Figure S1. ML tree of domestic dog (D) and wolf (W) mt genomes, constructed on the
basis of the GTR+I model (logL = -45701.2). Numbers on branches are percentages of
1000 pootstrap sampl es supporting the branch; only values> 50% are shown.




Figure S2. ML tree of domestic pig (D) and wild boar (W) mt genomes, constructed on
the basis of the TN93+G+| model (logL = -41231.1). Numbers on branches are
percentages of 1000 bootstrap samples supporting the branch; only values> 50% are
shown.
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Figure S3. ML tree of domestic chicken (D) and red junglefowl (W) mt genomes,
constructed on the basis of the HKY +G+1 model (logL =-29453.3). Numbers on
branches are percentages of 1000 bootstrap samples supporting the branch; only values >
50% are shown.
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Figure $4. ML tree of domestic silkworm (B. mori) and wild silkworm (B. mandarina)
mt genomes, constructed on the basis of the GTR+G+I model (logL = -45798.0).
Numbers on branches are percentages of 1000 bootstrap samples supporting the branch;
only values > 50% are shown.

20126707
291575886
291575914
291575550
291575606
4 291576026
291575536
291575746
1| 291575970
291575662
291575844
291575956
18640062
9291575634
d 291575998
15213107
[8163611 B. mori
291575858
o7 291575718
74 291575816
57 291575704
291575620
291575648
291575592
291575522
291575942
291575774
291575802
100||291575676
—71 291575788
291575928
L 291575760
99| 96291575732 |
L 210062303 ] B. mandarina
83[291575872 7
291575578
100T 291575494
- 291575900
- 291575690
100 291575480
[291576012
291575830
291575564
68l'291576040

@

o]

D

©

9

100

~

©
©
©

B. mandarina

60391177
291575984

100

291575508
305654525 Grapholita molesta
295683917 Lymantria dispar

18640048
—| B. dari
0 i| mandarina

0.05



