Additional file 8: Structures of Platynereis pNPs and identified repepetive peptide
motifs.

Structures of Platynereis pro-neuropeptides (pNP) as indicated, with the predicted signal peptide ((8),
predicted amidated peptides (yellow) and predicted cleavage sites (l@ll), cystein residues (Bifil) and
potential pyroglutamination sites (green). Stop codons are indicated by asterisks (*). The peptides that
are confirmed by mass-spectrometry are highlighted in bold, alternative MS-hits are underlined. For
identification of conserved peptide motifs we used MEME [58] and manual inspection. For generating
peptide logos, we generated multiple sequence alignements with MUSCLE and ClustalOmega and
created peptide motifs using WebLogo. We provide these sequence logos if they are not available in
previous publications [19, 28, 49].

Platynereis pNPs belonging to eumetazoan pNPs families:

>FMRFamide [GenBank:JF811326]

ORI N RN S VI SVTLESLEOSANE THNEKLHIFENAFKAY IEDLTESEDS SWDDGLAERRGLKFGR

SDGNLGPMYFAIRH SFDPSLYLQMR%.GGGYIRFGISVHLASDPSQAYLASFGNVD.AGGHYMRFGIEVPN

SESTSVVSVPAAEADAVVSQLTDESDKERRFMRFGRSDPEEELHERDERFMRFGRGDADDLEEARRFMRFGRGGDE
ERRFMRFGRGDEEAARRFMRFGRGERGFMRFGRDPOEMS DDRRFMRFGRDGADEDEVERRFMRFGRRFMRFGRDPL
FMRFGRRDDDEDLAEERRFMRFGRRDGENGFMRFGRRGDEERRFMRFGRREDMDEERRFMRFGRRESEDELDD
EEQRRFMRFGRRDSEVMDEQRRFMRFGRRDGGEEERRFMRFGRRGDGEEEERRFMRFGRRDGGEEERRFMRF GRS
ETDDRRFMRFGREDNVEDAMDRRFMRFGRRDGAEDSADRRFMRFGRDPESKSEDDRRFMRFGRBDEVSE *

>RYamide [GenBank:JF811330]

SRR Uu e BN WA AN NDN= DKDDQSTSVAADEDDRRGTLLRYGRGSLMRYGRGSLMR YGRRGTL.MR Y GRRDDE
EFYDDDDVDAIRRVFRYGRRGDDDYRRLFRWGERSDDYVPEDGLDEDRRGTLMRY GRRVFRYGRRESDDDSASEDMA

EBvrrYCEENSVDLDDLIEEARRR 1 FRYGEDIRAPQAPHVPFRFGEE *

>YFamide [GenBank:JF811332]

TODEALNGELQODRSSRVARSPDVDSERRYPNTVLFGRRAPLFKFCRBROFMFG
ODEEDAMDEGYDTDMMAERRYFGKMPVGSLYKGDRRYYPTDORHVTLEDLMERENRRF YFGRETDDAAAADIRGD

IFFLG.%LDEE.%VYFG.MEDPEMD-MVYFG.EPNADMMDEE.KMVYFG.DPTEE.KMVYFG E
EE G

PGQTE KMVYF' TDGDKSSR*

>MIP/allatostatin-B [GenBank:JX513877]
EENVDLDED.AWMKNNIAWG.GWKQGASYSWG.DSEGDGLMSDEE WN
KNNMRVWGERSDEDDRRGWKDS SMRVWG GEDDNN.WGKNNLRVW?ADDLEVLED‘WGDNNMRVWG S
DLEDDRRAWNKNSMRVWGERDMEEDEDNRRAWKGOSARVWGERADEDDRRGWNGN SMRVWGRRGWHGNGVROWG
LHLDDVEPILDDEESERAWAKNNMRVWGERSTDNVRNMKAVVAEPAEVAADAESAKSS *

>WI [GenBank:KF515919]
ASMOWPIQLLAVLLALALTISSTHGIHeIHe[OISISN SSATAPSLLATGPVRSVLIKADRKAGEEMVKVAGIVFDHD
PLVHADVIVWQLKHNSLQOGSRNPKEELD HGRLVTGPSGEYTFSTVAGISQP IHLQVHLPDGSHFTTDINIDDG

K
S
LOHSFDVVTKAKSHSRQTRNVHDYELYNDDDERTWGDSGMNWL, SWGNANMDWLERNSMSDDS SRDWL, WGN
SNMNWL.KNWDEANTKWL TWGDADMAWL, TWGDANTNWLERTWGDSGMSWL WAHPDTDWLERTWQ
w

DNEDIMKWLERSWGDANMNWIKEDGLADEDEDQMVEVENPYEH DVSSAGPEHEAQQVVAGEAEQGHVDRRS
DPHEKEEDRRSWGDSGMAW I RRDPERBSweDSGMAWIRRDDEKDRRSWeDscMAWI RRDPERKS
prERBsweDsGMAWIRRDPERRSWGDSGMAWI RRDGDRRTWGDS GMAW T RRNADERTWGDSGMAWT

SWGDADMAWIRRswWNDANVAWLERNADRRSsWGDscMAW I ERNP DR SsWGDsGMAWIRRNP DRRSWGDS
peDERTWeDSsGMSWIRRNPDERsweDscMAWIRRDP sSElswepseMAWIRRDGEXKDRRSWGDSGMAWIR

EBpAEQSNLVSQQOPAEKESTGH *

9

>TRP-1

Peptide logo generated from 26 peptides of the WI peptide pNP.

AETOGRRFESSTLADMLSLVEBGGRFYSGSDRRSONDLVIRSGIEPGRRRRSVVEABEYR
TESLEEMESY@EEGSSWRNLGSLMMERPTQDSKAPLGGDRDAQLSGGRSPSAASSRQVYDVLINGKPFFFLVPQAR
SDLONLRVONKPHMAAFEVKQADRR*

>TIRP-2 [GenBank:KF515920]

VERVASNIMIN QARSI g F . TRTEHSDMMQKRGF SQLYNTLRLVIHPHGYHWQ.SVGNDPEFLEDS
PFLEERLASSILHTNNROERGIIE! KHR SYWELKEYE: SILPDADSEEPSQDQVTSNSIDDVASGLDAG

VASS SEWGSMREGVDSITGFLPSAVMHDKANAKTDSKIG VRLLLDKSSTNNAP *



>IRP-3 [GenBank:KF515921]

GTAHRFSWHLLLCLFATS SHGE MR LGDTLDKRGLIGPGLSSALQIVIPNGYHYG.SAGTEISPQVSAESPF
MDERLAMSILHNRGERGIIEH KHK] SFSELKEYIHVPV.SFLSTDKPKLSQDQMNLIDVKWGLDDEGATSRLL
NIGDIEDDSDVNNRYLPSELTODERNTREDSQIGQLVRLLLDKSSAHNNTI*

>IRP-4
(..) YGRRSAGTEISPOVLGKSPFMDERLAMSVLENRGRRGI IBEEBKHKESFKELKEYBKTPG
EBGSLLLTAQPKPSQDOMTSNLIDVNWGLNNEGASSRLANMEDIEDDFDVTNQYLP (...)

