
---VSGSIQK
-—-VSGSIQK
-—-MTGASAR
---IS-DANF
---IS-DANF
---KGVGWSF
SRAVFLE
SRAVFVE
TRALFLE
TRATFID
TRAAFID
NLTRAVFLD
NR{JSRAIIVD
GLTRVVFID
GLTRVVFID
GLTRVVFID
NLyTRVLFID
NS[TRVIFID
NNETRAVFID
IHYSRLCLVE
FLILLMVEKL
FVVLLLIDGL
NANINLFCVV

2

LYLLFMLCVT
LLFMLCVTFS

GNVVSYLL
LGNVVSYLL
IGNLLMYFL
IGNLLMYFL
IGNLLMYFL
LGNVLMYFL
LGNVVMYFA
LGNVVMYFA

GNVIMYFA

FYTMAYLA
WEYTMAYLA
WENTLAYLG

FNTLAYLG

FNTLFYIG
SWNVVFYIA
SWNVVFYIA

MMNLGSYCLG
MMNLGSYCLG
HLLNMTVYAL
HFLNLAIYLL
HLANLLIYSI

DNSFRLLFDV
DNSFRLLFDV
DSYARVAFDV
NAQYVLVFDA
STHYLLVEDV
NTLYLLIFDG
NTHYMMIFDA
NTHYMMIFDA
NMYMMVLFEFDA
DSMLRSVLNI
DSMLRSVLNI
DTLLIGGTDI
LTRYSPAVGL
LTRYSPAVGL

EWITLAYVLA
LLVIFIFVFG
KLIVFCEVVF

[SVLEVISLL
VLEVISLLGV

LLLFSRVSL
LLLFAHVVS
LFLYAYVVS
LFLYAYVVS
LFLYAYVVS
LFLFAYVPL
LFLFTYVGP
LFLFTYVGS
LILFSYVAA
LMLETYTVQ
LMLFTYTVH
LMLYTFVVQ
LMLYTEVVQ
LMLYSFVPQ
LLLFAYVPP
LLLFAYVTP
LIPMTILTCM
LIPMTLLICM
GVFPLTYLSS
GLLPLTYLVC
BLVFVTIYFC
VSLTQYVWKI
YMIIFTMATG
YMIIFTTATG
YLFIFTASTG
YMFIFTAVTG
YMIIFTIVLG
YNITLTLVLG
¥YNITLTLVLG
AMVIFTLTAG
AMVIFTLTAG
AMVIFTLTAG
TMIIFTLVGG
YMICFTTCVG
YMVCFTTCVG
YIICFTMCVG
YIICFTMCVG
YISIFTVCIG
VVILTCSLLC
VVILTCSLLC
LVAVVCGLLC
IVICLALC
IMICLALC
ILVCLILC
ILTCLVLC
ILTCLALC
VVILILSTLC
LTCALLC
LTCALLC
ILCILLC
VTLRL---TS
VTLRL---TS
SFLL---LT
CVVRLLVAC
CVVRLLAAC
CIVRLLVMC
CVVKLLFIF
CVLRLVVGC
CVLRLVVGC
CILRLVVGC
CVIRLVVGC
CIIRLVASC
CIIRLLASC
QSIKLIAVI
LLYNEFVTLV
LILQEIRSFL
CLFIIYYIVE

GVMVNLYDEA
MVNLYDEAKE

ILVFLSSIFG
ILVFLSSIFG
MLLVLAMNMY

IIMVIVMNVY
AVVIVVYILL
IIQTLAVCQI
ILSVLGGVY
ILSVSGGVY
HIISITGAFY
HILILLGGIY
HILILLGGIY
RMFVLIWAMC
RMFVLIWATC
ITLFTGVL
IITLFTGVL
ITLFTGVL
IITVGSGLF
LVSIVGAVI
LVTVIGAVI
LVTVIGAII
LVSIVGAVI
IISLIGAII
ASLLRGFLLF
ASLLRGFLLF
GSILKGIMLY
TSIVLALRLF
TSIVLALRLF
TSIILAVKLF
ISVIRGLOLF
ASVIRGLQLF
ISVKAGVLLF
TALWRAYLLF
TALWRAYLLF
CALIKAHLLY
-VCLLLFAVH
-VCLLLFALY
-LILLVLLIY

YIFWYIMVIY
REGHFYFTRL
RLERFYFSGL
EVLEIYLHRM

KECYREKTAY
CYREKTAYVT

HVTGRCMTFL
KIKGDCKHFI
-VQFKRFELV
ESTAGKQLFF

N----- NRSI

SHPCVQSLLD
AHPLIQDYAN
LHPIFKKLLE
THEGVQGHVR
SHTPMEKMVT
AGETISGLQE

EQWYTSPSIK
QKWYNAPKIK
MKWRKYGFLF
NVWYISPSTT

SRWTRAVTVQ

FITYVLAFIL
YWLHFLSH@V
AIIQTVFYFT
FYIHSLVYFI

FTVYNANSNL

YLTLYSFV--
YTILFTIVII
FWSLFTIH--
FLVLYTVHTF
FWLIPPTP--
FSIGLLLVAC

EWIFIVWSLT
ELIVWVWTFT
-FVCIAFLVF
DVIYFLYMVA
-VIYEKWVKI
EAAFVFFLFY

YILEEVRQLF
IIMEECSQLL
QIVEEFTEIF
YILDEVFQIE
BLGDMVEKHL
YTVKAIRAIH

AGNSAYLNDR
HEKRGYISSA
[EONNPYTADF
DKTFEYLSSG

KVKGAFIVEP



Ava26193 2
Ava26160 2

TRPC1 Hsap
TRPC1_Mmus
TRPC1 Drer
TRPC2_ Mmus
TRPC2 Drer
TRPC2_ Drer
TRPC3_Hsap
TRPC3_Mmus
TRPC4 Hsap
TRPC4_ Mmus
TRPC4 Drer
TRPC4_Dmel
TRPC4 Cele
TRPC5_Hsap
TRPC5_Mmus
TRPC6_Hsap
TRPC6_Mmus
TRPC6_Drer
TRPC6_Drer
TRPC6_Cele
TRPC7_ Hsap
TRPC7_Mmus
TRPC7_Drer
TRPN_Dmel
TRPN_Cele_
TRPN Drer
TRPM1 Hsap
TRPM1_ Mmus
TRPM2_ Hsap
TRPM2_ Mmus
TRPM3_ Hsap
TRPM3_Mmus
TRPM3 Drer
TRPM3 Dmel
TRPM3 Cele
TRPM3 Cele
TRPM3 Cele
TRPM4_ Hsap
TRPM4 Mmus
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM5 Hsap
TRPM5_Mmus
TRPM5_ Drer
TRPM6_Hsap
TRPM6_Mmus
TRPM7_ Hsap
TRPM7_Mmus
TRPM7_Drer
TRPM8 Hsap
TRPM8 Mmus
TRPA Hsap_
TRPA_ Mmus

TRPA Drer
TRPA Drer
TRPA Dmel
TRPA Cele_
TRPV1 Hsap
TRPV1 Mmus
TRPV1 Drer
TRPV2_ Hsap
TRPV2_ Mmus
TRPV3 Hsap
TRPV3 Mmus
TRPV4 Hsap
TRPV4 Clup
TRPV4 Mmus
TRPV4 Drer
TRPV5_ Hsap
TRPV5_Mmus
TRPV6_ Hsap
TRPV6_Mmus

