
Supplementary figure and table legends 
 
Supplementary methods 
A detailed description of all the methods used in this manuscript. 
 
Supplementary discussion 
Here we discuss the “transcriptomic ruler” and the validation experiments in more 
detail. Furthermore the findings in the SPELL database are more elaborately 
discussed.  
 
Supplementary fig. S1. Expression of all genes. 
The expression of all genes during the 44-58 h time-course sorted alphabetically. The 
lines represent the log2 ratios with the mean over all time-points. If the expression 
activity of a gene was measured with multiple probes on the microarrays, multiple 
lines are shown.  
 
Supplementary fig. S2. Pearson correlation between time-points. 
Heat-plot of the Pearson correlations of the expression (log2 ratios with the mean) 
between the time points. Remarkably, there is a clear distinction between early- and 
late-L4. The same analysis carried out per chromosome revealed the same 
correlations. 
 
Supplementary fig. S3. The k-means clusters. 
Twelve individual k-means clusters are shown; in the small boxes the number of the 
cluster (large numbers) and the number of individual genes in each cluster (small 
numbers) are shown. The thin white lines represent individual genes; the blue lines 
indicate the average pattern of all genes in the cluster. The twelve clusters can be 
divided over six groups: up-regulation (clusters 1, 2, 3 and 4), down-regulation 
(clusters 5, 6 and 10), down-regulation in early L4 (cluster 7), down regulation in late 
L4 (cluster 8), no change (cluster 11 and 12) and up-regulation mid-L4 (cluster 9). 
 
Supplementary fig. S4. Overlap and enrichment between the expression pattern 
clusters found in this paper and in (Kim et al. 2013; fig. 2a). 
In our paper gene expression during the complete L4 stage was measured, in the 
Kim et al. 2013 paper gene expression from L1 to L4 stage was measured. Cluster 
numbers 1 to 12 shown at the thick marks. Left or under the cluster number the 
number of genes in the cluster and a letter indicating the general pattern type; U: up-
regulated, D: down regulated, O: oscillating, S: stable (not changing), Capital letters 
were used when the pattern was stronger compare to the rest of the patterns. The 
clusters showing up-regulation in this paper (1, 2 and 3) are showing significant 
overlap with the specifically during L4 up-regulated clusters 8 and 9 from Kim et al. 
2013. The oscillating clusters (1, 2, 3, 4, 5 and 6) from Kim et al. 2013 show 
significant overlap with clusters showing down-regulation during L4 (5, 6, 7 and 8). 
 
Supplementary fig. S5. Relative expression of lin-4 (red) and lin-14(black) 
during L4 (44 to 58 hours at 20oC). Lin-4 shows a steady decrease, which in Kim et 
al. 2013 marks the time just after moulting. Lin-14 shows some variation in 
expression possibly a slight increase at the later time points. 
 



Supplementary fig. S6. Physical distance between genes within the same 
expression cluster. 
The distance between the nearest neighbouring gene within the same expression 
cluster is shown. The grey lines indicate the outcomes of 1,000 permutations, 
whereas the black line is the actual set of genes. Significant overrepresentation of a 
distance is shown by a red line at the bottom of the graphs (FDR<0.01). 
 
Supplementary fig. S7. Enrichment analysis on physical location. 
Pattern-enrichment analysis on physical location per 100 kb bins and per 
chromosomal region. (A) Per 100 kb bin we find that all of the clusters are 
characterized by local enrichment. For example, genes belonging to cluster 1 are 
overrepresented on chromosome IV at 13.7 Mb, chromosome V at 14.1 Mb and at 
chromosome X at 3.5 and 11.9 Mb. (B) Enrichment analysis based on the region of 
the chromosomes (left-tip, left-arm, center, right-arm and right-tip) (Rockman & 
Kruglyak, 2009). This shows that the two unresponsive clusters both are enriched on 
the arms of the autosomal chromosomes 7 out of 10 times (FDR<0.05). 
 
Supplementary fig. S8. Dynamic gene expression patterns of all the GO-
annotation terms. 
Dynamic patterns per gene in log2 ratio of the mean per GO-annotation term. 
 
Supplementary fig. S9. Dynamic gene expression patterns of all Gene Classes. 
Dynamic patterns per gene in log2 ratio of the mean per Gene class. 
 
Supplementary fig. S10. Dynamic gene expression patterns of all Anatomy 
terms. 
Dynamic patterns per gene in log2 ratio of the mean per Anatomy term. 
 
Supplementary fig. S11. Dynamic gene expression patterns of all KEGG 
pathways. 
Dynamic patterns per gene in log2 ratio of the mean per KEGG pathway. 
 
Supplementary fig. S12. Dynamic gene expression patterns of all Protein 
Domains. 
Dynamic patterns per gene in log2 ratio of the mean per protein domain. 
 
Supplementary fig. S13. Dynamic gene expression patterns of all Wormbook 
Chapters. 
Dynamic patterns per gene in log2 ratio of the mean per Wormbook chapter 
(www.wormbook.org). 
 