>IRP-5

(..)BENDHLVKRGLEGTGLSTALKKLBGMKGYHHGRRSAVTDTSLODLTKS PFVDRRLAMSVLENRGERGSQGITE
EB@rEPESVKELMEYEKS PFRBSLL.LTAQPEPSQDQMTSNLIDVNWSFEDESAASRLDSMEGDLDVKNNYLPSKPN
HDEINSRQIGQLVRLLLNMTSAHDTL *

>bursicon-A

I NN O PO EGNTEVDLP TG IVVPABR IRWI VHR IELPHETORRL 1. L.ABKGOBES YTOYS
TDTNDIERVESEEOPHGRKLRRIRMRERNPKTFMPEIHFVQVY IPNSEMBRPESVSIDNVPDVVNPLEAMSDNPPM
EFMLLRHK*

>bursicon-A-2

NS A A OB IR Re G S TEVNLPTGIAVPSEK THF IMHR T EL PNETREBML S LABKGEBES YTOYST
DTNDIERVESEEQPHGR(...)

>bursicon-B

I AR ARG SRR RN TS RTFNS GNTDF TE I FLNKEKPYEYNGRPARLTBYRKVT IRKBEGTETSEVSPSV
VRFPGFRRDEKEERESRLDEKS YLLPEYYGNALIPGETVRLHIKEPMDEOESEEAM*

>prokineticin

NSRS aRRRn g usteerss s RECRSRPLFVCERY PPYMP YRR TD YHGRRGRLOLLFVCEROPTYEMSBRTDLDE
PSSHEELADLENSSGTETPLRHMEQIBTTSSFYDGISYPMBPEASGLSEAISPERRFGICTSSWDEEEGEEQYNY *

its

b

X3
c

B Hls'glpLF Peptide logo generated from 2 amidated peptides of the prokineticin pNP.
Platynereis pNPs belonging to bilaterian pNPs families:
>glycoprotein-beta

el e AR BRI AT NN VTYe H PWTGDS RAKORNERFNGNS VT SEGL YHHWK IAVNRDYLAENGTI T
AGGEDTSEIPDYKVPFKIINHPVETYGEVRPRTVRIBGDNHPAPFAKRVFDAVSEVEPESRSNAS

>yvasotocin-neurophysin [GenBank:EF544399]
SRR eI R AR eg NG F vRNEP PGGRRSMDLPO I HSTROBMREGPOGLGOBFGPNIBBGPS IGEY
VDGOGREGADGVEETDEKETLDSSEDKLDMDKPRFSPDILRMLERIFD

KVLEEMPTLQQIPLKPVRPNRFRNKDELHSYLQSLRDYYSVIGRPRFG.LSS
FLORSPDSFGISESDNKGLGHTSDFSIEESPRLSFRKILLQSMRH*

>NPY-2

NS4 YN NSRS RRURGIEA DMRGPPLRPAVFHNPKELRS YLKSLNEYFATVGRPRFGRRRSPMPNFEERRTL. I T
PEVFMVMDSDGDGCIDQTELATFTSL*
>NPY-3

RWTYLVLGLDLLFAVFLTFKLTSA]; NMEGPPPRPAIFRTPQELRDYLSDLNEYFMIVGRPRFGISTRHHLIDTVY
DKLGLPKSERSS*

>NPY-4

YPLTFTGPFEEDGLRL.DPSFI SSGPPVRPSSFKSPEELMEYLQKVRAYYNVM
SRPRFGERTIAEWYEGMDHER *

o Peptide logo generated from the C-termini of potential peptides
: %wmw*mk&mﬂqu%wwmm ielded by the four Platynereis NPY pNPs.
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>RGWamide (JX412226)

KLQGVVASWLFFGLVILEATYA DSGTSQID.RGW?DSEGEVD.RGWG GALDPELESEAD.RGFS
SLEEMERRRGWGRRTSVEEERRRGWGERDFEEEEEMDRRRGWGERSLEEAEERRRGWGERLTIDALEDGIDRRRGW
GERsoMEDEEERRRGWGERSWPKDSAEABSEMROAVVY Y INSAIETEGMRVKQEGGDPIVTP *

1 Peptide logo generated from several identical peptides of the RGWamide pNP.

>AKH-1 [GenBank:KF515922]

YRR NIRRT N (YN UEIAOF SF SLPGKWGNGRRA AT GWGRRGEBGDFDPDATFNVYRATQAEALRINEGMO
QKLEEESKRH *

>AKH-2 [GenBank:KF515936]

MRLWVVYLTVCVMMLFAFFPHVCHS IYYGDDDDYDYDVRQVRKNRLTLSEALI
SODEKDAISKIKKLIQREVVRQRYENRKK*

>GnRH-1

AL BTN TN R T SRRSO A Y HF SNGWMP GRS SLPL.TNLRQVSRQLSOMTSSSPSSSDPRSDLS
FERTQPQVFELIMTIIQAEMDRLOLLESSETODSTDDMETRENSLL.AWLKGRONFGYED *

>GnRH-2

AN AR NI NRTFNOHAHF STGWTPGFG I GRRMEGEPENTKALESLOKLOAFTNVRF I ILSSRILNRDFRI
MI*

>7B2 [GenBank:KF515944]

N G PSR AR R NGO Y Y DDYLVQDL YL SQLDDYLAEDNEAYGGNSDWLDDRIPLDSRDGTTDIRD
HEYLEHSASKGGFQYISGGAGEGNQHLTPEGTQONNTHEVKSDEALPFYBHPPNPEPKGFTEEDGEQLDVKDTAEDQ
B 1 skMMASGOBSCDEEHMF SEPKDRSTMNADKGHEGRDDLDNVLDSLLAGKMDNPYSVGNRREKMVARRGHPGN
LNLGNPFLDGQVVHTVARRGGVGSVMMK *

>proenkephalin [GenBank:KC708483]
NORAAA SRR NWNPNS SEVEAVDKSEKEESSEESTSAFAES SQVDMIDSNKDINAVIKIIDVLNGPQKGN S
DPDALLW| HLTVDEVMRTEGGQGEESAEDSGEGDHSEDSEESNEMD.YGSLFSNWRWYSHRNDISANANAEE

GVERRYGNLLGGLFSNSNYGKDERYGDLFSNSNYGKDRRYGGLFSNSHYGKDERYGGSLFGRLF SNKGRRYGNLLG

HVFGRSVDDRRDGOAERRYGSLFTPMFGGRRDERYGSLFTPMFGGKDRRYGSLFTPMFGGKDRRYGSLFTPMFGGK
DRRYGSLFTPMFGGKDRRYGSLFTPMFGGRRDERYGSLF TPMFGOKGRRYGGLLAQMYGRSEPTSDRRSGEMORRY
GHLLGOLFSNKSGHRER*

>DH44-1

TNDDRPDS SESDLDIHRRTRKLSVNTGLDALADSLRDRDSMEDVKHSQSQLF
RLGRRPAFSVNQODLSSLADAYGHGNAEESRARLLSLCERVPLSVNSGLOSLADSMSDSSQNRLLALGRRPAFSVNH
GLDTLAEAMGMNGHNRLMSLGRBVPLSINHGLQSLADSMADDDRQSRLOMLGRRGPLS INNELHSLADAYGNQDSP
LLOLCRRGPLSVNAELHSLASSFAPGSHASLLNLGRERMPFSVNAELQSTLAHSFKDGDSQSQLLRL.GRRAPLSVGAE
LOSLADSYDGGDSRSRLLSLGHERIPFSVNQDMQOSLADSMNGNRGSE SNSFLQSLGEPLSIGQEMQSLSDAHMSG

YNPLLNLGERVAFSVNQELQTLGDAMRQGDDRLLOLGERSAKSHEANSRSERVPGARRFAFNSELWSLAEMARHSR
SQQERKDVQDLLDNLGERSV *

LG Peptide logo generated from the 8 different peptides of the DH44-1 pNP.

