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Figure S5. Distribution of SNPs between the different cultivars and Nipponbare reference sequence across the
chromosome 4. The x-axis represents the physical distance along each chromosome, split into 1 Mb windows. The
y-axis indicates the number of SNPs. The black arrows show the high-density regions common among the 7
cultivars. The blue arrows show the remarkably different regions between Omachi and Yamadanishiki.