Supplementary fig. S14. The transcriptomic ruler. 
Validation and application of the transcriptomic ruler. (A) The real age of a data point 
versus the transcriptome age-estimate. The blue dots represent biological replicates 
on which the ruler was designed and red dots represent an application on a 
validation experiment. (B) The estimated age of different genotypes on two food 
sources, E. coli and E. rhapontici. The vertical lines represent SE. There is a 
significant increase in estimated age when C. elegans is fed on E. rhapontici 
(P<0.001). (C) The age after synchronization when the first eggs were laid for 
different genotypes feeding on different food sources (E. coli in yellow and E. 



rhapontici in green). C. elegans lays its eggs significantly later when fed on E. coli (P 
<< 0.001). (D) The relative age of recombinant inbred lines in a genetical genomics 
experiment (Viñuela et al. 2010). All lines were profiled at the same absolute age. 
See also comments for Supplementary fig. S14E (E) The relative age of 
recombinant inbred lines in a genetical genomics experiment (Rockman et al. 2010). 
All lines were profiled at the same absolute age. Developmental differences between 
recombinant inbred lines of a N2 x CB4856 cross were described in (Gutteling et al. 
2007). This difference in development is reflected in the transcript profiles of these 
lines. It shows that the transcriptomic ruler can be used to determine the 
developmental age of each individual line. This can subsequently be used for a better 
understanding of the results, for example eQTL analysis in contrast with 
developmental age.  
 
Supplementary fig. S15. Development as a source of variation in SPELL 
transcript profiles. 
All the sample comparisons of the micro-array experiments in the SPELL data base 
(Hibbs et al. 2007) were tested for enrichment of developmental marker genes 
(cluster 1) in the top 10% up or down regulated genes.  
 
Supplementary table S1. The genes per cluster as found by k-means clustering. 
The names of the genes in the 12 k-means clusters. 
 
Supplementary table S2. Enrichment analyses on the k-means clusters. 
Outcome of enrichment analyses on the genes in the k-means clusters. Enrichment 
was tested for gene ontology (GO) terms, gene classes, anatomy terms, KEGG 
pathway, protein domains and WormBook chapters. Only significantly enriched 
groups with more than 3 genes overlap are shown. 
 
Supplementary table S3. Number of mutations in gene structures from the 
million mutation project. 
The number of mutations that were used in the analysis on the expression clusters, 
as extracted from the million mutation project database (Thompson et al. 2013). 
 
Supplementary table S4. Number of photographed C. elegans individuals per 
time point.  
Time points in hours after synchronisation. 
 
Supplementary table S5. Information about the photographs of individual 
worms. 
Per photograph is given: time point at which it was taken, name of photograph, and 
category of development that the worm is in. 
 
Supplementary table S6. Method of RNA isolation per sample. 
The RNA isolation methods used. 
 
  



Supplementary Materials and Methods 
 
Nematode strains and population maintenance 
Wild type C. elegans Bristol N2 was used and maintained at 12°C on Nematode 
Growth Medium (NGM) with E. coli OP50 as a food source (Lewis, J. A. & Fleming 
1995). In two experiments (timing of egg laying and transcriptomics of strains grown 
on different food sources), other strains were used next to N2, namely: CB4856, 
JU1581, JU1921, JU1930, JU1932, JU1944, and JU1949 (Volkers et al. 2013). 
 
Analysis of morphological changes 
After synchronisation by bleaching, pictures of individual worms were taken between 
48 and 67 hours of growth at 20°C with an Axiocam MRc5 (Carl Zeiss Microscopy 
GmbH, Jena, Germany) mounted on a light microscope (100x magnification), with 
Axiovision software, version 4.8 (Carl Zeiss Microscopy). The pictures were taken in 
black and white, 1292x968 pixels; post-imaging sharpening with a strength of 0.5 
was used. Ten nematodes per patch were placed onto 3% agarose patches on 
microscope glass slides. The glass slides were put on ice for 5 minutes to slow down 
movement of the nematodes. Per time point, 15 – 59 larvae were photographed see 
Supplementary table S4. The pictures are available upon request. 

The pictures were scored for morphological changes in C. elegans between 48 
and 67 hours after synchronisation. Development was divided into five stages: no 
vulva, developing vulva (vulval groove absent), fully developed vulva (vulval groove 
present), eggs in uterus, and eggs in uterus with developing oocytes visible. Each 
individual worm was categorized into one of these developmental categories (see 
Supplementary table S5 for information about the category that each individual worm 
was placed into. Because the distinction between the categories ‘eggs in uterus’ and 
‘developing oocytes visible’ could not always be made reliably, these categories were 
joined in later analyses.) 
 