c

>DH44-2 [GenBank:KF515942]
LNDDSAEFESSEGLH.AVKLSVNNGLSALANSMKDKELEDGIQTSHAQLFR
MGRRPSFSFNQDLKSLADAHGMHSAENSRARLLNLGERVMF SVNGGLOSLADSMNEGPSHGNLMALGRRPAFSVNH
GLDTLAQAMGSDGSSQSKLLSLGRRPAFSVNHGLDTLAQAMGSEGSSSQSKLLSLGRRPAFSVNHGLDTLAQAMGS
EGSSSQSKLLSLGRRPAFSVNHGLDTLAQAMGSEGSSSQSKLLSLGRRPAFSVNHGLDTLAQAMGSEGSSSQSKLL
SLCERMOL.SFNQGLOSLADSMSNDGGRSRLMNLGRRGOLS INNELQSLAHSFKPNGDSHMSLLNLGRRAPL.SVNAE
LHSLAHSFRPNSQASLLDLGREBAPLS INAELHSLAHSFNGDGEGRARLLNLGRRVPLS INAELQSLAHSYQPNSQM
RLMSLARRVPLSVNQGLVSLASSMRGDRAEASRNFLOSLGRRAPLSIGOEMOSLSDAYNSHSGNPLLNLGRBMALS
VNHELRﬁGDAMRHGQAAPSLLSLG.FDNQNDHEHVRIMKRSPGA.LS INSELWSLAQMARDARSHEDRKNAQA
LLDHLGERsV*

____

[ﬁl Peptide logo generated from the 8 different peptides of the DH44-2 pNP.
MO
8&8



>achatin [GenBank:KF515943]

(..) STLFPYTTLFRSGKLTLVQVVSFALLVLVIANDENLLDSRELEENEIYDEIRDFGNERGFGDRRCFGDRRGFG
?GFGD.GFGD.SAEAEIYNDKVLEEGIKERINAMFDSLPAAYIGFGDIGFGD GFGD pERcrGDR
GH

EEAFNSQELNDYLENLNNQLKFRMFAHHVFDRRGFGDRRGFGDRRGF GDERGF GDRRGFGDRRGFGDR*

bits
w

Peptide logo generated from several identical peptides of the achatin pNP.

oo

>lugin [GenBank:KF515941]

MO S AP/ VRSN FNINHNTWRPOGRF G TLDSNSLSEVFYGNKGLDADYGDDLSDSEDMPNAFRHNNLVELR
KSQSGLYKE@IRLRGAQDVPLDLHTA*

>tachykinin-1
KLVLNDVYDQEDNNDLFEYEDFANSQRRSDDNLIEEEDRVDTY PFREMDSNQFFH
MRGRRNGGESLTVDDODPETLLKLARYFRYLOARRSLRSNVPSLSARROPPKGFHAVRGRRSFHE *

>tachykinin-2

KIVIPDVYDQDDNSDLFEFEDFANTQOQ| DTLIEDPEDEQVDSYPFREMDSNQF
FHMRGRRNGQSEVMVDEQDPEALLKLARYFRYLOARRSILRNDSPSGLSARROPPOGFHAVRGRRSVLH *
.;3‘ MBE&SFE&MHG Peptide logo generated from four peptides of the tachykinin-1 and tachkinin-2 pNPs.
Q

>calcitonin

AENYEEDEKIETALRMIEQMAETRKGLSALKQVIDSIDGDLOKTHVERRKVKDLTTH
KGLEVLERTILKEMDSDLIMEQRRTEOVNLGGHEATESAASVADQWHYLNSPLS PCRERRD TSLYQKLVGGRLLO*
>DH31

QOATLATVVVLCLSSMLLLSHITSSHA PALRQRRAADSDLTLALLEELVDELRADNVIQ.RIDAGYGSRYAAGA
SVGSKLRALKQAADWNGPG AEEFDEE*

>pedal-peptide-1 mRNAl[GenBank:JF811329]
VLWKLLLPLLATVLLVNAI PEKSHM.SIVDDDDENSIYAGIGQSARQLDSLGGAEIPLYGEDSLGGAEIPLY
GROLDSLGGAEIPLYGROLDSLGGAQIPLYGROLDTLGGGQIPAEDRRAFDS IGHHSAFGGLERAFDSIGHHSAFG
GL SFDSIGHSSNFAGLD.PFDSIGHSSSFAG-L-PFDSIGHSSSFAG-L.AFDSIGHHSAFSGFSAEI
EsFps1cHSSNFAGLDERSFDSIGHSSNFAGLDERSFDS IGHSSNFAGLDRRPFDSIGOSSNFAGLDRRSFDSIGH
SSNFAGLDERSFDSIGHSSNFAGLDRRPFDSIGQSSNFAGLDRRSFDSIGHSSNFAGLDRRAFDS IGHSSNFAGLD
ERsFps1cHSSNFAGLDRRSFDSIGHSSNFAGLDRRSFDSIGHSSNFAGLDRRPFDSIGHSSNFAGLDRRSFNSIG
HASNFAGLERRSEQVNPEEEDKN *

>pedal-peptide-1 mRNA2
RSB AR S ARG RRAGVAA PEK S HMERS IVDDDDENS I YAGRGOSARQLDSLGGAEIPLYGROLDSLGGAEIPLY
GROLDSLGGAEIPLYGROLDSLGGAQIPLYGROLDTLGGGQIPAEDRRAFDS IGHHSAFGGLERAFDSIGHHSAFG
GL SFDSIGHSSNFAGLD.PFDSIGHSSSFAG-L-PFDSIGHSSSFAG-L.AFDSIGHHSAFSGFSAEI
EsFps1cHSSNFAGLDERSFDSIGHSSNFAGLDERSFDS IGHSSNFAGLDRRPFDSIGOSSNFAGLDRRSFDSIGH
SSNFAGLDERSFDSIGHSSNFAGLDRRPFDSIGQSSNFAGLDRRSFDSIGHSSNFAGLDRRAFDS IGHSSNFAGLD
BBrrps1GossNFAGLDERSFDSIGHSSNFAGLDRRAFDS IGHSSNFAGLDRRAFDSIGHSSNFAGLDRRAFDSIG
HSSNFAGLDRRAFDSI1GHSSNFAGLDRRAFDSIGHSSNFAGLDRRSFDS IGHSSNFAGLDRRSFDSIGHSSNFAGL
D*

>pedal-peptide-2 [GenBank:KF515945]

N AH NGB RO RN IS FNA REKLEEQQFMI GSEAEDGLHRRMLDOVGS SLLERRMS POED YLMKSQGORRMLD
MLDEVGSSLLERRMLDEVGS SLLERRMLDEVGS SLLERRVVDPIGSAL L
DAEEMMEEGDRVAYAANNPKRSYSREEVEELLGREYAENNVHYPROGLDETAEG

{M EV L Peptide logo generated from 7 peptides of the pedal peptides from the pedal peptide-2 pNP
nl peptide pNP.



