Cl4: metacaspases (E=1x10-49)

Node color:
Organism

[ protozoan parasite
[ helminth

[ animal

. green plant

[ fungi

[ other eukaryote
[l bacteria

[l archaebacteria

D virus

Node shape:

T brucei
Metacaspase 2-like

Try.cr,Try.b.,

® 0060

Nucleophile
O cysteine
serine
O other
o—0
letter labels

correspond to predicted catalytic
network above ~ “HC” dyad His position

% A|MER044515|YT|Pberghei 82
% B|MER136551|YT|Pknowlesi 82
% C|MER043705|YT|Pfalciparum 82
D|MER078156 |HC|Tvaginalis 4
E|MER078302 |HC|Tvaginalis 63
F|MER078136 |HC|Tvaginalis 50

G|MER039484|YS|Tbrucei
H|MER141099 |HC |Linfantum

T. brucei I|MER122387|HC|Lbraziliensis 117
. J|MER039476 | HC| TbruceiMC2 120

MC 2-like K|MER053087 |HS | Tbrucei 120
L|MER044480 |HS | Tbrucei 120

M|MER123822 |HC|Chominis
N|MER144290 | HC |Cparvum
O|MER144509 |HC|Cmuris
P|MER135674 |HC | fungus

%k Q|MER039488|IE|Osativa
R|MER039490 |HC|Athaliana
S|MER135578 |HC|Ptrichocarpa
T|MER044514 |HP | Pberghei
U|MER141940 | HP | Pchabaudi
V|MER140305 |HC | Pknowlesi
W|MER039485 |HC|Pfalciparum
X|MER114503 |HC |Acastellanii

% Y|MER141591|HD|fungus
Z|MER039477 |HC | fungus
aa|MER125451|HC| fungus
bb|MER093077 |HC| fungus
cc|MER125657 |HC | fungus
dd |MER125854 |HC | fungus

% ee|MER122196|GS|fungus 133
££|MER138370 |HC | fungus 101
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Fig. S2. An alignhment of meta-
caspases illustrates the ambi-
guity of predicting the position
of the catalytic cysteine.

Sequences in the alignment below are
labeled using letters that correspond
to the location of each sequence in
the SSN from Fig. 3c. A (*) marks
sequences in the alignment that have
no cysteines in the general area
expected to contain the nucelophile.
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