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LD decay distance b/w 10kb blocks
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Diversity per 10kb

e Dark blue = Divergence/kb BPK282/0cl4

e Red = Divergence/kb JPCM5

e Dark green = Nucleotide diversity per 10kb
Orange = Tajima's D
Light blue = Fu & Li's F*

-10

I e e D T O B I
0O 2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 42 44 46 48 50 52 54 56 58 60 62 64 66 68 70 72 74 76 78 80 82 84 86 88 90 92 94 96 98 10001 104 107 110 113 116 119 122 125 128 131 134 137 140 143 146 14950 152 155 158 161 164 167 170 173 176 179 182 185 188 191 194 197 200 203 206 209 212 215 218 221 224 227 230 233 236 239 242 245 248 25851 254 257 260 263 266 269 272 275
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