-ARSGYEEIV

YHDTVRLLLR

MKWKKFGRFR

FLLQFLTYJIL

HILAMSVSLC

EIVYYVFLLW

NLAAEIFQMF

RHRLRYLLDW

MIWSDIKRLW
WSDIKRLWYE
MVWSDVKRLW
FLWFECKEVW
FFWFECKEVW
FFWFECKEVW
MMWSECKELW
WSECKELWLE
FIWGEIKQMW
FIWGEIKQMW
FIWTEIKQMW
LIWSEVKQLW
LIWVEIKQLW
WGEIKEMWDG
WGEIKEMWDG
WAECKEIWTQ
WAECKEIWTQ
MIWAECKEIW
MIWAECKEIW
MLWSEIKQLW
MIWSECKEIW
WSECKEIWEE
MIWTECKEVW
LLLFELTNPS
NLVSELSTVG
MLVSELTFPG
LALEKIREIL
LALEKIREIL
LVCEEMRQLF
LVCEETRQLF
LGIEKMREIL
LGIEKMREIL
NGIEKMREIL
LGFEKVREII
FGLEQVRKII
LEIGRKIMMD
VEHIRKLMTS
LLCEELRQGL
LLCEELRQGL
LVCEEIQEAS
LVCEEIREAS
LVCQEIQEAF
LACEEIRQSF
LVLEEIRQGF
LVLEEIRQGF
LVLEEIRQSF
NAIEVVREIC
NAIEKVREIC
YAIEKVREIF
YAIEKVREVF
LAVEKIREMF
LFCDEVROWY
LFCDEVROWY
YCKEAGQIFQ
YCKEVIQIFQ
AVGKEILQMF
SICKEVVQLA
NSMRELIQIY
LVECFQLFQR
FFFRGIQYFL
FFFRGIQYFL
FFIRGLIDMV
LLVGOLWYFW
LLLGQLWYFW
ISVKEGIAIF
ISVKEGIAIF
FFFTNIKDLF
FFFTNIKDLF
FFFTSIKDLF
FFVTNIKDLF
ILLLEIPDIF
ILLLEIPDIF
ILLVEVPDIF
ILLVEIPDIF

YEGEDFLEES
GEDFLEESRN
YEGEDFLEES
IEGRSYLLDW
IEGRSYFLDW
IEGKSYFLDL
LEGREYILQL
GREYIVQLWN
DGGQDYIHDW
DGGQDYIHDW
DGGQDYIHDW
DVGQEYLNDM
ECGYNYCRNL
GTEYIHDWWN
GTEYIHDWWN
GKEYLFELWN
GKEYLFELWN
SQGREYLLEP
SLGREYLLEP
EEGKRYMRQW
EEGREYVLHL
GREYVLHLWN
ADGREYIMHL

MSEKVWLQEY
MSEKVWLQEY
YDPALYFSDF
YDPSLYFSDF
MSEKVWLQEY
MSEKVWLQEY
MSEKVWLQEY
SSESVWAWNM
MSDRTYVCSF
TRVFFFQYRN
EKVFYAKWYN
SGGRLYLADS
GGGHLYLSDT
IAGIVYAQDM
IAGFVYAQDM
IAGFLYAQDV
FVGKVYIQDI
FTDTLYVGDN
FTDTLYVEDN
FTDKLYVEDN
ISEKVWISEY
ISEKMWLSEY
MSEKVWFSDY
MSEKVWEFSDY
MSEKVWEFSDY
VNGVNYFTDL
MNGVNYFTDL
OKRNYFMDIS
OKRNYFLDYN
QORLNYLRDL
QORVNYFTDF
QOKLHYILET
KFAYLVNWEN
ORRTLFVDSY
ORRSLFVDSY
RKRSLIIDGY
RRHISFIDSY
RRRISFMDSY
LLRSILSDAW
LLRSILSDAW
MKKSLFIDGS
MKKSLFIDGS
TKKSLEVDGS
LKKSIFVDGS
RVGKTILGGP
RVGQTVLGGP
RMGQTILGGP
RLGQTILGGP

RNQLSFVMNS
QLSFVMNSLY
RNQLSFVMNS
ENFLDVVILS

CLDVMVLS
ILDMMVLS
DFGMLS

VLDFGMLSIF
ENLMDFVMNS
LMDFVMNS
LMDFVMNS
IDFVTNS
HggLDFITNS
LMDFAMNSLY
LMDFAMNSLY
MLDFGMLAIF
MLDFGMLAIF
LLDFGMLA
LLDFGMLA
DFLMIC
WNLLDFGMLS
LLDFGMLSIF
ENVLDFGMLS
LGSIKVLVLL
LGIVKVLILV
LAWIRLLLLG
ITDLVAIS
ITDLVAIS
KLDVGAIL
KLDVGAIL
TDLIAIL
TDLIAIL
ITDLMAIL
PCDGAAII
CVTILAII
GLLAFGLLTY
IWTSAALLFF
QCDLVALT
QCDLLALT
KFDVLAIC
KFDVLAIS
KFDVLAIS
KCDITALG
KCDMVAIF
KCDMVALF
KCDMVAIS
LTETVAIG
LMETVAIG
FNISDTIAII
FNVSDTIAII
FNISDFLAIL
TLGLF
TLGLF
NVLEWIIYTT
NALEWVIYTT
SNYMDWAAAT
SNPADWSAAI
VNLISWVLYI
WIDCFIYSTA
SEMLFFLQSL
SEILFFVQSL
TDQLFFVQGL
FEILFLFQAL
FEILFLVQAL
FHFVFFIQAV
FHFVEFVQAV
FQLLYFIYSV
FQLLYFIYSV
FQLLYFIYSV
FQLLYFIYSV
FHVIIITYAS
FHVIIITYAS
FHVLIITYAF
FHVIIITYAF

YLATFALKV
TFALKVVA
YLATFALKI
YLASFALRL
MYLASFALRL
MYLASFTLRI
IFIAAFTARF
IAAFTARFLA
YLATISLKI
YLATISLKI
YLATISLKI
YVATVALRV
YLCTTALRV
TISLKIVA
TISLKIVA
AASFIARFMA
AASFIARFMA
IFVASFISRI
IFVTSFIARF
BYLCTISIRL
IFVASFTARF
VASFTARFMA
VFVASFTARL
HGMAGVGVHV
!SAMAIAVHV
FSAAALLCHL
TFMIGAILRL
MFMVGAILRL
WEVAGLTCRL
WFIVGLTCRL
WFSVGMILRL
WFSVGMILRL
IFSIGMVLRL
BFVIGLAFRF
FYIVGFFMRC
IAYFIRLSP
EVGYGFRLVP
CFLLGVGCRL
CFLLGVGCRL
WFIAGLCCRM
WFITGLCCRM
WFITGLCCRM
WFVLGLLCRM
WFIVGVTCRM
WFIVGVTCRM
WEVVGLSCRM
WFSAGFVLRW
WFAVGFGLRW
SFFIGFGLRF
SFFVGFGLRF
MFFVGFGLRL
YFIAGIVFRL
YFIAGIVFRL
GIIFVLPL--
SIIFVLPL--
CALLFVVPL-
SALVFVVEM-
SALVMVTPA-
BITVYDFSEC
FMLATVVLYF
FMLVSVVLYF

MVLVTMVMRL
MVLVTMVMRL

VATLVAEGLF
TLVAEGLFAF
VATLVAEGLF
LLQFLAEVLF
VIQFISEVLF
LIQLIAETLF
LAQIISEGLY
QIISEGLYAI
VATLVAEALF
VATLVAEALF
VATLVAEAVF
VSMLISEGLF
VATLLSECFF
TLIAEALFAI
TLIAEALFAI
QIISEGLYAI
QIISEGLYAI
MAQLVSEGLY
MAQLISEGLY
SAMLVAEALF
MAQIISEGLY
QIISEGLYAI
MAQLISEGLY
SAVYCRNQCF
LALYLKNQLF
LALFARNVLL
ONMGYGRVIY
QSMGYGRVIY
IPLYPGRVIL
IPLYPGRIIL
ODRSDGRVIY
ODRSDGRVIY
ODMSYGRVIY
REMDIGRVIY
FGVAYGRVIL
KTLGRILIIC
HSWGRVLLSF
TPYHLGRTVL
TPFDLGRTVL
FSFNMGRGIL
FSFNMGRGIL
FSFNMGRGIL
FPYNFGRAVM
LPFEAGRTVL
VPFEAGRTVL
AMYEAGRTVL
GDHTAGRLIY
GHQTAGRLIY
GAFVAGRLIY
GAFVAGRLIY
VSFIAGRIVY
HSLYSGRVIF
HSLYSGRVIF
--HLOWQCGA
- -YMOWQCGA
---SWHWQAG
---TWQWEAG
—--NTIHYSAA
ONWQWILAAL
SHLKEYVASM
SHRKEYVASM
YGQYEYLAFL
LAIEWYLPLL
VETEWYLPLL
FAYKEYLACL
FAYKEYLACL
AGIEAYLAVM
AGIEAYLAVM
AGIEAYLAVM
SGIEAYVSVM
TNTNGEVVEPM
TNVNGEVVEPM
ISASGEVVPM
TNVDGEVVPM

