
Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
88.29
OT11-1423
7475
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
112.75
OT10-0371_TiO2El
4503
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
158.24
OT10-0371_TiO2El
4607
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
83.43
OT10-0371_TiO2El
4651
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
25.64
OT10-0371_TiO2El
2959
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
72.23
OT10-0371_TiO2El
2963
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5; C9JSD5
17.87
OT11-1424
2811
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
37.01
VOT11-1093
2109
FTMS; HCD; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
39.39
VOT11-1093
2107
FTMS; HCD; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
72.11
VOT11-1093
2193
FTMS; HCD; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
28.87
OT11-1424
2220
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
88.03
OT10-0371_TiO2El
3794
ITMS; CID; 2

_ A E
b₃

C G
b₅

L
b₆

L
b₇

L
b₈

ph
S

y₃₈

b₉

P
b₁₀

V S

y₃₅

b₁₂

G

y₃₄

D
b₁₄

V

y₃₂

b₁₅

H
b₁₆

A

y₃₀

b₁₇

C
b₁₈

P F G

y₂₆

G S V G D

y₂₁

G V G

y₁₈

I G G

y₁₅

E S A

y₁₂

D
b₃₆

K K D

y₈

E

y₇

E N E L

y₃

D Q E K _

b₃
361.1176

y₃-NH₃
387.1874

y₃
404.214

y₈²⁺
502.7302

b₅-H₂O
513.2126

b₅
531.2232

b₆-H₂O
626.2967

b₆
644.3072

b₁₄²⁺
739.8335

y₁₂²⁺
752.8599

b₇
757.3913

y₇
875.4105

y₁₅²⁺
889.408

b₉*
923.4655

b₈
924.3896

b₁₈²⁺
972.4232

y₁₈²⁺
1010.951

b₁₀*
1022.534

y₂₁²⁺
1145.538

b₁₂
1264.564

y₂₆²⁺
1353.123

b₁₄-H₂O
1460.649

y₁₂
1504.713

b₁₅*
1517.742

y₃₀²⁺
1532.205

b₁₆*
1588.779

y₃₂²⁺
1647.739

b₁₇*
1748.809

y₃₄²⁺
1765.802

b₃₆²⁺
1767.289

y₃₅²⁺
1823.316

b₁₇
1846.786

b₁₈
1943.839

y₃₈²⁺
1944.877

400 600 800 1000 1200 1400 1600 1800 2000
m/z (full)

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000
m/z (zoom)

pS153



Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
112.06
OT10-0371_TiO2El
4005
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
11.05
OT11-1426
2200
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
13.59
OT11-1419
2091
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
94.93
OT11-1424
2125
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
79.11
OT11-1419
2082
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
96.68
OT11-1417
2740
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
39.68
OT11-1419
2031
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
25.47
OT11-1417
3567
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
7.79
OT11-1417
3532
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
134.4
OT11-1424
3517
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
87.72
OT11-1423
3620
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
74.8
OT10-0371_TiO2El
4105
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
63.31
OT11-1423
6325
ITMS; CID; 2

_ S A E L
b₅

E
b₆

F

y₃₃

b₇

P
b₈

L
b₉

D
b₁₀

E
b₁₁

P D
b₁₃

phS oxM G
b₁₆

A
b₁₇

D

y₂₂

P G

y₂₀

P P

y₁₈

D E K
b₂₅

D

y₁₄

P
b₂₇

L G

y₁₁

b₂₉

A

y₁₀

E

y₉

A

y₈

b₃₂

A

y₇

P

y₆

G

y₅

A

y₄

L G Q V K _

y₈²⁺
385.232

b₇²⁺
387.6871

y₄
431.2613

b₅-H₂O
512.2351

y₁₁²⁺
520.7904

b₅
530.2457

y₅
544.3453

y₆
615.3824

y₇
672.4039

b₆
677.3141

y₈
769.4567

y₉
840.4938

b₈
887.4509

y₁₀
911.5309

b₉
1002.478

y₁₁
1040.573

y₂₂²⁺
1059.047 b₁₀

1131.52

b₁₁
1228.573

y₁₄-NH₃
1264.69

b₂₅²⁺
1368.549

b₂₇²⁺
1473.617

b₁₃-H₂O
1492.588

b₂₉²⁺
1537.647

y₃₃²⁺
1670.75

b₃₂²⁺
1673.205

y₁₈-NH₃
1733.907

b₁₆
1785.692

b₁₇
1900.719

y₂₀-NH₃
1945.987

400 600 800 1000 1200 1400 1600 1800 2000
m/z (full)

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000
m/z (zoom)

pSer397



Protein:
Score:Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
22.03OT10-0371_TiO2El
3401
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
9.2
OT11-1424
3659
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
123.14
OT11-1423
3838
ITMS; CID; 2
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Protein:
Score:
Source:
Scannumber:
Method:

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
58.92
OT11-1423
3808
ITMS; CID; 2
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