Timing of egg laying 
After synchronisation by bleaching, the eggs were left to hatch in 1 ml M9 at 20°C 
overnight. Larvae were then deposited on NGM with either E. coli OP50 or Erwinia 
rhapontici (Volkers et al. 2013) and cultured at 20°C. Starting from 46 hours after 
they were placed on NGM they were checked every hour for the first eggs to appear 
on the plates. After the first eggs were observed the plates were followed several 
hours to ensure egg laying fully started. Per bacterial food source 17 biological 
replicate populations were used (2 to 3 per genotype). 
 
Worm culturing for transcriptome analysis 
For the mRNA microarrays of N2, populations of hermaphrodites grown on E. coli 
OP50 were used. Up to three independent replicates per time point were used to 
generate the transcription patterns during development. The populations were stage 
synchronized by bleaching and the eggs were placed on NGM-plates and incubated 
at 20ºC for 41.5, 42, 43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 58, 60.5, 
62 or 64 hours. After harvesting the larvae, they were flash frozen in liquid nitrogen 
and stored at -80°C. For the mRNA microarrays of different genotypes on either E. 
coli OP50 or E. rhapontici, synchronized hermaphrodites were grown for 48 hours (L4 
stage) before harvesting and flash freezing in liquid nitrogen. 
 
 



RNA isolation 
For mRNA isolation of the samples, two different methods were used, see 
Supplementary table S6 for all method-, sample- and replicate information. The first 
method used an RNEasy Micro Kit from Qiagen (Hilden, Germany), following the 
‘Purification of Total RNA from Animal and Human Tissues’ -protocol provided with 
the kit, with modified lysing procedure. The frozen pellets were lysed in 150 μl RLT 
buffer, 295 μl RNAse-free water, 800 μg/ml proteinase K and 1% ß-mercaptoethanol. 
This suspension was incubated in a Thermomixer (Eppendorf, Hamburg, Germany) 
at 55°C and 1200 rpm for one hour or until the sample was clear. To the lysate 0.5 
volume of 96% ethanol was added. The second method used a Maxwell® 16 
AS2000 instrument with a Maxwell® 16 LEV simplyRNA Tissue Kit (both Promega 
Corporation, Madison, WI, USA). The mRNA isolation was preceded by a modified 
lysis step. In short, 200 μl homogenization buffer, 200 μl lysis buffer and 10 μl of a 20 
mg/ml stock solution of proteinase K were added to each sample. The samples were 
then incubated for 10 minutes at 65°C, 1000 rpm in a Thermomixer (Eppendorf, 
Hamburg, Germany). After cooling on ice for 1 minute, the samples were pipetted 
into the cartridges and the standard protocol for this Maxwell® kit was followed. 
 
Microarray sample preparation, scanning and normalization 
After mRNA isolation, the ‘Two-Color Microarray-Based Gene Expression Analysis; 
Low Input Quick Amp Labeling’ -protocol, version 6.0 from Agilent (Agilent 
Technologies, Santa Clara, CA, USA) was followed, starting from step 5. The 
microarrays used were C. elegans (V2) Gene Expression Microarray 4X44K slides, 
manufactured by Agilent. The microarrays were scanned using an Agilent High 
Resolution C Scanner, using the settings as recommended in the above mentioned 
manual. Data was extracted with the Agilent Feature Extraction Software version 
10.5, following manufacturers’ guidelines. 

For normalization the Limma package for the “R” environment (version 2.13.1 
x64) was used. No background correction of the RNA-array data was performed as 
recommended by (Zahurak et al. 2007). For within-array normalization of the RNA-
array data the Loess method was used and for between-array normalization the 
Quantile method was used. The obtained log2 normalized intensities (single channel 
data) were used for further analysis. 

 
Statistical analysis of developmental effects 
All statistical analyses were carried out in “R” (version 2.13.1 x64). The intensities 
were batch corrected by calculating the batch effect per gene and subtracting the 
effect from the above mentioned log2 normalized intensities. The batch effect was 
calculated by a linear model taking the factor ‘time’ into account 
 
Ix,y ~ By + Tx 
 
where I is the intensity of gene x in batch y, B is the batch and T is time. 
 
Further analysis were done one the log2 ratios of the batch corrected intensities of 
individual time points with the mean intensity of all time points per spot. These were 
calculated by 
 
Rx = log2(Ix/Ī) 
 



where R is the log2 ratio of time point x and I is the normalized intensity measured on 
the microarray. From now on called “the log2 ratios with the mean”. 

To find major sources of variation a principal component analysis (PCA) was 
performed on the log2 ratios with the mean. 

The overall activity of genomic regions was studied by dividing the 
chromosomes into 100 kb bins and take the average the log2 ratios with the mean for 
the genes per bin per time point. 

Gene expression clusters were determined by the K-means clustering method, 
20 iterations on 10 different starting situations were performed, at a setting of 12 
different clusters. As input the log2 ratios with the mean was used. 
 