AFANVLSYLR
ANVLSYLRLF
AFAIVLSYLR
AVTSMLSETR
AVTSMLSETR
AVTSMLSETR
AIAVVLSESR
AVVLSFSRIA
AIANIFSSLR
AIANIFSSLR
AIANIFSSLR
SAANIFSSLK
ATANIFSSLK
SNILSSLRLI
SNILSSLRLI
AVVLSFSRIA
AVVLSFSRIA
AIAVVLSESR
AIAVVLSFSR
AVGNVFSFAR
AIAVVLSFSR
AVVLSFSRIA
SIAVVLSESR
ALAFLLACVQ
AFALLFAFVE
AVAMTLGFIQ
CVDIIFWYIR
CVDIILWYIR
SLDFILFCLR
SLDFIMFCLR
CVNIIYWYIR
CVNIIYWYIR
CVNIIYWYIR
CVDSIYWYLR
ACDSVLWTMK
NSVIWSLKLV
SNVLFYMKIF
CIDFMVFTVR
CLDFMIFTLR
CVDYMVFTLR
CVDYMVFTLR
CVDYMVFTLR
CVDYTVFTLR
AMDFMVFTLR
AIDFMVFTLR
ALDFMVFTLR
CIDIIFWESR
CIDIIFWFSR
CLNIIFWYVR
CLNIIFWYVR
CLNIIFWYVR
CLDYIIFTLR
CLDYIIFTLR
IAVYFYWMNF
IAIFFYWMNF
ALAALTSWLN
AYAILTSWIG
STAVFLSWFR
CIFFGWINLL
VFSLALGWTN
VFSLAMGWTN
VLCLALSWIN
VSALVLGWLN
VSSLVLGWLN
VLAMALGWAN
VLAMALGWAN
VFALVLGWMN
VFALVLGWMN
VFALVLGWMN
VFALTLGGMN
SFALVLGWCS
SMALVLGWCS
SFALVLGWCN
SFALVLGWCN

LFFMYTTSSI
FMYTTSSILG
LFFMYTTSSI
LAYILPAHES
LAYILPAHES
LAYILPAHES
IAYILPANES
YILPANESFG
LISLFTANSH
LISLFTANSH
LISLFTANSH
LVYIFSVNPH
LVHIFTVSPH
SLFTANSHLG
SLFTANSHLG
YILPANESFG
YILPANESFG
IAYILPANES
IAYILPANES
IIYLFQTNPY
IAYILPANES
YILPANESFG
IAYVLPANES
ILDFLSFHHL
YLDFLTVHHL
LLEFLTFHHL
VLDIFGVNKY
VLDIFGVNKY
LMHIFTISKT
LMHIFTISKT
LLDIFGVNKY
LLDIFGVNKY
LLDIFGVNKY
ILNILGVNKY
LLDYMSVHPK
DYLSVQQGLG
EYLSVHPLLG
LLHIFTVNKQ
LLHIFTVNKQ
LIHIFAIHKE
LIHIFAIHRQ
LIYIFAIHKE
LIHIFAVHKQ
LIHIFAIHKQ
LIHIFAIHKQ
LIHIFAIHKQ
LLDFFAVNQH
LMDFFAVNQH
LLDFLAVNQQ
LLDFLAVNQQ
LLDILAVNQQ
LIHIFTVSRN
LIHIFTVSRN
LLYLORFENC
LLYLORFENC
LLLYLQRFER
FLLYFQRFER
LLLFLORFDQ
FMIRKMPRFG
MLYYTRGFQQ
MLYYTRGFQQ
LLYFSRGSKN
LLYYTRGFQH
LLYYTRGFQH
MLYYTRGFQS
MLYYTRGFQS
ALYFTRGLKL
ALYFTRGLKL
ALYFTRGLKL
PLYFTRGLKL
VMYFTRGFQM
VMYFARGFQM
VMYFARGFQM
VMYFARGFQM

LEPLOTISMGO
PLQOISMGQML
PLOISMGQ
TLQISIGK
TLQISIGK
TLOISMGR
PLOISLGR
PLQISLGRTV

PLOISLGR
PLOISLGR
PLOISLGR

PLOVSLSR
PLKISLGR
PLQISLGRML
PLQISLGRML
PLQISLGRTV
PLQISLGRTV
PLOISLGR
PLOISLGR
PLOISLGC
PLOISLGR
PLQISLGRTV

PLOISLGR
PWAIIIGD
PWAIIIRD
PWAIIIRD
PYVMMIGK
PYVMMIGK
PKIIIVKR

PKIIIVKR
PYVMMIGK
PYVMMIGK
PYVMMIGK
PLVTMMGK
PYVTMAGK
PYINIVAEMI
PYIQMAAKMV

PKIVIVSK
PKIVIVSK
PKIIILGK
PKIIILGK
PKIIILGK
PKIIIVGK
PKIIVVER
PKIIIVER
PKIIIVER

PYVTMIAK
PYVTMIAK
PYVMMIGK
PYVMMIGK
PYVMMIGK
PKIIMLOR
PKIIMLOR

GIFIVMLEVI

GIFIVMLEVI

I[EIYVVMFRE

I[EIYVVMFNG
TYVVMFLE



TRPV6_Drer
TRPML1 Hsa
TRPML1 Mmu
TRPML1 Dre
TRPML2 Hsa
TRPML2_Mmu
TRPML2 Dre
TRPML3 Hsa
TRPML3_Mmu
TRPML3 Dre
TRPML3 Dme
TRPML3 Dme
TRPML3 Cel
TRPP_PKD1
TRPP PKD1
TRPP PKD1
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
Cca7050
Cca21784
Cca260897
S1a36613 6
Sycon24227
Sycon24228
Sycon9763
Aval6635 4
Ava9904_1
Ava7536_ 5
Ava6620 1
Cca31351
Cca30979 3
Ava26193 2
Ava26160 2

TRPC1_Hsap
TRPC1_Mmus
TRPC1 Drer
TRPC2_ Mmus
TRPC2_Drer
TRPC2_Drer
TRPC3_Hsap
TRPC3_Mmus
TRPC4 Hsap
TRPC4_Mmus
TRPC4_ Drer
TRPC4 Dmel
TRPC4 Cele
TRPC5_Hsap
TRPC5_Mmus
TRPC6_Hsap
TRPC6_Mmus
TRPC6_Drer
TRPC6_Drer
TRPC6_Cele
TRPC7_ Hsap
TRPC7_Mmus
TRPC7_Drer
TRPN Dmel
TRPN Cele
TRPN_Drer
TRPM1_ Hsap
TRPM1 Mmus
TRPM2 Hsap
TRPM2 Mmus
TRPM3 Hsap
TRPM3 Mmus
TRPM3 Drer
TRPM3 Dmel

ILLIEIPGIL
MWRQRGRVIS
MWRRRGREIS
FRVSLGRSVS
FLEKYKRPVC
FLEKYKQRVC
CLDNYNHKVC
FLLHYKKEVS
FLLHYKKEVS
SLRRYRKCVS
FRSQFGKELS
FRSQFGKELS
FENVLKNKIT
FAVAEARTWH
FSMAEVQTWR
FSVREGLLVW
YVVEEILEIR
YVVEEILEIR
YLVEEALEIR
FIFEELFAIG
YVVEEILELH
YMVEEILELH
YVVEEILEIH
YIVEEILEFR
FTTQEVKKIK
FIIQELRKVN
YTIYEITEIR
GHKTNCIIIT
DYKMDISMLV
KYFKNVWNCL

VTDGNNYLQV
DGNNYLQVGS

WNQFDTAFAL
WNILDLALIL
WNYIDWLAYI
WNILDIAIAI

WNWVEMLVIV
YNYLDMGAIV

MLOBFGKLG
ODFGKFLGMF
MLOEFGRLG

LDILKFL
LDILKFL|
KDIFKFMVIF
KDIFKFMVIF

N IF]

IV IF]
MLVy CF

IMIF]

KDIFKFMVIF

AVGQTALGGL
LWERLEFVNG
LWERLEFVNG
LGDRLEFING
DTDQWEFING
GADQWEFVNG
EEDQREFLNG
VSDQMEFVNG
ASDQMEFING
LSERLEFING
FDGRLEFVNF
FDGRLEFVNF
VTDQLDFLNL
REGRWRVLRL
KDGCACTARP
KQGRCYFLRV
IHKLHYFRSF
IHRLSYFRSF
LHRLRYFKSL
RHRLHYLTQF
IHRLRYLSSI
IHRLHYLSSI
LHRLRYLSSV
IHKLSHFTSI
EFKSAYFKSI
EFKSAYFRSV
KSGKIYFCSM
MFIIFYIVRL
LFVLFFILRA
DILMILIAIV

