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Figure S1. Phylogenetic tree of soybean NAC proteins according to Le et al. (2011). Tree was drawn using
Mega 5.1 software (Tamura et al. 2011) with a bootstrap of 500 replicates. GmNAC20 (Hao et al. 2011) and
GmNACO003 and GmNACO004 (this paper) were noted on right side, adjacent to the names assigned by Le
etal. (2011).
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