Enrichments 
Enrichment studies were done using a hyper-geometric test. Release WS220 of the 
GO-, Anatomy-, Protein Domains- and Gene Class- annotations, release 65.0 of the 
KEGG database, and the Wormbook (www.wormbook.org) version of 2012 were 
used. For determining the false discovery rate of the enrichment studies on the bins 
(genetic loci) of the K-means clusters a 1000 permutations were done per cluster. 
Using equally sized randomly picked sets of genes. P-values were scaled according 
to the false discovery rate found by the permutations. Only loci containing >2 genes 
of the same Kmeans clusters were considered. 
 
Physical distance of K-means cluster genes 
The physical distance from one gene to the closest neighbour-gene within the same 
K-means cluster was measured as the distance from start-site to start-site. The 
obtained distances were counted in bins of 1kb and the results presented as the 
percentage of genes per cluster per bin. To assess the significance of findings, a 
permutation analysis was done; testing 1000 equally sized random sets of genes in 
the same way. 
 
Mutation frequency of k-means cluster genes 
The mutation frequency of the genes per k-means cluster was tested on the datasets 
of the million mutation project (Thompson et al. 2013), for the induced and the wild-
type mutations (http://genome.sfu.ca/mmp/). The frequency of mutations per gene 
was counted per 1 kb, the intron and coding sequence sizes were obtained from 
WS220 (www.wormbase.org). To determine the relative abundance of mutations, a 
permutation analysis was done testing the number of mutations found in a random 
set of equal size. To determine the significance of the mutation frequency found per 
k-means cluster 1000 permutations were executed. 
 
Heat-maps and clustering 
Heat-maps of the log2 ratios with the mean of all GO-terms, anatomy-terms, gene 
classes, KEGG, protein domains and Wormbook chapters were made and clustering 
was performed by the default settings of the “heatmap” function in the “R” 
environment. 
 
Age estimation by transcription profiles 
Linear regression in which the ratio with the mean was regressed over time was used 
to determine which genes had a significant in- or decrease during L4 development. 
The samples from time point 44 unto 58 hours (Supplementary table S6) were used 
to determine the slope of the linear in- or decrease per spot by linear regression. The 



effects of the spots/genes above the significance threshold (-log10(p) > 6 for 
conservative settings (782 spots or 596 genes) or 4 (4268 spots or 2836 genes) to 
have more spots/genes as input for the age estimation) could then be used to 
determine the age of samples which’ transcript profile was measured. We used spots 
when the same microarray design was used or genes in case of a different design. 
This was done for each spot/gene above the threshold and the average was taken as 
the estimated age. [Age ~ effect* gene expression level]. This was used on the 
samples used to determine the effect originally, on the samples used to test the age 
estimation, and used on the samples grown on the two different bacterial food-
sources. 
 
Determining the effect of development in the SPELL dataset experiments 
The effect of development in the SPELL (http:spell.caltech.edu:3000; Hibbs et al. 
2007) experiments was determined by transforming each experiment into a set of 
ratios. When not in ratios downloaded from the SPELL website, the log2 ratio per 
spot was calculated with the mean. With these ratios it was determined whether the 
top 10% of genes with the lowest or highest ratios were enriched for the 115 genes in 
cluster 1 (Supplementary table S1). To calculate enrichment a hypergeometric test 
was used. 
Development was considered to play a role in the variation in gene expression 
between the samples from an experiment stored in SPELL when > 25% of the 
samples showed a significant enrichment above the threshold (–log10(p) > 6). The 
data from Coolon et al. (2009) was averaged per bacterial food comparison per spot 
and tested for developmental differences with the method described above. 
 
 
  



Supplementary Discussion | The transcriptome as genetic ruler 
 
Age estimation by transcription profiles 
The transcription profiles allow for age estimation of worms (Supplementary fig. 
S14a). The genetic ruler consisting of 782 spots (596 genes) with a significant 
(log10(p) > 6) linear up or down regulation during the time period from 44 to 58 hours 
were used. The blue dots in Supplementary fig. S14a represent these samples and 
they lie on an almost perfect straight line (R2 = 0.97), as expected. Using genes with 
a less significant linear effect (-log10(p) > 4, 4268 spots, 2836 genes) works equally 
well (not shown). A second batch of samples, not included in constructing the ruler, 
was used to identify the accuracy of the age estimators (red dots in Supplementary 
fig. S14a). These samples lie on the same line, meaning that their age can be 
estimated accurately, especially when the samples fall within the time range that was 
used to calculate the straight line. Outside the original time range the estimation was 
less accurate, however the early samples (around 43h) were still estimated much 
younger than the older samples (around 62 hours). This shows that within a certain 
time frame transcription profiles can be used to precisely estimate the age of a worm 
sample. More important, this experiment shows that age estimation by transcription 
profile is a necessity as expression levels of hundreds (if not thousands) of genes 
change significantly within two hours or less (Fig. 2 & Supplementary fig. S3). 
 