GSILLILAIV
ILLILAIVPL

FFIMGTVLRL
LFLLAFSIKL
LMVATIVSHV
GFVATISLRI

LGWTTTGVYI
CSLLIIPLRF

MFLLVLFSFT
LLVLFSFTIG
LFLLVLISFT
ILMIILTAFL
ILVIIGTAFL
ILMIIGTAFL
LFIMVFFAFM
IMVFLAFMIG
IYCLVLLAFA
IYCLVLLAFA
IYCLVLLAFA
LYVLVLFAFG
VYALVLFAFA
CLVLLAFANG
CLVLLAFANG
IMVFVAFMIG
IMVFVAFMIG
IFILVFLAFM
IFIMVFVAFM
IFVLIISSFS
IFIMVFVAFM
IMVFVAFMIG
IFIMVFLAFM
VLAIFVFGFS
ILMLFVAGFT
ILMLFHTAFT
IMLVVLMSFG
IMLVVLMSFG
LLAVWVVSEG
LLAVWVVSEG
IMLVVLMSFG
IMLVVLMSFG
IMLVVLMSFG
LLAVVLMSFG

FHVTLISYAL
QYILLVTSDV
YILLVTSDV
YLLLIISDV
YVLVIISDL
YVLVTISDL
YVLVIISDV
YIMIIISDI
YIMIIISDI
YLLIIVSDV
YIMIIFNDV
YIMIIFNDV
WYVMIVVNDA
GAWARWLLVA
DTWARCLLVI
INLASVCSLL
CLDVVIVV
CLDVVIVV
uNCLDVLIVA
LVDVVLLG
ILDLVVIL
ILDLVVIM
uNILDLVVIL
ILDIVVIL
ELLLLL
EMLLLL
LNILDCAILL
IVLRLTSYLL
IALRGSCYFL
CMAFNIYRQV

PLRWLDQDAQ
RWLDQDAQWH

IPLSYSRHMY
GCSAWVHRVY
ADADWHARIG
SVNVIARLVF

ARDTIYLTGS
SQENAQWFFA
ADADWHARIG

IGLTQLY---
LTQLY---DT
IGLTQLYGKD
CGLNNIYVPY
CGINNIYVPY
CGINNIYVPY
IGMFILYSYY
MFILYSYYGA
NGLNQLYFYY
NGLNQLYFYY
NGLNQLYFYY
SGLNQLLWYY
CGLNQLLWYY
LNQLYFYYTA
LNQLYFYYTA
MFNLYSYYGA
MFNLYSYYGA
IGMFNLYSYY
IGMFNLYSYY
IGLAQLYWYY
IGMFNLYSYY
MFNLYSYYGA
IGMFNLYSYY
MHIVALNQSF
LHVTSIFQPA
LSLTALCQPL
VARQAILHPE
VARQAILHPE
VAKQAILIHN
VAKQAILIHN
VARQAILFPN
VARQAILFPN
VARQAILNPN
VSRQAILYPN

LLCGLRV
TISGTIMKI
TISGTVMKI
TIIASFIKI

MTIIGSILKM
MTIIGSILKM
MAIIGSILKM
TIIGSILKM
TIVGSVLKM
TISGSVLKI
1.IIGSALKE
1.IIGSALKE
IIIGTVAKI
TAATALVRL
TAATGLVRL
VCVASLHL
SVVAIGINI
SVVAMVINI
SVPAIIMNI
FSVATIILSV
SIVAVGFHI
SIVAVGFHI
SIVAVGFHI
VVAIVFSA
CFVAVSENT
CFLAVSFYA
GCYLALVYNI
AVASTMSCIR
GPATVLACVR
QFNHMSAVLI
AFVVFMSTLK
WHVACFAYIF
VACFAYIFVC

AVIGFVLFFR
ALIILILYIR
VVNIIVLWFR
GLFGVFLYMR
TFMIPTGWIH
SLVVFFSFLK
ATAYLLNVMR
VVNIIVLWFR

DTFHSFIGTC
FHSFIGTCFA
DTFHTFMGTC
EKLGNFNETF
INLGKLNETF
IHLGRLNETF
GAFTTVEESF
FTTVEESFKT
EAFSTLFETL
EAFSTLFETL
NAFSTLFETL
DRESNLFETT
SSCSSIYHTA
FSTLFETLQS
FSTLFETLQS
FTTVEESFKT
FTTVEESFKT
GAFTTVEESF
GAFTTVEESF
PVFSSIADSY
GAFTTVEESF
FTTVEESFKT
GAFTTVEESF
NYFSDPINSF
QRLASPSQTL
PTVPGPLNMS
ESWKLARNIF
ESWKLARNIF
EVDWLFRGAV
EVDWIFRGVV
ESWKLAKNIF
ESWKLAKNIF
ESWMLARNIF
KTWSLIKEVT

TGIQGELIPM
GIYDVCSILL
GIYDVCSILL
AIYDVCSILM
EIYDLCSIFL
EIYDVCSILL
EIYDVCSILL
EIYDVCSILL
EIYDVCSILL
VIYDLCSILL
QIWDTCSLFL
QIWDTCSLFL
SIFTLTSIFL
AQSSAARGLA
AQGSVARGLA
SRNQLLTQMS
YRQIQFNNIA
YRQIQFNNIS
CRQVHFNNLA
NRENSYLNIK
FRQTQYNNMN
FRQTQYNNMN
FRQTQYNNMN
FRQTQYNNMN
YYHIYYNNII
YCHIYYNNVI
WHNIIYVDMM
LLQYLRVHRV
VLRYLSWHPV
FFAWFKLFKY
FINMLKENRR
VCLRILQLIS
LRILQLISVT

LLQFLVIIKD
IFQYLIMSAY
FLKYLRPFEF
FFQYVLVIRG
AVYFLHSFNI
ILRLLQFNRR
GYKFAVVLRT
FLKYLRPFEF

FALQWYIFSL
LFWYIFSLVA
YALRWYIFSL
QFL
SFL
NFL
KTLWSIFEL
LFWSIFGLSE
QSIPWSIHEL
QSLIWSIFEL
QSLIWSIFEL
QTLIIWAVEEL
ETLWALFEL
LFWSVFGLLN
LEFWSVEGLLN
LFWAIFGLSE
LFWAIFGLSE
KTLGWATFEL
KTLEzAlgEL
LTLLWSLFSI
KTLWSIFEL
LFWSIFGLSE
KTLEWST
ELLFAV,
EMLiFSL
VLL|3FAL
YMPYWMI
YMPYWMI
YHSYLTI
YHSYLTI
YMPYWMI
YMPYWMI
FMPYWMI
FQPYFML

HEEHEHOOHEHRBRBEHEHOBP

AFSLILGWFS
GTSTLLVHWVG
GTSTLLVHVG
GTSTLLVHVG
GTSTLLVWVG
GTSTLFVHVG
GTSTLMVHVG
GTSTMLVWLG
GTSTMLVWLG
GTGTMLVWIG
GIGNLLVWFG
GIGNLLVWFG
GMGALLVYVG
ASLLFLLLVK
ASLLFLLLVK
ATLLFLLVLK
AVTVFFVWIK
AVMVFLVWIK
AIIVFLSWVK
ACVVEFVAWVK
AVNLFFAWIK
AVNLFFAWIK
AVNLFFAWIK
AVNLFFAWIK
AITIFFAWIK
AITIFFAWIK
AILAFLVWIK
IGPIQKSYGK
IGPVQRAISK
ISFNKTMNQL
MGLLTETIKA
VTRMVGIYLQ
RMVGIYLQIL