>pedal-peptide-related

SRR BRI BVIN TN\ Y NNPF TWAMHRF YQYBGI SNODRYNQODRHGNSDNS YGNSGSYGSRFQERYVLOGYP
YYQQORSMGRRHOEQBRFEQBWDEFFMERWGOGVTGESSONGGOSNGFONYEQESEGVSRLROBLOQOLNNNGGEG
BEYRDMMWAVRTARDSDGMATYAF@DDFYNEY TERQEKDDQY QTIQRLSFAENRYREDLRDEVSFAKQEINK
YRSQPQPPSGEGNFNWFRYMEQDMEKVWMAE INGEPVYDIV NPMYEYFABSNQKDRVMTEYDQEIQKFANQD

GRESPMREA HOFMKFMLEQHBOSDROVRERFOOBBHHEEDRRGFMSGSSSNNDNNRNGHONNSNGYEERRE
ITEE.EV EERREEERBFTMNGNGHEGNYEERRDVE GNQQHDQDINQYDSNRNNQNGFD.N-YKQNGFD
DFNNONGFDRIRD YNNONGF DRIH YNONGOSNTNNHNDGNRSDYEDKKSYNNNFDRBNSNDNQSSNFRRSEERRS Y
NQOEDRKTKGGRHGNKNNKFSERGNNYDSYKPQEGEGRLAYLARVIKSWRDSQS *

bits

N N FD Peptide logo generated from 6 peptides of the pedal-peptide-related pNP.

DY
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>allatotropin [GenBank:KF515935]

DLRAPRARRGFRTGAYDRFSHGFGRRGELTNEDDGLMSVEDMAELITNTPKLALSFV
YMDRNDDGVISKEELLFVPEQ*

>sCAP

PPDFFRNGRAGDL.PCARRTTGVGMVEEAABRYBGMYNPTLGFSERSDIGDSR
RIGLGDFATQLNSALEKHNLE*

>sulfakinin-1
() DLTPAEVARROG0GAWDMDYGWGGGRFGRRAPLGRRYDMYGIGGRFGREDVSRAQQAAARQADLO*

>sulfakinin-2

GLITGIHRNLGNHPHIRGYAVEGLVKDLMEDLVGEDEDNLRLS.QQLDDY
GHMRFGERSNNDDEEYGHLRFGRNIE (...)

ﬁs QQLDKDMDﬁEYGGGHFG Peptide logo generated from four peptides from the sulfakinin-1 and sulfakinin-2
SpotIR Y Ml Y PP

>CCAP
OO RAR S PR R IS RDS L TSQTFHOOKR 1 FENFFGEGSERS SSL.PVGGQETHDPRLTELLOEAR
SGALYQDDLPLVARSGSSSNSIYDDIFDDDTRRMAARSSLSDFSSESVDPEALLERASLLSLLRSQIRRHSQOLKG
SK*
>allatostatin-A-1
(...) KTKNlLESFElﬂ::DNLMI SDSFTFPRFKSGEDGS IKLSQLPNVTINDLTNISKYLGLEKMIDYGLKFHGN

GROTDNTLKFYGPGRRINEILGYSGSGRRTDNGFKLPRRPNNIFKFSGLVRTDRARSGIKMRLSGRRVDDISKFS
GLGREDDNIFRFSEL NNALKFSGLGRRIDDGLRSSGSERBTNDALEFSGLGRREGNDALQFSGLGRRGNDA *

LKFSGL Peptide logo generated from 6 peptides of the allatostatin-A-1 pNP.
=

>allatostatin-A-2

(..) BRANNALKFSGLGRRNDALKFSGLGRRANDALKFSGLGERE IDTLKFSELGRBNDALKF SGLGRRTNDALEFP
GSVRRADDHLIFSRLEKNEDDTLNFSGQOGRNTEVGLRFSGLGRRNDD IMNFSGLGRRADDSLGERVNDVEQFSGLE
EB2NDVMTF SGLGRRMDETLKFSGVGERADDVLAFAELRRRVDNILKFSRIGQREDGGFRF SELEEKPDDILRAGE
KNLFRLEBBRSDNGLKFSGLGRSHASKDSRMGRSTDG IMELPGLVRRANEIFRLSGLGRRIGNGLIFTGPERHIEEK
GTDNSILHRGEKYNSLNLSEFAKYMPQCTISINNSFLFSKFRKGMIDNAILSVLSHRIDNGITTPAPSP-VNS
MHKSGPGREVNONNVLTVSGSDKFKDNDMMWIHPTEKINGYHHSREGISAVNQOADLYEPNSKSIPSSLKVGNPKH
IDISVTLPDWKNHNKTRIPPGE;RESKNNLLPHFTPSRLQEIRIEGLNDGIPFKLIQKVVSRNS.SV.S S

LVDEISAITNGERLGHAYHSYVRRLSVDPGISLIGLGHE*
Peptide logo generated from 14 peptides of the allatostatin-A-2 pNP.




>allatostatin-A-3
(...)RDPGISGLGERGNDALQF SGLGERGNDALQF SGLGERGNDALQFSGLGERGNDALEF SGLGERGNDALQF SGL

o GNDA{KFSG[G Peptide logo generated from 21 peptides of the allatostatin-A-3 pNP.
A Vi
e I

N

>allatostatin-C [GenBank:KF515923]

ARV NN SRR AR NI NAF NI G SVGDYENEHYKSLOGGMLERRL.BED IEREMTD VI EHQOLMGHLN
LIQERKROTFIRRROPVOBLVNIVS *

>SIFamide-1

NN AR BRI AG BNV INTe - P1.EDQL PDTTGLF FGRASHPNMNNLLFGRRSGVYDTYNGNQKFDLVQAR
RVERSFROTEASWGLDDEN *

>SIFamide-2

I N P R ORI AT I P EDQLPDTSGLFFGRRTRSHPNONNLLFGRRNPAASONAQ I VBREVLONBAA

LGLY*

z DQH DTNGLFF Peptide logo generated from 4 peptide motifs of the SIFamide-1 and SIFamide-2 pNPs.
Aokl L

>L11 [GenBank:JF811323]

QOKMCKVCLAFLVILILFSESSEA PDITRFVFHPSIRGV SESEEFVLDPRSSINQEGGADHYISNGADE
DFIEFSEDDFAENKERO ADQASSYDLGLAAKLWPHI.ALLGRTN GSQDVEAFAPQERNNEAKLEKWSKVLRHLLD

QQE*

>EP [GenBank:KF515924]

DRTGLWYLLLVSVLY KISGQWAIHA.AGGN?SEGALSS IGDRERDSRMSLQRILRGFGEYSNEV
Q

EDQNRFASEPELSNYEDVLSQPQPDLTYLQPDLTYLQKEN]

KSVLRKLFTILKLRQNRQNLQN*

>pdf [GenBank:AEJ87224]

ROz NaAzaRvRge ae P TORSNLRNSLTDADRGE ILRYAAKTARTAMGDNVDFRAGPNERNPGTLD
AVLDMPDLMSLGRE*

>leucokinin

I N SR ST eI R IR B AR RCEN AR AR T DY PSLLRTGGGSARLTDSLTHAQ YRRGAFNPWKGRRSFSPWAGH
SELENDRRAFSPWSGRRSELENDRRAFSPWSGRRSELD

f FSPWSGRRSELEDDRRAFSPWSGRRESELENDRRAFSP

WSG KFTPWAGKRSDNNDEVVDRRKFTPWAGKRSDDSSLEERRKFTPWAG

ER1SELVEEKERRKFNPWSG SHALDDIEEDITFSPWAG.AFQAWAG FNSWAGRRDGLDTSDLEKLSEEQ

DEERRGFNPWSGRRS I GGLTEEDLKAVLHGLTRRSVDSEDDSLSDKEQNGQPRRERMAVRHAPGRDS SGYHDSKHF
NSLNELHQHEPEGEVVDPTHIENPHHQTHERSTGTNORRFNPWA (...)

