
Locus  Name Nucleotide Sequence (5' to 3')
PE_PGRS1 PGRS1F CGCTACATTTGGCTCCTAGC

PGRS1R GCCACTCATCGCACCATTG
PGRS1Fi CGGTGCCAACGGGTTACC
PGRS1Ri CCGCCGTTCCCGATCAACC

PE_PGRS33 PGRS33F CTGAATCCGTCGATCTCTGG
PGRS33R GCGCGGCTTCAGGTAAGAC
PGRS33Fi CCGCTAGAGGGTGTGCTCG
PGRS33Ri TGCCCGCGCTGCCGTTAGG

PE_PGRS2 PGRS2F ATTCACCTAACAATGTCGTCC
PGRS2R CCAGCCTTAAGGGTCCGG
PGRS2Fi CACGCTCAGGCCTATCAGG
PGRS2Ri CCGTCACCAATCCGCTCAC

PE_PGRS5 PGRS5F GTGTCTTGGCGTCCAGGAG
PGRS5R AACTGCGAATGCGGACCACG
PGRS5Fi CGAACATGCTGGCCGCGGTC
PGRS5Ri GCACCGTCGAGGCCCTTGG

PE_PGRS62 PGRS62F TGTGCCATTAGGCTCCATTTG
PGRS62R GCTTGGCATGGCAACCTAC
PGRS62Fi TTCGTACGCACGTTGAACCG
PGRS62Ri ATGCGGCGGCACGAGAATC

PE_PGRS51 PGRS51F CCATATTGCGCTAGCATCCG
PGRS51R ACGAATACAGCCAAGGCGGG
PGRS51Fi CCACTCAGGCGCTGTTGG
PGRS51Ri TTTGTGCTGTCAGCGTTAC

PE_PGRS26 PGRS26F AGCTCAGAAATGGTAAGCATG
PGRS26R ATTGCCGATTACGACTTGGTG
PGRS26Fi GGCCGGCGGGTTGCTGTGG
PGRS26Ri CCGCCGTCGCCGCCAAAGC

PE_PGRS31 PGRS31F TTGCCGAGGGTTCAATGGTG
PGRS31R GATGTGCAGATTGCCCATAG
PGRS31Fi GCATATCAAGCGTTGAGTGC
PGRS31Ri ACCGCCATTGCCGCCTGTG

PE_PGRS35 PGRS35F ATCCGAGATGTCAAAGGCAG
PGRS35R AAGCCAGGCGGCGACATTC
PGRS35Fi CATCAACAGTTCGTGCAGACGC
PGRS35Ri ACAGGGTGGTGATCGGCGATC

wag22 Wag22F CTGGGTCGTCGGCATTACC
Wag22R TTGGGCTGCGGATGCGCGGC
Wag22Fi CCTATCAGGCGGCGAGCG
Wag22Fi AAACTGAGAATGTCCTGCTG
Wag22Ri CCGGAACCGATCAAGAAGG
Wag22Ri3 CCGCCGGAGCCGAAGAGC
Wag22Ri2 GGAGCCGTAGAACAATCCC
Wag22Ri TTGCCGCCGGCTCCACCCTTG

lipY lipYF GGTAGTGGCTGGGCAACTG
lipYR ATGCGAGCCCGACACCTAC
lipYFi CCTGCTGAGTTTGTCTGCGC
lipYRi ACGTATTCGCCGGTTGGATG

PE_PGRS62 PE_PGRS6F ATTGGCGGCTCCTAACGTTG
PE_PGRS6R TCGCCAACGATATCGAGCAC
PE_PGRS6Fi GTTGCTGAACGCGATCAATG
PE_PGRS6Ri GGAGGAAAGGCTGAAGACAG

PE_PGRS15 PE_PGRS15F AGAAACTGGAGACGCCGACC
PE_PGRS15R GGTCACGGTCGGATCGATTC
PE_PGRS15Fi GCCTACCTGTTCGGTTCTGG
PE_PGRS15Ri CGAACGCCTTGCGTGAACTG

PE_PGRS23 PE_PGRS23F CGTCAAGCAACGGGACACG
PE_PGRS23R TCGCCGATCTGAAGTGGACC
PE_PGRS23Fi CGACGGTGGCTTGTTGTAC
PE_PGRS23Ri CAGGAGGATTATCTTGATTGG