SGPFVYMVFR
FGVIVLIIFA
IGWFITIVIY
LGPLIYTCYI
EGQLIVSEIE
MLLLAGTLRR
TGAYVEIIGS
IGWFITIVIY

VAIFVTRLQS
IFVTRLQSFV
VNLFVTRLRS
EEHTVVDVPE
ADQTYVDLAE
ANQGYVDLAE
SEVTSVVFIE
VTSVVFIENI
INLYVTNFTE
INLYVTNFTE
ISLYVTNFTE
IDLDSFEFTR
VDLTHFRLSE
LYVTINFTEFV
LYVTINFTEFV
VKSVVFIENI
VKSVVFIENI
SEVKSVVFIE
SEVKSVVFIE
TKPEDTDITQ
SEVISVVFIE
VISVVFIENI
SEVISVVFIE
TTTEQTQWVE
VEPDSMPFAK
TEPDKIPATA
VFADQIDPGA
VFADQIDPGA
IP-GYIDFPE
IP-TYIDFPE
VFADQIDTGA
VFADQIDTGA
VFADQIDTGA
VFAGDIDTGH

LVYFARGFEM
VIRYLTFFHN
VIRYLTFFHK
VIRYFSFFQK
VIRYLGYFQA
VIRYLGYFQT
VIRYLGYFEK
VIRYLGFFAK
VIRYLGFFAK
VLRYMGXXCV
VLRYLGFFKT
VLRYLGFFKT
VLRYFGFFSQ
AAQQLRFVRQ
AAQQLRFVRQ
ASHQLRFLRE
LFKFINFNRT
LFKFINFNRT
LFKFINFNKT
VFKFISVNKT
IFKYISFNKT
IFKYISFNKT
IFKYISFNKT
IFKYISFNKT
IFKFISFNKT
IFKFISFNET
IFKFISFNKT
VVONMACEVV
IVEEILLFLV
SSTLSKCAKD
SVADMKGFAI
ILTRILKDIS
TRILKDISRF

MLKNLGSFLI
LAEEVVYFVF
LKADIIRFAI
AFKRMLKFLV
AKKVPLKFRY
SGMQLIAFAT
ILYDIVPFSI
LKADIIRFAI

FVGAVIVGTY
GAVIVGTYNV
FVGALIVGTY
FVGRAMYGIF
LVGRILYGIY
FVGRIFYGIF
NIGYVLYGIY
GYVLYGIYNV
FVGATMFGTY
FVGATMFGTY
FVGATMFGTY
FWGMLMFGTY
WTGKTIFGSY
GATMFGTYNV
GATMFGTYNV
GYVLYGVYNV
GYVLYGVYNV
NIGYVLYGVY
NIGYVLYGVY
WVGQGMF IMY
NIGYVLYGVY
GYVLYGVYNV
NIGYILYGVY
YLFKIVFGIY
IILKLLFGIY
VLAKMVFGVY
WLTPALMACY
WLTPALMACY
WLTVLLLCLY
WLTVTLLCLY
WIVPAIMACY
WIVPAIMACY
WIVPAIMACY
WVTPITMSMY

LEPYVIVIOK
YNILIATLRV
YNILIATLRV
YNILIVTLRA
YNVLILTMQA
YNVLILTMQA
YNVLILTMRA
YNLLILTLQA
YNLLILTLQA
VQILIITLRV
YNVVILTLKK
YNVVILTLKK
YNILMLTLKR
WSVFGKTLCR
WSVFGKTLCR
WEVFGRTLRK
MSQLSTTMSR
MSQLSTTMSR
MNQLSTTMSR
MSQLSSTLTR
MTQLSSTLAR
MTQLSSTLAR
MTQLSSTLAR
MTQLTSTLAR
MSQLSSTLSR
MSQLSSTLSR
LVQFTTTLKR
ILFIYLMAFA
ILMVFLTAFA
VLGFCVMFFI
TFFIYVMAFA
REVIIFGIFL
VIIFGIFLLT

LALIFLLAYG
VLLLSMIGFG
FLMTLLIPYS
IFVLVSLGFG
PFFVEMLWHV
AFLIVMVAFA
VFIMFLFGFS
FLMTLLIPYS

CCCSII
ISLVVLLNML
ISLVVLLNML
TMVIVLLNML
TMVIVLLNML
NVTVVI
NVTMVI
HCTSII




TRPM3 Cele
TRPM3 Cele
TRPM3 Cele
TRPM4_Hsap
TRPM4_ Mmus
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM4 Drer
TRPM5_ Hsap
TRPM5 Mmus
TRPM5 Drer
TRPM6_Hsap
TRPM6_Mmus
TRPM7_Hsap
TRPM7 Mmus
TRPM7_Drer
TRPM8_ Hsap
TRPM8 Mmus
TRPA Hsap
TRPA Mmus_
TRPA Drer_
TRPA Drer
TRPA_Dmel
TRPA Cele
TRPV1 Hsap
TRPV1 Mmus
TRPV1 Drer
TRPV2_Hsap
TRPV2_ Mmus
TRPV3_ Hsap
TRPV3 Mmus
TRPV4_ Hsap
TRPV4 Clup
TRPV4 Mmus
TRPV4 Drer
TRPV5_Hsap
TRPV5_ Mmus
TRPV6_Hsap
TRPV6_Mmus
TRPV6_ Drer
TRPML1 Hsa
TRPML1 Mmu
TRPML1 Dre
TRPML2_ Hsa
TRPML2_ Mmu
TRPML2 Dre
TRPML3 Hsa
TRPML3_Mmu
TRPML3_Dre
TRPML3 Dme
TRPML3 Dme
TRPML3 Cel
TRPP_PKD1
TRPP_PKD1
TRPP_PKD1
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
TRPP_PKD2L
Cca7050
Cca21784
Cca260897
51a36613_6
Sycon24227
Sycon24228
Sycon9763_
Aval6635 4
Ava%9904_1
Ava7536_5

MIQNMSYIIV
PTMIPLCVLV
WSMCYICVLL

MTANMFYIVI
MAANMFYIVI
MVANMFYIVV
MVANMFYIVV
MVANMFYIVV
MLIBVFFRLF
MLIEzFiELF
LKTLLRSTVV
FKTLLRSTGV
ISRTLLSIIV
IVRTLVCIMV
ILQTLIKVIM
KTFFRFFPVF

ALPELLGVTL
ALPELMGATL
SFWELLMVAV

H
H H

PFEHHHHSSI]H

0

SGLVNIYGAT
AGITNVYRGT
VFFAFAQLGY
MFAFLLFGTQ
LTYAGSLLA
YAGSLFLALR
SGVTHAV[INE
VASQTILYPN
AAMQAVVASD
IGVWVIYQFQ

MLVVTLLSFG
FITLYAFGLL
LVPLMAFGVN
FLGVWLVAYG
FLCVWLVAYG
FLLVWLIAYG
FLLVWLSAYG
FLLVWLIAYG
FLGVWLMAYG
FLSVWLVAYG
FLSVWLVAYG
FLSVWLIAYG
IMAIVLLSFG
IMAIVLLSFG
IMALVLLSFG
IMALVLLSFG
IMAVVLLSFG
LFAVWMVAFG
LFAVWMVAFG
FIFLLLAFGL
FIFLLLAFGL
LFFYLILGFA
LFVFLLLAFG
VFSILIIAFG
VLFIIAFSSS
VYIVFLFGFES
VYLVFLFGFES
VYMVFLIGFES
IYLVFLFGFA
VYLVFLFGFA
VYIVFLLGFEG
VYILFLLGFG
VYLLFMIGYA
VYLLFMIGYA
VYLLFMIGYA
VYVLFMIGYA
LMAVVILGFA
LMAMVILGFA
LMAVVILGFA
LMAVVILGFA
LSIIFLIGSS
CVAVIYLGYC
CVAVIYLGYC
CAAATIYMGYC
CAGMIYLGYT
CAGMIYLGYT
CAGMIYLGYT
CAAMIYLGYC
CAAMIYLGYC
CAAMIYLGYC
AALLIYAGFV
AALLIYAGFV
CAIVLYAGFL
GLVVLGVAYA
GLVLLGVAYA
TLLVFLLAYS
MFFIIFLAYA
MFSIIFLAYA
MFFIVFLAYA
MFAVFFFAFA
MFFIVFFAYA
MFFIVFFAYA
MFFIVFFAYA
MFFIVFFAYA
MFFIIFFAYA
MFFIIFSAYA
MFGIVFLAYA
FGFESMQSSA
FDFSGVWISG
LVFGAQRDFS
AAFGSFGSTI
LRGEVELGLN
GEVELGLNHF
APEFFSYADT
PYAFVFGNIF
LAQFLLFTIF
RDFNTFYSTV