Age estimation in different genotypes and environments 
To validate the transcriptomic ruler further, we show the performance on multiple 
genotypes raised on different food-sources (environments). We find that 
environmental parameters can have an effect on development that is visible in 
microarray results. We used the canonical strain N2, the frequently used lab strain 
CB4856 and freshly isolated strains form Orsay (JU1581, JU1944 and JU1949) and 
Santeuil (JU1921, JU1930 and JU1932) (Volkers et al. 2013). As food source we 
used the standard lab food E.coli OP50 and the Gram-negative plant pathogen 
Erwinia rhapontici (Volkers et al. 2013). 
First, we investigated if a difference in development could be detected by eye, by 
measuring the time between synchronization and the start of egg laying. Worms fed 
with E. coli and grown at 20°C on average started laying eggs 51.3 hours after 
synchronization, while worms grown on E. rhapontici were faster (49.3 hours) 
(Supplementary fig. S14c). This difference was highly significant (p<<0.001). Next, 
the transcription profiles of the same strains grown on the same two bacteria were 
determined at exactly 48 hours after synchronization. The age of the worms was 
estimated as described before and most strains grown on E. coli were estimated to 
be 48 hours of age (47-49.5 hours; Supplementary fig. S12b). After feeding on E. 
rhapontici all lines had a transcriptional profile that estimated them a few hours older 
than the 48 hours of development on E. coli (49 -52 hours, 51 hours on average 
Supplementary fig. S12b). This difference also was significant (p<0.001). The 
differences in developmental timing of worms grown on E. coli compared to E. 
rhapontici are remarkably similar in both experiments. This is not only the case on 
average: for example, the strain with the youngest estimated age (transcript profile), 
JU1930, was the strains with the longest time between synchronization and start of 
egg laying (Supplementary fig. S12b & c). A linear relationship between the 
estimated age by transcript profile and the start of egg laying was found. The start of 
egg laying can be significantly explained by the estimated age (Fig. 4b; R2=0.63, 
p<0.001) which shows that under these conditions C. elegans develops faster on E. 



rhapontici than on E. coli OP50. More important, it is now shown that developmental 
differences as small as only 2 hours can be visible in transcriptomics results, while 
remaining invisible by most optical assessments.  
 
Application of the data to genetical genomics experiments 
The effect of the genetic background on development and subsequent gene 
expression differences could be found in experiments using recombinant inbred lines 
or different genotypes (Li et al., 2006; Li et al., 2010; Rockman et al., 2010; Viñuela 
et al., 2010; Viñuela et al., 2012). To illustrate this, the age estimations of an 
experiment with age as a variable is shown (Supplementary fig. S12d & e). This 
provides interesting opportunities for re-mapping the expression quantitative trait loci 
(eQTLs) found in these studies, taking in account the dynamics of expression. Or, 
alternatively, correct samples for their transcriptomic age-bias and find more specific 
eQTLs influenced by the actual experimental variation. 



Supplementary fig. S2. Pearson correlation between time-points. Heat-plot of the 
Pearson correlation of the expression (log2 ratios with the mean) between the 
time points. Remarkably, there is a clear distinction between early- and late-L4. 
The same analysis carried out per chromosome revealed the same correlations. 



Supplementary fig. S3. The k-means clusters. Twelve individual k-means clusters are shown, in the small boxes 

the number of the cluster (large numbers) and the number of individual genes in each cluster (small numbers) are shown. 
The thin white lines represent individual genes, the blue lines indicate the average pattern of all genes in the cluster. The 
twelve clusters can be divided over six groups: up-regulation (clusters 1, 2, 3 and 4), down-regulation (clusters 5, 6 and 10), 
down-regulation in early L4 (cluster 7), down regulation in late L4 (cluster 8), no change (cluster 11 and 12) and up-
regulation mid-L4 (cluster 9). 



Supplementary fig. S4. Overlap 
and enrichment between the 
expression pattern clusters 
found in this paper and in (Kim 
et al. 2013; fig 2a). In this paper 
gene expression during the 
complete L4 stage was 
measured, in the Kim et al. 2013 
paper gene expression from L1 
to L4 stage was measured. 
Cluster numbers 1 to 12 shown 
at the thick marks. Left or under 
the cluster number the number 
of genes in the cluster and a 
letter indicating the general 
pattern type; U: up-regulated, D: 
down regulated, O: oscillating, S: 
stable (not changing), Capital 
letters were used when the 
pattern was stronger compare 
to the rest of the patterns. The 
clusters showing up-regulation 
in this paper (1, 2 and 3) are 
showing significant overlap with 
the specifically during L4 up-
regulated clusters 8 and 9 from 
Kim et al. 2013. The Oscillating 
clusters (1, 2, 3, 4, 5 and 6) from 
Kim et al. 2013 show significant 
overlap with clusters showing 
down-regulation during L4 (5, 6, 
7 and 8). 



Supplementary fig. S5. Relative expression of lin-4 (red) and lin-14(black) during 
L4 (44 to 58 hours at 20oC). Lin-4 shows a steady decrease, which in Kim et al. 
2013 marks the time just after moulting. Lin-14 only shows some variation in 
expression possibly a slight increase at the later time points.  



