pSer35

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
core: 88.29

ource: OT11-1423

cannumber: 7475

ITMS; CID; 2

" ya6 y
_EQpﬂPPPPLQDﬁISGAEViR/IIDlleSGGDGﬂg

y-|62+
878.4331

Y142+
794.3881

yi 32+
729.8668

Y7
675.4036

Ys Y
547.345 6
-
b3-NHs Eb”
408.0803 821773

bi1g2*
1023.94

b1g2*

974.40

]72+

19 Y17 Y16 yis

b2e2*

1303.042

yii
1246.647
bio

1155.50

Y4 yi3 yiz yn

E!PAEEPFNFY

b292+

1467.621

b2g2*
141

yZ 52+
1322.1

\

1458726 D327

1551.66

y7

b332*

1673.701

EAELLSK_

bis*

1849.827

Yie
1755.859

bis

1947.804

7




pSer35

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
core: 112.75
ource: OT10-0371_TiO2El
cannumber: 4503

Method: ITMS; CID; 2
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pT42

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
core: 158.24
ource: OT10-0371_TiO2El
cannumber: 4607

Method: ITMS; CID; 2
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pSer35 and pSer59

Protein: Q8WYQ5-1; Q8WYQ5; Q53GYS5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5; C9JSD5
core: 83.43
ource: OT10-0371_TiO2El
cannumber: 4651
Method: ITMS; CID; 2
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pS92

gssvgzos-u Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
OT10-0371_TiO2EI

2959

ITMS; CID; 2
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pS95

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
core: 72.23
Source: OT10-0371_TiO2El
cannumber: 2963
Method: ITMS; CID; 2
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pSer109

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5; C9JSD5
17.87
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ITMS; CID; 2

b2
276.1707
bs

Ve 6552087 Y

639.2749
260.196

y2—NH3

243.170
bs* Ye

786.3433
557.2718

y6—NH:

ha
y4 769.316

Y1 472.2766  540.2218 .
147.1128 be

y1-NHs 768.332
130.0863 : : H




pSer1

23

source:

R

Q8WYQ5-1; Q8WYQS5; Q53GYS5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5

37.01
VOT11-1093
2109
FTMS; HCD; 2
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pSer123 and pSer127

7 Ye Ys
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Protein: Q8WYQ5-T1; Q8WYQS5; Q53EY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQS5
Score: 39.39

Source: VOT11-1093

Scannumber: 2107

Method: FTMS; HCD; 2
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pThr125

Protein: Q8WYQ5-1; Q8WYQS5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5
Score: 72.11

Source: VOT11-1093

Scannumber: 2193

Method: FTMS; HCD; 2
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pThr138

Protein Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5
core: 28.87
ource: OT11-1424
cannumber 2220

Method:

ITMS; CID; 2
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pS153

'r:gtrgl_n V(\)IgQS—]; Q8WYQS5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5
Source 0T10-0371_TiO2El

Scannumber: 3794

Method: ITMS; CID; 2
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pS156

Q]8WYQ5-1; Q8WYQS5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5

Protein

Score: .

Source: OT10-0371_TiO2El
Scannumber: 4005

Method: ITMS; CID; 2
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pTyr267 and pSer271

Protein Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5
core 11.05
ource: OT11-1426
cannumber: 2200

Method: ITMS; CID; 2
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pSer271

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5

Protein

core: 13.59
ource OT11-1419
cannumber: 2091

ITMS; CID; 2
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pSer271 and pSer275

Protein: Q8WYQ5 1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5; Q8WYQ5-2; Q8WYQ5
core: 4.93

ource: OTH 1424

cannumber: 2125

Method: ITMS; CID; 2

y21 Y20 Y14 Y13 yiz yn

yi1
Ve 1240.555

767.3426 y212*

1215.92

2
13
7y6] 7937 blo yi4
) 1162.394 1619.633
bs b202*

651.2984 1140.4 b232* Y13
1335.966  1522.58
b1g2*

1076.375 D14 b17-H20

v 31 bi1* 78.531 1947.632
sos 1050 1201.476

b4
488.2351

Y1
355.582

b1

3
1299.453 b1s
656 1864.595

8]5033201

9.7689 |||
i I




pSer275

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQS5
Score: 79.11
Source: OT11-1419
Scannumber: 2082
Method: ITMS; CID; 2
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pSer271 and pThr279