LARQSITYPD
RQSITYPYDH
RQALTEPNKH
VATEGLLRPR
VATEGILRPQ
VANQALLYQY
VANQALLYQY
VANQALLYQY
VANQALLYSY
VTTQALLHPH
VTTQALLHPH
VTTQALLHPN
VARKAILSPK
VARKAILSPK
VPRKAILYPH
VPRKAILYPH
VPRKAILYPE
VARQGILRON
VARQGILRON
SFYILLN---
SFYVLL
LSFYALMI--
LAFYALMI.—-
LAFYILLSKI
FYVILQ---E
TAVVTLIEDG
TAVVTLIEDG
AALVTLLDQE
VALVSLSQEA
VALVSLSREA
VALASLIEKC
VALASLIEKC
SALVSLLNPC
SALVSLLNPC
SALVTLLNPC
SALVSLLTIC
SAFYIIFQTE
SAFYIIFQTE
SAFYIIFQTE
SAFYIIFQTE
AALWIFYMTQ
FCGWIVLGPY
FCGWIVLGPY
FCGWIVLGPY
FCGWIVLGPY
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Supplementaryigure S5: Full alignmentfor sequenceshownin figure 5¢
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TRPC4 Hsap NP 003297.
TRPC4_Mmus_NP_058680.
TRP_Spur XP_ 793901
TRP_Cint XP_002124651.2
TRP_Skow XP 002733765.1
TRP_Lflor emb|CAA11261.1
TRP_Bflo XP 002611405.1
TRP4_Sman_XP 002576849.1
TRP_Nvec4 XP 001640409
TRP Nvecl XP 001637374.1
Cca7050

Cca2l1784

Aval6635 4

Ava9904 1

Ava6620_1

N

TRPC1_Hsap NP 003295.
TRPC1_Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_793901
TRP_Cint XP_002124651.2
TRP_Skow_XP 002733765.1
TRP_Lflor emb|CAAll1261.1
TRP_Bflo XP 002611405.1
TRP4 Sman XP 002576849.1
TRP Nvec4 XP 001640409
TRP_Nvecl XP 001637374.1
Cca7050

Cca21784

Aval6635 4

Ava9904 1

Ava6620 1

N

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP Spur XP 793901
TRP_Cint XP_002124651.2
TRP_Skow XP 002733765.1
TRP_Lflor emb|CAA11261.1
TRP_Bflo XP 002611405.1
TRP4 Sman XP 002576849.1
TRP_Nvecd4 XP 001640409
TRP_Nvecl XP 001637374.1

= S

YPSTDLSGAS
YPSTDLSGVS

LEASRLRPRL PEFVKQAMGNK

———————————————————————————————————————————————— RL DFISRA----

SSSLPSS——-- ——————————
SSSLPSS——-- —————————-

Cca7050
Cca21784
Aval6635 4
Ava9904 1
Ava6620_1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.

TRP_Spur XP 793901

e =

SPNEVMALKD
SPNEVMALKD
YYKRNVNAPY
YYKRNVNAPY

RDRIPLRIVR
RDRIPLRIVR

TRP_Cint XP 002124651.2
TRP_Skow XP 002733765.1
TRP_Lflor emb|CAA11261.1
TRP_Bflo XP 002611405.1
TRP4 Sman XP 002576849.1
TRP_Nvecd4 XP 001640409
TRP Nvecl XP 001637374.1
Cca7050

Cca21784

Aval6635 4

Ava9904 1

Ava6620 1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP 793901

N =
b

TSVNENETQS
TSCSLQEKDW

LSSK-TKSSI
POIKPSRSRV

FSKMKIDHAS
FSRLSITSGN


Owner
Typewritten Text
Supplementary figure S5: Full alignment for sequences shown in figure 5c

Owner
Typewritten Text

Owner
Typewritten Text


TRP_Cint XP _002124651.2  -—————-———- —————————— —o— oo oo oo oo
TRP_Skow_XP 002733765.1 E-mmmmm oo mmmmmm s e s s
TRP Lflor emb|CAAl1261.1 —————————= —— - m— o —o o oo oo oo
TRP_Bflo XP 002611405.1 H-—mmmmmmm mmm oo o oo oo oo oo
TRP4 _Sman XP 002576849.1  —————————= —————— - mo oo oo oo o
TRP_Nvecd XP 001640409 W  ——-—-————- ——-———————— —om oo oo oo oo
TRP_Nvecl XP 001637374.1 @ —-———————— —om oo oo o o oo
Cca7050  mmmmmm———— === MSTDCLD VDMLVMLCQS DVDLLLSDEN NITAMHHMVE KHRPTDAHLV
Ccaz2l1784 o mm oo o os mm oo m e oo o —m o o o
Aval6635_ 4 PGDHVEMNKL FTVPD-SISN TEITPLLDQH TGNVENEIEK TVDGHIHFPT RHGRKDANYL
Ava9904 1 EKAEFLEEQL QONVLSVTYQG SDISEIPCVH SKALKKSDEI EIDTDFEYSC GNVKFEGAYE
Ava6620 1 oo s o o e o -
TRPC1 _Hsap NP 003295.1 = ———————-—= —————————— —————————— —m o —— oo
TRPC1_Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_793901 = —=-—=—-—=--= ——-———mm—— mm—m o m —m o —om o
TRP_Cint XP 002124651.2 = —————————— —om oo o o oo oo
TRP_Skow XP 002733765.1 = —-———————— —om oo o o oo oo
TRP_Lflor emb|CAAl11261.1 —--——-—=——= —————————— —————————— oo oo oo
TRP_Bflo XP 002611405.1 = ——-——————— —————————— —o oo oo oo oo
TRP4_Sman_ XP 002576849.1  —————————— —oo oo o o oo oo
TRP_Nvec4 XP 001640409 =  —————————- —om oo o o oo oo
TRP_Nvecl XP 001637374.1  ——-——————= - —o oo oo oo oo
Cca7050 HTLASERP-- -—-—-——--——-— —————————— —————————— —— - o ——————
Cca21784 oo oo s S oo o oo oo
Aval6635 4 ITIPPQASPS- ———————--— D LLDVLSKTWK —-========-= —--—- LPSPKI IISLPGTSQ-
Ava9904 1 VADPAKKPKI VSITPKCEVN QLPKIHKYFK YDATHREYFV HHFRLCKPNL TLILPSTTDH
Ava6620 1 = mmm o omo oo oo — oo o oo oo

==

TRPC1_Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP 793901 —ommmm o o
TRP_Cint XP 002124651.2  —-———————— —om oo oo o oo oo
TRP_Skow_XP 002733765.1  —=-——————= - oo oo oo oo
TRP_Lflor emb|CAAl11261.1 —--——-—=--= —————————— ———— - —— o oo -
TRP_Bflo XP_002611405.1  ——————m—m- mm oo o o o
TRP4_Sman XP 002576849.1  —————————— - oo oo oo oo
TRP_Nvecd XP 001640409 ——-——————- ———— oo —o oo oo oo oo
TRP_Nvecl XP 001637374.1  ——-——————= —o— oo —o oo oo oo oo
Cca7050  mmmm oo o e oo oo oo
Cca2l1784 S oo oo S o oo —o— oo
Aval6635 4 ——-—e- LSQG SRFRQMLKEN LIRIAATTKA WFLTEGVNKG ISAFVGSCLQ SHAYKRFAKK
Ava9904 1 CPENAIRNRD PNYMKNFLSD MRQIIRNTDT WVLTNGLNWG LTRIIGENIA TRVLSPEFTAE
Ava6620 1 mm oo o e o o o

R S

TRPC1 Hsap NP 003295.
TRPC1_Mmus_NP_035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_ 793901  —ommmmmmmm oo MPG
TRP_Cint XP 002124651.2  —————————= - oo oo oo oo
TRP_Skow_XP 002733765.1  =—————————= ——-——————— o oo oo oo oo GNR
TRP_Lflor emb|CAAL1261.1 ————mm—mmm —mm oo o MSKKPPRKRD
TRP_Bflo XP 002611405.1  —-——mmmmmm —mm o o ESD
TRP4_Sman_XP 002576849.1  —————————— ——-—————— oo oo oo oo oo
TRP_Nvec4 XP 001640409 =  —————————— —-—o— oo —o o oo oo oo
TRP_Nvecl XP 001637374.1  —————————= ——-—mm— oo — oo oo oo oo
Cca7050  mmmm oo S o oo oo oo YDF
Cca2l1784 S oo S s e - o
Aval6635 4 EQNQRDWEIG TGEFGDYDAPI PIIGMVNPEN IYKGTLEFQONP TDSITYGKDN SSLCFPDRNL
Ava9904 1 T - === I ELIGIQKFEK L--PATVRNC ISRLSMKAQL EEDTIP-RGC
Ava6620_ 1 mmmmmm———mm m———————— oo FVKKDS HTVMARNEEL IPLREREEIQ EVLPIRHSDN