2 A SP S Peptide logo generated from 19 peptides of the leucokinin pNP.
Kl T

mmmmmmm

Platynereis pNPs belonging to protostome pNPs families:

>prohormone-3 mRNAl [GenBank:KF515946]
KSSTFLAVFATLLATALG SKYYEDSFDELPA.SYIVNSGGKIFTSSE.KGYV.AAFDDLFA%IILEKSLKP
AKDVDE@AEDARGVSLG DERYIIQRADSPNDVIYRTAGPKAKLGQEITTNﬁSIEKYGIDGNEL OKIRRFRQOK
AKTIBDRVNHMSABI PNNADDWLSSKILTAEFVEDRNLANPELFLFSALMTLEWEGVNRY SVGFSPNDIPPSVLPS
INLIGWLSRLIVDRQI *

i

>prohormone-3 mRNA2

SSTFLAVFATLLATALGS$ 41 eIf:
ILEKSLKPEAKDVD EDAR!AiSLG.DERY

QKIRRFRQKAKTIIDRVNHMS IPN*

SYBVNSGGKEFTS SE.KGYV.;AFDDLFGIHV;.IEPGY
QE@T

RADSPNDVIYRTAGPKAKLG TNADBEKYGHRDGNELEE




>prohormone-3 mRNA3
IS RINNRe SKY YEDSFDELPARRS YBVNSGGKEBF TSSEEBKG Y VBAAFDDLFAGYBILEKSLKP
AKDVDEAEDARGVSLCRRDERYBIQRADSPNDVIYRTAGPKAKLGOEBTTNADEEKYGRDCGNELEEOK IRRFROK
AKTI@DRVNHMSAGIPN*

>myomodulin mRNAl

HPPIPRVGNLDKVIDEY| ADEATSFDELPRFGRFVESAEEVANEVEGSHKERRFEVSGGVLPRLGLEDVENE I
PLPRLGYRAIPRPRVGYRDLETLPRLGLRELEYORAAPLPRLGLRENFADEDDKEERAVPLPRLGLRDLDERA
VSMLRMGRSEETDTEHEMD| SMLRMGRRGMSMLRMGRREEEIEPEVDERRAMGMLRMGRAMSMLRMGRRDATE
oYERxMsMIRMGERGMSMLRMGERDDEQQEFTEEGRRKMNMLRMGERAMSMLRMGRRD1 DEYREQRRAMGMLRMGH
BernDspDERRAMGMLRMGRRDSEDELOERRAMGMLRMGRRE YENLDERRAMGML *

>myomodulin mRNA2 [GenBank:submitted]

A ENDRE.AIRMLRMG!:ZiMLRLGISAPYDQYES

A ENDRE.AIRMLRMG!:ZiMLRLGISAPYDQYE SELFDVPRMGKDLVDIMEPSI

OLFDVPRMGKDLVDIME PSI
EVSGGVLPRLGLIDVENE I

pLDERA

HPPIPRVGNLDKVIDEY] ADEATSFDELPRFGRFVRSAEEVANEVEGSHKE

PLPRLGYRAIPRPRVGYRDLETLPRLGLEELEYQRAAPLPRLGLEENFADEDDKEERAVPLPRLGL

K*

2 AMS M Peptide logo generated from 14 different peptides from the myomodulin pNP.
gt )1

4 Peptide logo generated from 6 different peptide motifs from the myomodulin pNP.
3
| oceun VY]

>whitnin-1 [GenBank:KF515926]

SHS) ORI WNAA VNN e Y \MST.P SDEVKHNQVSE SGLDEKEIATWLDTRDLGDLEDQFKELVYLAVKELQNE
GRISPGVVSERKTQORRGRFOGFEFRRTRSGRFLPY IIWKGNDSRKQAKI *
>whitnin-2

S SRR I N ARV NGRS NI S.P SDDVKHNQVSESALDOKERATWLDTRDLEDQFKELVYLAIKELENEGRL
TTGIVAEDEPRORRGRFQGFEFRRTRSGRFLPY IBWKGGNSER*

Platynereis pNPs belonging to lophotrochozoan pNPs families:

>FLamide [GenBank:JF811325]

RSSO AN N B AR BT RI A0S ANVG S DVASEDOERL TLEK ABGTPDLLDKEBLDDTTYL IBLKEVSKADA
PYWEGELQDDDFEEDERRAKYFLGERAKYFLGERPRNNFLGERDSSLDFEDQYEGYDRRSPSPFLGREGRSPFLG
ErrYFLGRRENEYDSAPMSDNYFEEGDRRAKYFLGERAKYFL.GRRASWEELL ERAKYFL.CERSEDRROK Y FL.CRES
VDAVQQQEQQENSQ*

>FVamide/EFLGamide [GenBank:JF811327]
L.OAQDADSENMRQLLQOSMMLEDALSANENSLGGONAAPGYIGDD, HREVGERD

HMF%.EDD‘HRFVG?EE.RLFVG.DDD NRMFVGERSDFDDNDFEY
G Y G

DGISRDIRRLWIG DGYD PHNFV GHMFVG.DDFDLAED RMFIG

RMFIGERSAEVROQPADASVSSQ*SDASLRAQ*ATIPVIPEIPGDYRKRHFANYV. FSEFVGG.

SAEFLGGTSEEEYPLEEIPD.iSEFLGG-FSEFLGG.SAEFLGG-FSE
ERS

HMFVGtMDDLDDEES.RMFIG.NRMFVG.DDELDQDALSLD ROLYIGRRFAVEPAEE

SEFLGGERSSGIFDSVPRSERSVDAILERDFDFLGGR*

Peptide logo generated from 10 different peptide motifs from the EFLGamide containing stretch of
the FVamide/EFLGamide pNP.
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>NKY-1 [GenBank:KF515927]

EDSFSDWLORGHV. SAPE SRLFGGKPKS.DSNYAIKMLMEELLNELNESEERH
KETQMNOQMKNLLEKEMSKERKAFWQPMMGGPLPVET] LASFGSRIEPDRTEPGSGPNGIKAMRYG.*
>NKY-2

NNV VN GRRRNEA ST HSQQFAVAQPNDSAENYDFAAKASSQNSYNNWMRYLLSNAKH IVPDTDQ.FTD
FAMPYLKYKVSPVD NNGIWIWMPAQGYVSVPHQQEGGAADEGKPGKIMRYGI



>FVRIamide mRNA 1 [GenBank:FJ358432]

O AR IR NG RO XA NF HENDAEQQAEEIAELENDP Y PKRRVSGFVRIGRDPSERAS SFVRIGRG
SSSFVRIGRNPWGDRRVSSFVRIGRRSNDDVPAYLPYDDALVEDQERRARSGFVRIGHSVGDEEKRASSFVRIGKS
I

VDEPNYIEDFGHEYEEESPE SAFVRIGIPSSFVRIG‘DPY.ASSFVRIG-SADSSEMEDS SSFVR

SVDEERRNHFVRIGRSSEEDLDERVSSFVRIGHRSLSDEERRARESFVRIGRALEDEEERRGIREGFVRIGRAKSGE

VRIGHAKSGFVRIGESMDDERRASSFVRIGRRDVGDEERRASSFVRIGNPLGERRPSGGFVRIGENYEGDEVLEEA

BBrssGrVRIGESMDIVQEDGLAEPVDEAQRRASNFVRIGHRSADSMSDMTEEH *

>FVRIamide mRNA 2

KGAPYVIPLTLVAVTSWLVCACVAL NFHEV.SHF.DSYNKVTSKﬁ!VLVlENFI IKHLONDAEQQAEEIAELEN
SSFVRIG!:SSSFVRIGINPWGD SSFVRIGERSNDDVPAYLPYDDALVEDQ

ASSFVRIGKSVDEPNYIEDFGHEYEEESPERRASAFVRIGRPSSFVRIGRDP YRR
ASSFVRIGERSADSSEMEDSKRASSFVRIGHSVDEERRNHFVRIGHSSEEDLDERVSSFVRIGHSLSDEERRARES
FVRIGRALEDEEERRGIREGFVRIGRAKSGFVRIGRAKSGFVRIGESMDDERRASSFVRIGRRDVGDEERRASSFV
RIGNPLGERRPSGGFVRIGENYEGDEVLEEARRPSSCGFVRIGESMDIVOEDGLAEPVDEAQRRASNFVRIGHESAD
SMSDMTEEH *

Peptide logo generated from 20 different peptide motifs from the FVRlamide pNPs.