Supplementary fig. S6. Physical distance between genes within the same 
expression cluster. The distance between the nearest neighboring gene within the 
same expression cluster is shown. The grey lines indicate the outcomes of 1,000 
permutations, whereas the black line is the actual set of genes. Significant 
overrepresentation of a distance is shown by a red line at the bottom of the 
graphs (FDR<0.01). 



Supplementary fig. S7. Enrichment analysis on physical location. Pattern-enrichment analysis 
on physical location per 100 kb bins and per chromosomal region. (A) Per 100 kb bin we find 
that all of the clusters are characterized by local enrichment. For example, genes belonging to 
cluster 1 are overrepresented on chromosome IV at 13.7 Mb, chromosome V at 14.1 Mb and at 
chromosome X at 3.5 and 11.9 Mb. (B) Enrichment analysis based on the region of the 
chromosomes (left-tip, left-arm, center, right-arm and right-tip) (Rockman & Kruglyak, 2009). 
This shows that the two unresponsive clusters both are enriched on the arms of the autosomal 
chromosomes 7 out of 10 times (FDR<0.05). 

a 

b 



Supplementary fig. S14. The transcriptomic ruler. Validation and application of the transcriptomic ruler. (A) 

The real age of a data point versus the transcriptome age-estimate. The blue dots represent biological replicates on which 
the ruler was designed and red dots represent an application on a validation experiment. (B) The estimated age of 
different genotypes on two food sources, E.coli and E. rhapontici. The vertical lines represent SE. There is a significant 
increase in estimated age when C. elegans is fed on E. rhapontici P<0.001). (C) The age after synchronization when the first 
eggs were laid for different genotypes feeding on different food sources (E. coli in yellow and E. rhapontici in green). C. 
elegans lays its eggs significantly later when fed on E. coli (P << 0.001). (D) The relative age of recombinant inbred lines in 
a genetical genomics experiment (Viñuela et al. 2010). All lines were profiled at the same absolute age. See also comments 
for fig. S14E (E) The relative age of recombinant inbred lines in a genetical genomics experiment (Rockman et al. 2010). All 
lines were profiled at the same absolute age. Developmental differences between recombinant inbred lines of a N2 x 
CB4856 cross were described in (Gutteling et al. 2007), this difference in development is reflected in the transcript profiles 
of these lines. It shows that the transcriptomic ruler can be used to determine the developmental age of each individual 
line. This can subsequently be used for a better understanding of the results, for example eQTL analysis in contrast with 
developmental age. 



Supplementary table S3. Number of mutations in gene structures from the 
million mutation project. The number of mutations that were used in the analysis 
on the expression clusters, as extracted from the million mutation project 
database (Thompson et al. 2013). 

Supplementary table S3 | Number of mutations in gene 

structures from the million mutation project. 

Gene structure Mutants Wild isolates 

intron 242,341    298,191 

exon 250,599 144,721 

missense 172,112 64,763 

synonymous 68,237 68,024 

5'UTR 7,172 5,519 

3'UTR 17,874 16,559 

Total SNPs 758,335 597,777 



Supplementary table S4. Number of photographed C. elegans individuals per 
time point. Time points in hours after synchronisation. 

Supplementary table S4  Number of photographed C. elegans 

individuals per time point. Time points in hours after synchronisation. 

Time point No. of worms Time point No. of worms 

48 19 58 36 

49 41 59 NA 

50 54 60 16 

51 58 61 15 

52 59 62 18 

53 38 63 19 

54 39 64 15 

55 40 65 20 

56 40 66 20 

57 41 67 20 



Supplementary table S6. Method of RNA isolation per sample. 
The RNA isolation methods used. 

Supplementary table S6  Method of RNA isolation  per sample. Q = RNEasy Micro Kit from Qiagen, M 

= Maxwell® 16 LEV simplyRNA Tissue Kit from Promega. 

Samples used to calculate the slope of linear in- or decreasea Test samplesb 

Samplec Method Sample Method Sample Method 

44 Q 51 Q 41.5 M 

45 Q 52A Q 42 M 

46 Q 52B M 43 M 

47 Q 53 M 48C M 

48A Q 54 M 50C M 

48B M 55 M 52C M 

49 Q 56 M 60.5 M 

50A Q 58 M 62 M 

50B M     64 M 

a) Samples used to calculate the slope of linear in- or decrease per spot, in order to be able to estimate 

the age of other samples 

b) Samples used to test whether it is possible to estimate age by transcript profile 

c) Samples are named according to time point 
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Supplementary file D | Dynamic gene expression patterns of all the GO-annotation terms.  

The “heatmap” function of “R” was used to cluster genes of each individual GO-term according to their 

expression pattern. Annotation name is shown per page as figure title. The time in hours is shown on 

the x-axis. Gene names are shown on the y-axis. The scale bar shows the log2 ratio with the mean for 

each time-point. Blue is lower than the mean and yellow is higher than the mean. 