[ = S

TRPC1_Hsap NP 003295.
TRPC1 Mmus NP 035773. N--EKILEALL BMCDKGDYYMV KK-———————— —————m o m o
TRPC4 Hsap NP 003297. WSPSEKAYLN MVEKGDYASYV KK-———————— —————mm o m
TRPC4 Mmus NP 058680. SPSEKAYLN EKGDYASV KK-——————— ———m—mmmmm e
TRP_Spur XP_793901 SNHKEFGEIL BMRSPMTETER PR------== —========= —mmmmmmmm e
TRP_Cint XP _002124651.2  —————-—=—= —————————- MV o oo
TRP_Skow_XP_002733765.1 BTAKERMBME BAEKGDNATI QK--———-——- —————————— —mmmmmmmmm o
TRP Lflor emb|CAA11261.1 MNNEEROHLG BWVARGDVGSV KQ-—--=--= —=———=——== ————————me oo
TRP_Bflo XP 002611405.1 WSEAEKRERLYV SVERGDYATV RK-——————— —————————— —mmmmmmm
TRP4_Sman XP 002576840.1  —————mm—mm oo e

LN——EKLELL CDKGDYYMV KK---—---— —————-m——m —mmmmmmmom oo

N



TRP_Nvecd4 XP 001640409 ————-————= ———-———— oo mm oo o o o
TRP_Nvecl XP 001637374.1  —————————= ————— e —m o oo - oo
Cca7050 NTIRDSLPLH BCVHGSKATL QE---—---- ——-——---o mmmmmmmmmm oo
Cca2l784 oo o s e oo oo
Aval6635 4 LDANHSHEIV LSKSISGNSL DQ-WSC-=== —========= —————————= ———————— IE
Ava9904 1 WEENHSTLS LKDNLDRDEI ETFWDT---- —=———-—-=-= ———————-—— ———————— IE
Ava6620 1 IITMKHWEYVE EARLDNREQQ PNFWKIPFAF GHSLVDDSKD DRLVTHYKHV PQKSIHQETK
TRPC1 _Hsap NP 003295.1 = ——————==—= —————————— —————————— —m oo o
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4_Mmus_NP_058680.
TRP_Spur XP_793901 = ——=—-—=--= ——--———-——— mmmm o m — e —om o
TRP_Cint XP_002124651.2  ————=-—==—= ——-———mmmo o oo oo oo o
TRP_Skow XP 002733765.1  ———==-—=—== ——-———moooo mmmoo oo oo o oo oo
TRP_Lflor emb|CAA11261.1 ———=—=-——=== ——————o——— —moo oo Co oo oo oo
TRP_Bflo XP_002611405.1 = ————=-===—= ——-———————— —mmm o oo oo -
TRP4_Sman_XP_002576849.1  ————=-————= ——-—————ooo mmm o oo oo o
TRP_Nvec4 XP 001640409 =  ———=—=-————= ——-————oooo —mmmo oo oo oo oo
TRP_Nvecl XP 001637374.1  ———==-———== ——-————oo—o —mmmo oo oo o oo oo
Cca7050 S mm oo s S oo — o o o
[T B <
Aval6635 4 El——m————— o oo s oo —o oo oo oo
Ava9904 1 HTQIIKRIED IKAATCRESI ILDLEQKWDK NREAPNTPKT KTSLVELSTK RNSEVGEPKP
Ava6620 1 DEGDLVKKPS TKFYDIVEIP ILDDPSNIDF LKYAKSLKQI LEVGKDLAYD RENYRSKIDF

R )

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP 793901 = —mmmmmmm e e e e e
TRP_Cint XP 002124651.2 @ —————————— —o oo e e e
TRP Skow XP 002733765.1  ———m——mm—— —mmm oo o o
TRP_Lflor emb|CAAL1261.1 —————————— —————————— oo oo oo oo
TRP_Bflo XP 002611405.1  ===mmmmmmm mmmmm e e e e
TRP4 Sman XP 002576849.1  ———m—————— ——mm oo m o e
TRP Nvecd XP 001640409 ==mmmmmmmm e e e e e
TRP_Nvecl XP 001637374.1  ==mmmmmmmm m oo o e e
Cca7050 e e e
Cca2l784 e e e e
Aval6635 4 —————————= ~VSNHLKIGK EPL-———=—=== ————————m— — o o PIVRI
Ava9904 1 DGDLIEMGKL EKANFVIFED EPTRVGRTID SGPRIPSEFQ NLWFKQIEFK DPDINPAVCL
Ava6620 1 FNMIIYIPEI TKTGAGLLAV PNTAVAILGK VITDLLTKNK ALIILDARAK GPITNLVLES

O

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.

———————————————————————— ILEENS SG-DLNINCV
———————————————————————— ILEENS SG-DLNINCV
TRPC4 HsapiNP7003297. ———————————————————————— SLEEAE IYFKININCI
TRPC4 Mmus NP 058680.1 ———=——=——=-= ———-——omom - SLEEAE IYFKININCI
TRP_Spur XP_793901 = = ——-————mmm oo oo oo oo oo
TRP_Cint XP_002124651.2 ———————————————————————— NLLRAF TNRNIGLGVI
TRP_Skow XP_002733765.1  ——=—-—==—== ——————mmom oo CLKHPD P---VNVNVT
TRPiLflorgiemb|CAA1126l.l ———————————————————————— ALAEAE ERF-IDISCK
TRP_BflO_XP_OOZ611405.1 ———————————————————————— ILEDYG P--EMDINCT
TRP4 Sman_ XP 002576849.1  ——-—----== ———-——————— —————————— —o————————
TRP_Nvecd4 XP 001640409 ————-————= ——-—-———— o mm oo oo oo oo
TRP_Nvecl XP 001637374.1  —————————- ——-—-———— oo —m oo oo oo oo
Cca7050  mmm e s e s —
Cca2l784  mm e e e e e
Aval663574 VIDNTLHVIE QVGQSMNKNV ATV-VISSNE LMRKIHSYIF TLTV--—-—-—-—= ———————- XD
Ava990471 LLDNSIDGLR HTLHAIRNRV PTILVIGSGI AADMIHQIM- -IM@S—-——-—-—-— ———————— XD
Ava6620_1 LERAKHDGVK QITERIQNRL NFL-GFYDKP LKQODIDPEAP N NKRYLL

= S

TRPC1_Hsap NP 003295.
TRPC1_Mmus NP 035773.

AVTMTIENEN ILDILOM---- -———-———-———- —————————— —— mo-v-——- —————————
| AVTMTIENES LDILOW---- —————————— —————————— —— MID-Y-——— ——————————
TRPC4 Hsap NP 003297. ALLMAIENEN LELIE@---- ——————-——- —————————— — WS-F-——— ——————————
TRPC4 Mmus NP 058680. ALLMAIENEN LELIEM---- —————————— ———————— —— Ms-F-——- ——————————
TRP Spur XP 793901  -—----- TRGG IDIIVV-——— —————mmm—o —— e~ —— - H——— ——————————
TRP_Cint XP_002124651.2 AAGMAVELKD DLLIKW---- ————————om —— o —— IVVEH--= ——————————
TRP_Skow XP 002733765.1 ALQOMSVDNEN IEIVEM--—- —————————— —— o rop-—— ——————————
TRP_Lflor emb|CAAl11261.1 SL IENEN DDLVSH---- —————————— e —— mN-y-—- -
TRP_Bflo XP 002611405.1 ALLMAIENEN LELVGE---- ——————————= —————————— —— WVS-Y-—— ——————————
TRP4_ Sman XP_002576849.1  —————-——-- —mmmo—mmmo oo oo RIGRF——— ——————————
TRP_Nvecd4 XP 001640409  ---—--—---—- IEMIRE —————————————————————————— WK -N-——— ——————————
TRP_Nvecl XP 001637374.1  ———=—=m—=—= —m—mmmm—mm e m o e
Cca7050 e e e Q _______________
Ccal2l784 | e e e e e e
Aval6635_ 4 QKMASTK--- ODFLKECCGF LKNEAQSEET LTNIGFILDK PNEFTME--- ----------

e



Ava9904 1
Ava6620_1

HEVESISNEV REYLKONYPL OQALRLPEDLL RRVISSVVDN EE@FTEFY--- —-—-—-—-—-————-—
MASSSISKVL KGCIVERHDH NDGKLVKEHL LYETSCLLKI PGEKIEEIVE PGKRTCHEVQ

