
Supplementary Fig. S3. Identification of homozygous T-DNA insertion 
ugt74d1 (SALK_004870) and ugt74e1 (SALK_045974) mutants. 
(A) Schematic diagram of the UGT74D1 and UGT74E1 genes of Arabidopsis 
and the T-DNA insertion sites. Exons are represented by black boxes and 
introns by lines. The position of the T-DNA insertion is indicated in a bracket 
with respect to the ATG translation start codon (+1). Black and white arrows 
show the positions and orientations of the primers used for genotyping and RT-
PCR analysis. (B) Validation of the mutant lines by PCR analysis of UGT74D1 
and UGT74E1 genes. (C) Validation of the mutant lines by RT-PCR analysis of 
UGT74D1 and UGT74E1 transcripts. The expression of UGT74E1 in WT was 
below detection limit of our RT-PCR. Primers are listed in Supplementary Table 
S2. FPd1 and RPd1: forward and reverse primers for UGT74D1; FPe1 and 
RPe1: forward and reverse primers for UGT74E1; LBb1.3: T-DNA left border 
primer; UBQ10: ubiquitin.
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