>GNXON [GenBank:KF515928]

NRZARRANaRRTaR A PL.ooHS KR SRARRAAEQVIFGNHONNARVERS GPGLATPLEPLGQPVKGDEQA T DRRA
LVTSKVTSSEDVQVPAEVEGQEDLSDDLETDTKGHLAEEEEADKLAPLAEDSDASSQDATAADMKDEETEAGSSSQ
EDATEQSLEQLLNENEKIPSQAQQQGFPLDLFGKNQQQGQEYMDYPTYDYQYNPYL ERRRSI. TPHKARAVNAEDMM
0GSAGIANSCRRSERDI.GOERYMWNDLDYPEVERRGYEEEEGPELDEEQQEALKEMLRDEILKYNPEMAEEVDNE I
GEEERPYEPEQEAQDLALINYLYRNGYAEAPEQPDYEEQGPEPWEDMGPAAEVALPEEEEPYFNPYGQYASEDNVM
SAPYSLA.QYLSFVPGM-GNDFYPYSYGPDARWNAMVTEDVTE.AEERMYERLLRLAAALRD.DELEAQRF
YAEDFPERK *

YEQPYDLQFHQPDETALVRIRORRESAMEPTLVRVERDEQEL

Y| Ig.DTEAELEEY HSGEVEDPELARTRRFEREAEPPLORYR
DAEAEIHRFERQ DTEQELERY.DRDLEEPELSRT;E DVESSPTLAKERRGLKERRSRAAGD o}

KAL E.TNMNHRWEKHQ GNKHHI SPRM.NVLRKE SDLLANHALRNVHLVSQRNKLGSKLAKHR TQ

THARRNERIAAKKH*

KIHQGHHYNKLEADVAKLGRLRRDIALNLHKANLKN

2 DTEAELEHY Peptide logo generated from 6 different peptide motifs from the LXRX peptide pNP.
1 A E| F
EV!

5P | QEV
c

>CLCCY [GenBank:KF515938]
R N ARG RN AR NP IR PSATNOEEEVDOANVARLERR TKEGFOLEABDP YENSEBPGMKBANLFGG YR
LSGIEK@MELPTSYGV*

>CCWamide [GenBank:KF515929]

RIQDFANTDNEADDDDTSARYRQERRLLDYLEDVERRHVKDRQVOKPPYFLTESAW
QEPEDPWINNVHTQEEDEDGLVEKENFWAONBKEVSRLWGE*

>0SGamide [GenBank:KF515940]

NI N R AR YO NI K S T OVFNRENERL RO I GDLOIAHHQAQIGLKHWPKGEVE IGEGLFDIAASGRE

SYSNNVEDEFLNNENELRRESNRLVLLOEIADELMRES *

>CCRFamide

SR I RN AR NBa T F PDMS ABOAFBKANFOGEQH I ABL TDIBRSMYRGRISREGRRVSHVME
DDLQEPLEPTALKDRLYAAYMKVLOHDODRGSERLPGEQOERRSWPFALSLD *
>HFAamide

AU NN AR N RGO Te F E Y NG Y B KMBRWGRGCNLEKENAVEFAGKRTSATPPPDVLDLPDDV
TNEVESSRAAEQLRKWFTRAALAVQSSKDGQAQENSASEDLSRAKQLLLMALKRLSDNSQGNSNPWSDITEDRLEFD

NI=*



Platynereis pNPs belonging to annelid pNPs families:

>FVMamide mRNAl

SRR A NI RSNy S DDRRFRKPEYQODFVLGREDRPS Y IDFLMGSRRSER 1 YPEFVDFLLGS SERPSY
SDFVLGRRSRPSFNDF YMGRRAERPSFSEFFMGREBRNDAFHDFYMGERDAPNYLDFMTLDDQH

ESHNEANDAAVDRRDNDYGKFVMGEENSQ000DFOAFSLGRROEEKQNYDSFVM
FVM NGDDYSKFVMG‘NKDYSNFVMG“:KDYSNFVMG DGODYSKFVMGRENDGDYSKFVM
SKFVMGRRNDDY SKFVMGREBNDDDY SKFVMGRENDKDY SNFVMGRENDG (...)
>FVMamide mRNA2 [GenBank:JF811328]

(...) NADDYSKF VM NADDY SKFVMG| DGDYSKFVM NNGDY SKFVMG| VDDYSKFVMGERENDGDYSKF
VMG ADDYSKFVM NANEY SKFVMG| DGDYSKFVM DDNDYSNFVMG DGDYSNFVMGEENDGDYS
KFVMG DKDYSNFVM NGEDY SKFVMG| DGDYSKFVM NDGDY SKFVM SIPEYDAFVMGERNPKD

LDSFYMGEREQKPDYQSFLLGERSHGPONYENFVMERNNGEDY SHF VMGERKNYQDFVM GSADYQDFVFG|
SPNYQDFVLGERSPNYQDFVLGERNSONYQDFVLG GNYQDFVMGERGAPQYQDFVMGERGAPHYQDFVLG
ASPNYQDFVLG SANYQDFVLG| EPNYQDFVLGERSEGTQ*

>DLamide [GenBank:JF811324]
AAGRQCLLTALVIFCACSQLTH LNENSVPLEKEDLLLTGDDE.YAFNADLG.SQLEELYEDEDADD?YGF
G

YYGFNNDLGERYYGFNNDLGERY SGFRADLGERYMGFNADL F'SS
FRADLGERLRDLDESHERYSSFRADLGERSVPSEDLDERFMFRODLGERYSSFRADL FRGDLG.FSDSSD

DA*

>SLRFamide
ISR ARAVGAAR AV SN\, PST.AGYPDDGLHYRDEEDSFAS SDPDKPVIDDGNGLGS

LLLENLRFRDLSNE
YHRLRPALLKSLALKPHYQEAQETKEFN.GDMSVNELAQILNHLKARNVDGGVKLQSLRFG
>QERAS [GenBank:KF515937]

SNSRI N BN NRaN (oYL, Y I.PTNRVMERSAAAAAANNHVKIS SPROERY TDYQERASAFETGLEMYE
ERKSYSE@FDLENYYW*

>MNC

YRR AR RN RGRINBRLI0 S DDF S SQY SQWOLESEQPKQTEPDS ISDFARDVERLLLHL BRRROPNSASPSSRS
ASKRFOLGORINRRHEWDVADVEEMWNVE*

>LEQ [GenBank:KF515939]