TRPC1_Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4_Mmus NP 058680.
TRP_ Spur XP 793901
TRP_Cint XP_002124651.2
TRP_Skow_XP 002733765.1
TRP_Lflor_ emb|CAA11261.1
TRP_Bflo XP_002611405.1
TRP4_Sman_XP 002576849.1
TRP_Nvec4 XP 001640409
TRP_Nvecl XP 001637374.1
Cca7050

Cca2l784

Aval6635_ 4

Ava%9904_1

Ava6620_1

e

TRPC1 Hsap NP 003295.
TRPC1_Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_ 793901
TRP_Cint XP_002124651.2
TRP_Skow_XP_002733765.1
TRP Lflor emb|CAAll261.1
TRP_Bflo XP 002611405.1
TRP4_Sman_XP 002576849.1
TRP Nvec4 XP 001640409
TRP_Nvecl XP 001637374.1
Cca7050

N )

Cca21784

Ava1663574 ———————————— DMNMTYGA DLSKIIVVINL, LKSRKSTGKE KLKEALDLVI DWNRVDLAEQ
Ava990471 ———————————— HPLRHGIH ELNK‘I!L‘L LKG--YPGDN KRLYGLILSF RWKRPSLALE
Ava6620_l RVRRALERRT REESVKEFDON QIGRIIRYEMIL FYGSREIVEN IF---—-—---—= ——————————
TRPC1 Hsap NP_003295.1 ——--—-mmmm oo o o o - KLME
TRPCliMmusiNP7035773.1 ———————————————————————————— EV VGAVDILLNH ----- RPKRS SRPTIVKLME
TRPC4 Hsap_NP_OO3297.l ———————————————————————————— EV VGAVELLLNH ------ KKPS GEKQVPPI--
TRPC4_MmuS_NP_O58680.l ———————————————————————————— EV VGAVELLLNH ------ KKPS GEKQVPPI--
TRP_Spur XP_793901 ———————————————————————————— QF IYAAQIICEH IKQKNIPEFL -—-—-—-—-————-
TRP_Cint XP_002124651.2 ———————————————————————————— GY LRIAEILMNH PSFCVNQRLT TSPGELMLID
TRPiskOW7XP7002733765.1 ———————————————————————————— GV YKMVEMMVNH PS--ISREML GGEWS-KMTK
TRPiLflorgiembICAA1126l.l ———————————————————————————— EY VVAVEMILTH ----- QLKKF GEDYL-----
TRP_BflO_XP_OOZ611405.1 ———————————————————————————— EF VGAVELLLN- --—-—————-—- C TEDKTQYM--
TRP4_Sman_ XP 002576849.1  ————-———-—= ———-——————— m oo oo oo oo
TRP_Nvecd4 XP 001640409 -—-------- ———-—-———om ——m—m—— DN VLYVKALLAY EN--NN-DRF SRRSSSCV--
TRP_Nvecl XP 001637374.1  —————————= ———-———— oo —m oo o ———— oo oo
Cca7050 N--——=——— === GON LCHIAAILCN VOQLLELAIA- —-—————————= ——————————
Cca21784 mmmmm e mmm e MQTAID- —-—-————==== ——————————
Ava16635_4 NIFTESMVW- --GDTDLFQH -YFAILILNQ VDFLELMLER ---———-—--—-= ——————————
Ava990471 KIFIGREKWI SEDDTRAVQR IFFSALTTNN TGEFVHRMLES --—-—--—-—---= ——————————
Ava662071 ———————————————————————————— NN SDIQORLIKK —-———————-—— ——————————
TRPCl_Hsap_NP_OO3295. TLAAHGEEEENNNY E Ty IKODV SLPKI
TRPCliMmusiNP7035773. RININDDET. T' IWKODVSLPKIY

= S

TRPC4 Hsap NP 003297. TN TRTE VOKEVSVPR

TRPC4 Mmus NP _058680. IRPNNZ - TINNNeITINTI VOKEVSVPRIZ

TRP_Spur XP_793901 LAAHGEE BeYEARIED)E EYY-———---
TRP_Cint XP 002124651.2 ILAACEES IRREATIOHE BlPYREORTE
TRP_Skow XP 002733765.1 ILAAHGES BTREATIST)y ENVTECEEH
TRP_Lflor emb|CAA11261.1 PHlT AR WDREYRTPKlE [EDT T@HEDD)
TRP_Bflo XP 002611405.1 DI T AAHSEE WOKEHPT PKlE [SDVRETENE
TRP4 Sman XP 002576849.1 GINRPNNG - - - WDREDRI YK [§DL NI
TRP Nvec4 XP 001640409 P LARHEEE WSKEHTIDRY [EDRGEI®P
TRP_Nvecl XP _001637374.1 PITAYA AR VSKEFOLVKE BNVLEREEE
Cca7050 === ARVD HTYQDKEGSH |FLHYECA--A IEAELDMNEy NSDGLTPLNL
Cca21784 —==——= KGVD HTKSDREGNH |FLHYEWA-AV IGDACDTNAA NSKAQTPLCF
Aval6é635 4  —————- NVID HAAFMKONLE NDRK RENDLLEFROM VDRSNIDOHE NVPHSTIKTL
Ava9904 1 —————= KIIN FRYF----- G NMYYLSQ--- ——--- LYJRT FDKLSDSEED ITANKMLRLN
Ava6620 1 —————= REEN LTSVEKKSGQ ELHFOR--- --—--- LMFA @TKDEEYVEK KIKGEKAEFT

TRPC1 Hsap NP_003295.1

SAKNKKBSH-
TRPC1 Mmus NP 035773.1 SAKNKKBSH-



TRPC4 Hsap NP 003297.1
TRPC4 Mmus NP 058680.1
TRP_Spur XP_ 793901

TRP_Cint XP 002124651.2
TRP_Skow_XP_002733765.1

TRP_Lflor emb|CAAl11261.1

TRP_Bflo XP 002611405.1
TRP4 Sman XP 002576849.
TRP_Nvecd4 XP 001640409
TRP_Nvecl XP 001637374.
Cca7050

Ccaz21784

Aval6635 4

Ava9904 1

Ava6620 1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4_Mmus_NP_058680.
TRP_Spur XP_793901

TRP_Cint XP_002124651.2
TRP_Skow_XP_002733765.1

R )

TRP_Lflor_ emb|CAA11261.1

TRP_Bflo XP 002611405.1
TRP4 Sman XP 002576849.
TRP_Nvecd4 XP 001640409
TRP Nvecl XP 001637374.
Cca7050

Cca21784

Aval6635 4

Ava9904_1

Ava6620 1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_ 793901

TRP_Cint XP_002124651.2
TRP_Skow_XP_002733765.1

O

TRP_Lflor emb|CAAll1261.1

TRP_Bflo XP 002611405.1
TRP4 Sman_ XP 002576849.
TRP_Nvecd4 XP 001640409
TRP Nvecl XP 001637374.
Cca7050

Cca21784

Aval6635 4

Ava9904 1

Ava6620 1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_793901

TRP _Cint XP 002124651.2
TRP_Skow XP 002733765.1

I e

TRP Lflor emb|CAAl1261.1

TRP_Bflo XP 002611405.1
TRP4 Sman_ XP 002576849.
TRP Nvec4 XP 001640409
TRP Nvecl XP 001637374.
Cca7050

Cca21784

Aval6635 4

Ava9904 1

Ava6620_1

TRPC1 Hsap NP 003295.
TRPC1 Mmus NP 035773.
TRPC4 Hsap NP 003297.
TRPC4 Mmus NP 058680.
TRP_Spur XP_ 793901

TRP Cint XP 002124651.2
TRP_Skow XP 002733765.1

e

1

1

1

1

1

1

1

1

VSSSD¥ES o
VSSSDVIMGM - —— == ——— —m e
AFSTETNTM- ——————m——— — e e
TAMRRDBAM- — -~ =~ — - o e e
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