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

tatn−1

C32F10.8

nkat−1

T04F3.1

nkat−3

1−aminocyclopropane−1−carboxylate synthase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

let−363

vps−34

atl−1

age−1

smg−1

piki−1

1−phosphatidylinositol−3−kinase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

M88.7

daf−36

F20D6.11

isp−1

Y73F8A.27

Y67D2.3

W02B12.15

2 iron, 2 sulfur cluster binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T05C12.3

D1054.8

dhs−25

C06E4.3

R05D8.7

dhs−19

ZK829.1

dhs−23

F25D1.5

T01G6.1

R05D8.9

F53C11.3

F55E10.6

dhs−21

F28H7.2

F54F3.4

C06E4.6

F12E12.11

Y47G6A.21

Y47G6A.22

F02C12.2

T01G6.10

dhs−14

dhs−11

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

dhs−15

dhs−4

2,3−dihydro−2,3−dihydroxybenzoate dehydrogenase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

BE0003N10.1

eri−1

exos−9

exos−7

exos−4.2

crn−5

exos−8

3'−5'−exoribonuclease activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

crn−4

mut−7

crn−3

Y57A10A.13

W04A8.4

egal−1

C25F9.2

W05H12.2

crn−5

ZK1098.3

3'−5' exonuclease activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pde−5

pde−6

pde−4

pde−3

pde−1

pde−2

3',5'−cyclic−nucleotide phosphodiesterase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

hsd−1

sqv−1

C33F10.14

hsd−2

F08F3.4

Y53G8AL.2

Y71H10A.2

C01F1.3

F13D11.4

dhs−29

C32D5.12

hsd−3

gale−1

F53B1.4

3−beta−hydroxy−delta5−steroid dehydrogenase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F49H6.5

T20H4.5

F49E2.1

nduf−7

aco−2

Y92H12BL.1

Y92H12BL.4

nuo−1

F25B5.5

aco−1

M01F1.3

4 iron, 4 sulfur cluster binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F08D12.1

F37F2.2

ZK512.4

F21D5.7

F25G6.8

7S RNA binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

acr−23

acr−3

unc−29

acr−2

unc−63

acr−15

acr−11

unc−38

lev−1

acetylcholine receptor activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T27F6.1

F26D2.3

F30A10.4

T14B4.9

T28F3.9

Y51H4A.25

R07B7.6

H41C03.3

T09E11.6

gly−15

gly−17

T09E11.9

gly−16

sqv−6

gly−18

F35H8.2

ZK1225.2

gly−19

gly−1

R07C3.3

acetylglucosaminyltransferase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pdr−1

oxi−1

D2085.4

Y92H12A.2

F36A2.13

Y48G8AL.1

F45H7.6

hecd−1
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eel−1

acid−amino acid ligase activity
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C08B6.14

pho−10

acp−2

F18E2.1

pho−8

F26C11.1

Y105C5B.3

Y94H6A.7
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pho−7
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ZK792.1

pho−13

acp−1

pho−1

acid phosphatase activity
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F38E9.5

unc−78

dys−1

fhod−2

cap−1
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cap−2

vab−10

atn−1

inft−1

unc−70

fli−1

anc−1
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Y65B4A.4

plst−1

fhod−1

K08E3.4

cyk−1

pfn−1

frl−1

hipr−1

M116.5

cas−2
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inft−2

ZC416.6

tth−1

Y50D7A.10

gsnl−1

fozi−1
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pfn−2

Y71G12B.11

sma−1

actin binding
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ctn−1

deb−1

pfn−3

pfn−2

zyx−1

pfn−1

hmp−1

actin cytoskeleton
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frl−1
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cap−1

cap−2
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act−4
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act−1

vab−19
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pfn−3

pfn−2

actin cytoskeleton organization
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frg−1
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lev−11

cap−2
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pod−1

actin filament binding
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die−1

erm−1

wve−1

ced−12

actin filament organization
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dgk−2

sphk−1

T10B11.2

dgk−1
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dgk−5

F52C9.3

activation of protein kinase C activity by G−protein coupled receptor protein signaling pathway
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Y41E3.7
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acbp−3

acyl−CoA binding
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F54D5.7

Y76B12C.6
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F59F4.1

acdh−10

acdh−7

F58F9.7

alh−5

C48B4.1

acdh−3

acdh−12

F08A8.3

F08A8.1

K09H11.1

acdh−11

acdh−1

F08A8.2

acdh−6

acyl−CoA dehydrogenase activity
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C37H5.13

C17C3.1

D2021.4

Y87G2A.2

C17C3.3

F25E2.3

acyl−CoA metabolic process
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acyl−CoA oxidase activity
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C37H5.13