RSN NGRS NBReA PI.NPLPOK I HEESTKE I LGLEQELRRAAGENRRPRPPAEEGPVPAEALADEELVKE
LAAHDEAVKDDKPGQSKETDEDSTEEELQQEKAVAEKAAELKAKQEEQEDLKDVEKEPESEPDVAQEEEEAQDQEE
PGNEEVHDEEELQNLQAPSNINDLYEDYLNEQRQAYYDARRSYGAALDNLAEQENENKDEFVSSLLETIREHPELL
DEMRTGEVEEEEEQQPSYNYNPPSNDQEEALRAEYLAATRGLOEPQQQFESYASNPPYQGSPYEENE IRPPMENFQ
NYPSDKMAKVVARRWGYSAPEEYYQQEENQAPLMEESAQERDHHEESLDQPQHLEP IM*

Platynereis specific pNPs:
>WLD [GenBank:JF811332]
VVFPSVQRNLLRDHNTAQQTN HKEKSLEGAAKLKBVARABCFGATILNERWLD
NSQF IEDRRSHKVTRIAPWSKRRARANHIRELLASRIGDLKN LDNSHFNEDRRWLDSMOFNEDRRWLDHSQFK
DEDERWLDNSQFRDERRWLDNSHFNEDRRWLDNSHFNEDRRWLDNSQFKDED)| DNSQFREDRRWLDNSQFKDD
ED,
SAQ

DRBWLDHSQFKDEDRRWLDHSQFKDEDRRWLDHSQFR LDNSQFKDEDRRWLDNSHFNED DNSQFRED
DNSQFKDEDREWIDASQFADD DMMHFNDE QGLDSAEDMEESMERRWVDPLNYGLDRRRSAYAK
LSMBFHOHBAHLAKMNYONEVOARBMPLITSGETEGEATKA *

>SPY [GenBank:JF811331]

S AR B Y N A RGBT VY NSF O SDVENAAEQDVPDNAENKRS SSMESD) DVNPSDELIGTK
ODRRSPIARLMKSNDDDRRSPYAGFMGPNRRSPYAKFMGS SEDRRSPYASFMGSNDEERRS PIAKLMGSNDRRSPY
AKFMGSSEDRRSPYAKFMTDDERSPYANFMGSNDDEERRSP IAKLMGSKDDRRI.AYAVHPAAFHKFRAGRRSPYAS
FMGSNDEERRSPIAKLMGSSDDRRI.AYAVHPAAFHKFRGGRRSPYASFMGSNEERRSP YANFMSDSSDDRRSPYAG
FLASNSEDRRSPYAGFMTGDRRSPYAKFMTGDEERRSPYAKFMGSSEDRRSPYAKFMGSNEERRSPYAQFMGSNEE
EBsryakFMGsSEDRRSPYANFMAGDRRSPYAKFLNEDRRSPYGAYMGMMSDDRRSPYAKYMYNENDRRS PGFRTM
RLGSNPESIYDVQORDDTANIARGLRGPSMEQLSDNGLVQTIDGLKETDKLSD) IPTDEDVﬁlSQEDPINLPPAM
MQALLKPGENEVRRDEQONHGROBRSALVYDEDRRTPYAGFREIMARNRELPVSRLNPAPGFRRTFETLNDISDRMG
SDGMLWSDSYSIPRFTGSF STDEVHRERRS PGFRSMKPNWPDFDDMDRRS PGFRFMKWQSGODDEDMGARRS
PGFRHMRLRDNGSNSRYRNSYFLDALANELEEDRRGAGFRSMRIQPDNFEELDSDDMIDNDI TRRYFGGSNRFLHP
AAFHRQLAFSHRRYRG*



>HIGA [GenBank:KF515947]
WQLADDAGSDVTIHLGSAIRWVDANRGRPGLE.HLGPALNVGYGGQFWFRDEPF
RLSRYNSRNDMYRRLATSLSYLKGQIKNSDADDVDDEQPSSNEVWRKPHHAFLNAGNSGRLPFWKDDRWSEE YRRD
AEVSVEDAHKEEDNEVKDRSERHIGAAMNLAQLKEAENKRHIGAAMRLRPSKFEDRRHLGAALNLVRQANKVDRRH
LASAMKLVGRLRMPLSQIDSDVRDQMSEMNDDRRHIGADMRFAEATDNS DMDERHLGAAMRLVQQPEDSDKMDRRH
LGAAMRLVQPKENDARRHLGAAMRLVKSNNDNDKDRRHLGAAMRLVGTKENDEREH I GAAMNL IGLKDDNENKD]
HMGAAMNLVQTKDGDEKRHIGAAMRLVOPKETNEMAKRHI GAAMNLAQADNENMDRRHL.GAAMRLVQPKDDNME
HIGAAMNLVGLKEDNENMDRRHI.GAAMRLVQTKDDDERRHL.GAAMRLVQOPKSDGNMDRRHLGAAMRLVQPKQSEE
ELGAAMNLVGLKQDNSQSMD HLAAAMRLVQAKGDDDRRHLGAAMRLVQPNDDREKRH I GSAMNLIGPKSDEMD
HLGAAMALLOPKSDDRRHMGAAMNWRNSKNFNDDDRFERRHI GAAMNLVS PNNDNKDAERRH I GAAMNWRNSKN
FNDDDRFERRHIGAAMNLVSSADDDENIDEERRHMGAAMNWRNSKNFNDNDEGFERRHIGAALNLVSPDDDNIDEE
EBuMGAAMNWRNSKNFNDDDDAFERRHIGAAMALRPANIDDMGMNSMDRIRH I GAAMALRPADSDDMAMDGMGRRH I
GAAMRLRAPSYSDRYSGAVESALVPLPAPPQAKEQRRTPPIFTSTVNIYASTYTONGSNY SERRMGTGPPPSKGQP
FASKILPRVEBGGFWPPTPPRTRPNFFSPESVEIFF TNPPPPPPPFFGGGALRGGPTPAFFF *

bits

Peptide logo generated from 32 different peptide motifs from the HIGA peptide
||.GA NI-VQ"KDD”DDDDFFE PNP.

c

>NGEW [GenBank:KF515948]

EGVRRSEDSERSAENYVEKDDDPRRYAGSQYD DSW.FLKDﬁ.GDEWKY
VENQNNRQOEWRRFMDEQNDI| AEAGQETDNDRRGKVWSMVGDHHESNGEWRRDDERDLE SLNERRGKVWOWVS
DTHHGGOWRMAVDSEHPVGSKTDRRGKVWS IVGDHHSNGEWRRNDVNDET DRRGKVWSMVGDOHSNGEWRENEENS
ETDRRGKVWSMVGDHHESNGEWRENDVIDETDRRGKVWSMVGDHESNGEWRRNDVSETDRRGKVWSMVGDHESNGEW
lﬁDVVDETD.GKVWSKVDNHHRNEDW-NDPSQID.GKVWNMVGQSEPEGE.GKAWQWVSDTHHGGQW-SV
D

TSTKALAN*

SRS R N AR e R s arateinas v S DAS LL.S DETEDDMERRAGSRACORCLEDSDDWGSELAGF sEpGPA
YNPYDWRSFSAADLERRA YNPYEFERRAYNPYDWRSFDSTDFE
NK@sYAPYFTREAYRTSYRPQFGEN RKDRFNYGEBLNBAG

>YTL
S R BN SRR RS E E vV H T RROF GGP ILSSAYTGNYRYKHRNGEERIQRPGAPQPNKNDRRSSNDFDI
DPYRRGLLGALEKIANSKRYTLGTSYGGSYNNDNSDGYPHRRYTLGTSYGGSYNNDNSGGYPHRRYTLGTSYGGSY

NNDNSDGYPHRRYTLGTSYGGS (...)

il

>PPLPamide [GenBank:KF515950]

KTLITLNDEDLRERRAEDAAAYPPFIPPLPGRBAGAASNNELALELALIDER
GROPSKNEIALQDLNEDEVISVGRERAQPDVKEELVDRLLEILKEDTVSGIRREEPPLPGRRETPPLPGRRETPPLP
GRRETPPLPCRREEPPLPNEREEPPLPNERETPPLPNEREEPPLPNERDEVI SVGERVI.ODDNEELVDRLLEILKE
DTVSGNRREEPPLPNERETPTLPNERDEVISVGERAQODANNEQLVDRLFEILKEDNVLGEFDTPPVIPLPRNKIE
AIDKEVQQDDNMELIDRLLKYLTKK*

bits

[ e

SYNND D Peptide logo generated from 3 different peptide motifs from the YTL peptide pNP

FFFFFFFFFFFF

£, EEPP{PN Peptide logo generated from 10 different peptide motifs from the PPLPamide pNP.