Protein: 8gvggQ5—1; Q8WYQS5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5
core: .

ource: OT11-1417

cannumber 2740
Method:

ITMS; CID; 2
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pSer271 and pSer280

Protein: ggsvggQS—l; Q8WYQS5; Q53GY5; Q8WYQ5-3; Q8WYQS5; Q8WYQ5-2; Q8WYQ5
core: .
ource: OT11-1419
cannumber: 2031

Method: ITMS; CID; 2
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pThr371 and pSer383

Protein: QgWYQS—]; Q8WYQS5; Q53CGY5; Q8WYQ5-3; Q8WYQ5
core: 25.47
ource: OT11-1417
cannumber 3567

Method: ITMS; CID; 2
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pSer373

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 7.79
ource: OT11-1417
cannumber 3532

Method: ITMS; CID; 2
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pSer373 and pSer377

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 134.4
ource: OT11-1424
cannumber: 3517

Method: ITMS; CID; 2
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pSer377

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 87.72
ource: OT11-1423
cannumber: 3620

Method: ITMS; CID; 2
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pSer385

Protein: ggvgYQS—l; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: .
ource: OT10-0371_TiO2El
cannumber: 4105
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pSer397

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 63.31
ource: OT11-1423
cannumber: 6325

Method: ITMS; CID; 2
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1473.6




pSer434

Protein 8WYQ5-1; Q8WYQ5: Q53GY5; Q8WYQ5-3; Q8WYQ5
36arce: ] §>40] _0371_TiO2E
Method <" FTMs: CID: 2

yi2 Yo ys
" )
c kK plels v

ye ys Y4 Y3 Y2

D LIE EIF R

y-l 32+
5 853.3606
808.3836

Y4 -
580.2726 b1z
742.3047

ys Y122 ys
693.3566' 803.8; 1074'_45 b1o

y2 : 1241.476
bo* i :
322.1874 ‘ i yo—NHS3

b2
229.1183

1028472 1 186.466




pSer454

Protein: Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 9.2
ource: OT11-1424
cannumber 3659

Method: ITMS; CID; 2

bs

419.2037

Y2
275.2078

b4

566.2722

ys*

bs
695.3148

ys’

684.4403

bs
823.3733

be-H20

805

3628

Hs b7

.3906 922.4417

bo

1202.524

bo*

1104.547




pSer493

Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5

123.14
OT11-1423
3838

ITMS; CID; 2

Yyio Yo ys y7 Ye

ys y4 ys y2

—
LS Ty

2 ]2+
634.3183

Y4
473.3082

ba-H20

5
423.2966 y

544.3453

Y3
376.2554

bs
328.2231

b3-H20
310.2125

y2
275.2078

Y8
886.4993

b7-NHs
818.4059

y10-NH3

1149.555

bs

“950.

y7—NH3

770.4043
5—H20
589.3634

25

be

1053.4

4594

1068.6

Yo

Y10
:66.5

H2(
53

b11-H20

yi1

1201.586

267.629

bi2#:

249.7

1282.737
ii5

fiibi2
1347.692
i, -




pSer714

Protein Q8WYQ5-1; Q8WYQ5; Q53GY5; Q8WYQ5-3; Q8WYQ5
core: 58.92

ource: OT11-1423

cannumber: 3808

ITMS; CID; 2

Yiz Y11 yio yo ys Y7 Ye ys Y4 Y3

KWSh_V

y3
381.2132
bs-NHs3

\ 938.3503

375.71
Y7

b3-NH3 879.4571

342.129 Y122+

bs bo-NH3

751.3685 1051 434
258.1084 y4 :
5 509.2718 -
b2-NHs ) b1s
241.0819 900.906

y]42+
845.408

bz—HzEO
240.0979

)5—H20
543.2045

218.149 s i : :

QIYIA K

b12-NH3
1421.62

b11-NHs
1293.561

b1o-NHs
1180.477

20
45

yio
"1258.60