PE_PGRS24 PE_PGRS24F CGCTACCCTGTGCTAACTCG
PE_PGRS24R GCCAACGCGCTGTACTGAG
PE_PGRS24Fi GCTCAACATTGTGAACACGC
PE_PGRS24Ri ACCCGAATTCGATGCCAGTC

PE_PGRS25 PE_PGRS25F ACCTGCGCTTATGCTGCACG
PE_PGRS25R TTGCGCCCAGCGAATATTCG
PE_PGRS25Fi GATCAACGCGCCGACCATG
PE_PGRS25Ri AGCACCGCCAAGACCGTTC

PE_PGRS29 PE_PGRS29F CGCTGGATCGCGATAAGATAC
PE_PGRS29R TCTCTCCGAGCGGGAAGAAC
PE_PGRS29Fi -
PE_PGRS29Ri -

PE_PGRS34 PE_PGRS34F GACGTCAATACGCTGTAACC
PE_PGRS34R AGGCGCTTACTCATAGCATG
PE_PGRS34Fi CCTATCAGGCATTGAGTGC
PE_PGRS34Ri CCGTTGCCATCGAAGAAGC

PE_PGRS38 PE_PGRS38F ATAGGATCGAAAGCCCTGCC
PE_PGRS38R GTTTAACGATGGTCCGCCTG
PE_PGRS38Fi TGACACCGCCAATCCCAAC
PE_PGRS38Ri GCAAGGGTGGAGCTGTTGTC

PE_PGRS39 PE_PGRS39F TAGGATTCGCGGTGACAACG
PE_PGRS39R CACTTCGGTGCCGTGATCG
PE_PGRS39Fi CGAACTCGCCCAAGATCGCA
PE_PGRS39Ri ACCGAAGCCGGGCATCAAC

PE_PGRS41 PE_PGRS41F ACTGCGCCGATGGGTCAATG
PE_PGRS41R GTGGAACGGGTCAAAGTCAC
PE_PGRS41Fi GCTCAACGCCATCAATGCAC
PE_PGRS41Ri CGATACTTGCGCTGTTGCTG

PE_PGRS44 PE_PGRS44F GCGCGAAAAATGGCAGACCC
PE_PGRS44R TGGACGCACCTGGGCATGAC
PE_PGRS44Fi ATGGCGCGAATGGAACAGCG
PE_PGRS44Ri TCACCGCCATTGCCACCAAG

PE_PGRS46 PE_PGRS46F TTTGTTGCTGCCGAGTGCTC
PE_PGRS46R TCCTCGTGCGGAAACAGTTG
PE_PGRS46Fi ACTTTGGTCGGCGGTACTGG
PE_PGRS46Ri CCACCGCCAATTGTCGCTC
PE_PGRS46Fi2 GTGCGAACGGTACCGACAAC
PE_PGRS46Ri2 CCGTCGGTCTCACCTATGC

PE_PGRS47 PE_PGRS47F GCACAGTCTTGAGGGTGAGC
PE_PGRS47R GATTTCGACGTGCCTCGGTC
PE_PGRS47Fi AAGGGCGGTAACGGAGGAG
PE_PGRS47Ri CACCGGTGCCGTATAGCAG

PE_PGRS48 PE_PGRS48R CGAAGCCCACAATGTGCGTC
PE_PGRS48F CAATAGCCGGGCAGCACATC
PE_PGRS48Fi GTACGGCAACGGCGGTAATG
PE_PGRS48Ri CATTGTCGCCGAGGCTGTTG

PE_PGRS58 PE_PGRS58R CATAACGGGTTTTGTCGGCC
PE_PGRS58F CGATACCGCACAGCGTGAC
PE_PGRS58Fi GGTGCTCGGCTTGATCAACG
PE_PGRS58Ri CGCTACCAAAAAAGGTCAGC

PE_PGRS59 PE_PGRS59R CCGATCCGCTGTGACAATAG
PE_PGRS59F GTGACACTCGGTAGCTGCTC
PE_PGRS59Fi GGGCTGCTGTATGGCAATG
PE_PGRS59Ri GGTTTGCCCGAACTCGGTG

Tables S6.  Primer sequences.  
Sequences in grey background were used for amplification and dideoxynucleotide sequencing; sequences in 
unshaded areas are internal primers used only for sequencing. 