"o T n o~

4

w

Peptide logo generated from 3 different peptide motifs from the PPLPamide pNP.

bits

FN®T0o~



>PY [GenBank:KF515930]

AFAIRRPENEELVRALARLDFALGEMISSPDDPHELSEPMERNEDGAVP YN
EDGSTPYRRNEGS SRERRL.AVDGPVPYRRFSDESLDRVLRYLLDMEERLHERNTEREDHDI PFPFAPTR*
2 NEDGAV Y Peptide logo generated from 4 different peptide motifs from the PY peptide pNP.
APEYEA
VERSILT

>Qpeptin [GenBank:KF515931]

ARG AR NI FAF Y IRDDDAALSEARRSDEERDELGAYDPFALFNRRDEDKERBMAEL FDRS I SEAVRS
LADFGYPERRDAEAEEEFAEAVAAEALEEVADAEQRRDOVERYLDDFTDLLYMORRGVGEAEEELADAVAAEALEE
vADAEQRRDOVERYLDDFTDLFSMORRGLGETEEELADAVAAEALEEVADAEQRRDOVERYL.DDF TDLF SMQ
GEAEEELADAVAGEALEEVADAEQ DQI.MS.FDGLTEFLGMQEINAEEEFAEAVAGEALDTVAEAE?DQI S
LDGVTEFLGMORENAEENFTEDAEERDLEDMERY THLLS SNQGYNRNNGGNRLGYNHNRMGYNRKGFRRDF TEEQV
EQMRELEDLFVDHVERMTED *

>THDamide
NI BTN TG BNG IO RN PRAPAQWNWOVADDDDAAFLRSARARGGPIAAPLWFLKTHDGRRGSPVAAPL
WFLQTGGRRDAEAVNEDSGLWMVGDKAVKAPGYRTKREAIDTEDDMP *

Peptide logo generated from 2 different peptides from the THDamide pNP.
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>YYQamide

NN AR RS A RPN RREUNe s T PRGGGHIRSRFKARVWNRP G YRKPSDRKPDNEVSVPWKS ORRPWVTLED
YYYQGRRRTLTDPADELVYIE*

>FGamide

NS SR ARG A AR I S I SIRIIIKOLGPOOP S PWRRL P TNGGRMRNVNTDNQI PSGNALNS TIVEEK
PVDMEIEVSKEFTVMRNNLANGFGGRHEELESATHIEDLRNFATSVTPPVTPESLLRYFONEMEDETNLBLEPDVIL
LKTSLKSLMSGFRANGK@HOMPLAFHEAWLNSGEGSAEEGKPEATWABAL.QLVSDLKGLHDKTEDATILOFRNEIAM
HTHT@GYKGARLLVDGTQGLVWAYRBAAFCK *

Peptide logo generated from the C-termini of two different peptides from the FGamide pNP.

bits

ol 1)
>LPWamide
ST GRS R ATV, PWGRDL.GGVEKVALEEALDKALENTDFEPQEERRRRF PESFFNSYRDHYNALN *

0o

>GYamide [GenBank:submitted]

I NI NI SRR T NI RR:UReIIAR PL.DE YL I DOE I GRLODTDRMEMLEKLL YR I PSEDGENLRNGEDLEDDESLO
NYYDKHLKDLHVSTRSHSSSPVRYSNVFGTRNNYEGSRMPLRIAGSHKENFDRNGWGGGYGRE *

>SLL-1

RO AR NN AP XTI N0 F PPNPMAPK IRT IRDVLHEF VERNSVKSPNSASLLERT.AYDNKDSKEFI1PGA
FSSNEGSFGENSQQSFGSNGFGSQGFGSQGFPSSSYDDDDEYYDDDEYYDDEYYDDE *

>SLL-2

NSO BN VN NA AT UTeIolelGOOPPNPMAPK IRTIRDVFREFVEDNSVRSPNSASLLERLCY YKKDSERF 1PGS
FGTNEGPLGENNQLSQDSHGFGSRGFEDQGLDTNSDENDDEYYDEEYRDRS *

>SHM [GenBank:KF515933]

DETERDAAFHPRKTYERSSEAIEVNSVEEYESHMERGARRESRNSVBYGVEBGLF
YOREEKDGWRETFEPSIRTYYBAPSHY *



>RNT [GenBank:KF515934]

() SRR NI SRR RRINAA VT LLGODDEPFYLPNE IATS SQQETANALHQALAHVY SQLATDNRDDSD
IEDSKRIPPGLRSTSMERRDREYEDL.DLFEF CERRRRRPD IRSLLAASMFRNTRRRRDSOF TPNLHE I SLNPALFD
NTVMDSLHAKRSKLSI *

>SPRamide

R A S RRAZ NP OPAAGGGLERRKSSTNDIFLDTTRGDESPRGESKSKERPRSS SPSKGRRSRSRSKSRN
RDVDIPIVS(..)

2 DRPFGDEPPK Peptide logo generated from the C-termini of two different peptides from the SPRamide
E[ 1153938 PP

c
>QRIamide

eI AR AR AL AT N06 P B HEC PPMERAVEAHDEY KEBEBEVF FENRICRBNSE I0SQPPKEDK
QESLCLFRROLOLASAKQKEEDENVIPLDDVSDIAEAMSVRLSILRASEDRLNPDSSLADTSSPTGLDRFLAFLQQ
AAKSRET*

>QDNamide

(.. ) R R AR AT YNTV N0 L. HY TAHHRVEBL.DNGRRRGPEAIVLERRFDPLTSFVISLNSLNYSRSDGE
IEYAGLRRGNLRILEELEEWPDNNDLHREQDHDIVFSSRPERNIDPGTAMNBLEVRISSQAEEHI RRRL.TRIPFFT
HSDLKSMFPPKLDEKDTTMMLLAGTVIRPDEEETVYFKITDSQVINGVELYPGSVQFLSAIDRARIVTAEFVMGFA

KYKASSEEEEGGEEPDLPQRVLDTLRFLQYGTSRPIVSLKEADAFFFANQLSDPTLREDIAELNIKAVLGQLNEDF
SYISGRRMLAVNFGQTEKPPTTGTLSKFAKRL(...)

>PCNamide

ARG A RS AOAINeL. Y VGPSGDSKGILOYLOOMI L RRRRD L. TRNAESAPFEI PENGHE *

>CCAamide

O AL O S N IR I A NSRRI E PGG I DAKERERLETCAADS I RBDETEMIQQIELRFBOLLEBAGH
PKWTPGMRDVPRWGESINDNSTARFRDELRRF YDNIDQQISKEDEASEKSRLEA (...)



