
predicted SAM-IV riboswitch - RF 000634
5'-UTR of cg1478
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predicted TPP riboswitch - RF 00059
5'-UTR of cg1655/ thiM
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predicted yybP-ykoY leader - RF 00080
5'-UTR of cg2157/ terC
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predicted TPP riboswitch - RF 00059
5'-UTR of cg2236/ thiE
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predicted mraW RNA motif - RF 01746
5'-UTR of cg2377/ mraW
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predicted msiK RNA motif - RF 01747
5'-UTR of cg2708/ msiK
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predicted FMN riboswitch - RF 00050 
5'-UTR of cg0083

predicted cspA mRNA 5'-UTR; 
RNA thermometer - RF 01766
5'-UTR of cg0215/ cspA

A
GUCG

C
G

A
U
U

UC
U
A

U U
C
G
CAGUGUUUAGGCGCU

GAUA
A

GAG
A

U
A
U

A A C
U G U

G A G C G C C U A G
U
U

U
U C C U

U
U

A
C

C
C

U
G

C

A
G

C
A

U
C

U
GU

G
A A

G
G

U
A
G
A
U
GG

U
U U

G
AC

G
A
G

G
A G

U
U

C
C
A

A
C
G

AC
U

C
GG
AC G C U G G U

G
A A

U
C

AU
GCUGGCG

A
A
C

G
U

A
G C A

U
C
A

C
C

U G A
U
U
A

GGA
A

A
A

G
G

U
ACA

A
A
U

A
U

G
GCA

C
A

G
G

G
U

A
C
U

predicted TPP riboswitch - RF 00059
5'-UTR of cg0825
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predicted ydaO-yuaA leader - RF 000379
5'-UTR of cg0936/ rpf1
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predicted TPP riboswitch - RF 00059
5'-UTR of cg1227
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predicted TPP riboswitch - RF 00059
5'-UTR of cg1476/ thiC
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predicted ydaO-yuaA leader - RF 000379
5'-UTR of cg2402
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