C17C3.1

D2021.4

Y87G2A.2

C17C3.3

F25E2.3

acyl−CoA thioesterase activity
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acl−1

acl−7

cpt−5

acl−3

B0395.3

acl−4

F41E7.6

F23B12.5

acl−8

acl−6

acl−2

F44B9.5

acl−11

acl−12

acl−14

cpt−2

C30H6.7

ZK669.4

W02F12.5

acl−9

cpt−1

W03F9.4

cpt−3

acl−13

cpt−6

bus−18

T20B3.1

mboa−7

M79.2

bus−1

acl−5

cpt−4

acyltransferase activity
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ptp−3

pat−4

magi−1

unc−97

dlg−1

36982

adherens junction
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dhs−25

stdh−1

T01G6.1

dhs−21

Y47G6A.21

Y47G6A.22

stdh−3

T01G6.10

let−767

dhs−27

alcohol dehydrogenase (NAD) activity
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tre−1

tre−3

tre−4

tre−2

tre−5

alpha,alpha−trehalase activity
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F23F1.6

aat−4

aat−3

aat−9

aat−6

Y53F4B.12

aat−2

aat−5

aat−1

aat−8

C50D2.2

aat−7

B0454.6

amino acid transmembrane transporter activity
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Y18D10A.23

F23F1.6

aat−4

aat−1

Y4C6B.2

B0454.6

aat−8

C50D2.2

aat−7

aat−3

aat−9
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Y53F4B.12

aat−2

aat−5

amino acid transport
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ers−3

prs−1

fbxa−141

Y105E8A.20

Y43F8C.6

srs−1

tag−144

wrs−2

ugt−48

lrs−2

vrs−1

vrs−2

hrs−1

lrs−1

T18D3.7

crb−1

K02F3.10

ZC434.9

krs−1

ers−2

srs−2

drs−2

frs−3

Y67D8A.2

ZK384.3

yrs−1

prs−2

Y105E8A.19

Y66D12A.23

mrs−1

wrs−1

grs−1

ers−1

rrt−1

drs−1

nrs−1

irs−2

frs−1

rrt−2

irs−1

trs−1

aminoacyl−tRNA ligase activity
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map−2

R119.2

map−1

F01F1.9

K12C11.1

lap−1

W07G4.4

T05E7.1

aminopeptidase activity
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amt−1

rhr−1

amt−3

amt−2

rhr−2

amt−4

ammonium transmembrane transporter activity
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abts−2

abts−4

R05G6.7

abts−1

abts−3

C18E9.6

anion transport
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ubc−9

uba−2

pry−1

sop−2

egl−5

nob−1

lin−22

sor−3

vab−3

ceh−20

mab−5

lin−39

anterior/posterior pattern formation
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C11E4.1

R05H5.3

C11E4.2

C32D5.8

F29B9.5

Y94H6A.4

C30H6.8

Y44E3A.3

T28A11.13

Y52E8A.3

K02H11.6

T20D4.7

F26E4.12

prdx−6

prdx−3

R05H10.5

prdx−2

T09A12.2

M01H9.1

antioxidant activity
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vha−6

osm−11

eps−8

36951

par−3

apical part of cell
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smf−3

smf−1

vha−5

sulp−4

nhx−2

pept−1

kri−1

vha−6

pkc−3

chc−1

mtm−6

tat−1

exc−4

smf−2

let−23

sid−2

egl−26

csq−1

vab−10

sulp−5

aqp−4

lin−12

vha−17

sma−1

lrp−1

che−14

apical plasma membrane
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rfp−1

ced−9

ced−4

cpb−3

cup−5

bmk−1

cep−1

fcd−2

C16C8.14

rad−50

C32D5.11

drp−1

cyn−13

csp−1

brc−1

cdl−1

hrdl−1

ape−1

K11D12.6

F28A10.1

csp−2

csp−3

glh−1

ces−2

Y7A9C.1

ser−3

sphk−1

vps−41

bag−1

dic−1

Y23H5A.2

eel−1

dap−3

hda−4

rad−51

egl−1

Y73B3A.12

egl−38

H06H21.9

cgh−1

B0393.6

gla−3

glh−2

ced−3

Y38H6C.17

fis−2

pmk−3

gst−5

pqn−60

T21H3.5

ced−11

eya−1

abl−1

nhl−1

klf−1

nhr−181

ugt−34

pax−2

clec−149

rpm−1

cmd−1

icd−1

ugt−35

unc−23

cps−6

apoptosis
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crn−2

cmd−1

unc−108

crn−3

klf−1

apoptotic cell clearance
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F07F6.4

cnt−2

W09D10.1

cnt−1

git−1

K02B12.7

ARF GTPase activator activity
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agef−1

gbf−1

Y106G6G.2

grp−1

M02B7.5

efa−6

ARF guanyl−nucleotide exchange factor activity
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gst−42

gst−43

Y53G8B.1

hpd−1

fah−1

pah−1

C31H2.4

tatn−1

tph−1

cat−2

aromatic amino acid family metabolic process
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nrs−2

M02D8.4

M18.3

M106.4

B0035.16

asparagine biosynthetic process
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nrs−2

M02D8.4

M18.3

M106.4

B0035.16

asparagine synthase (glutamine−hydrolyzing) activity
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drs−2

Y66D12A.23

nrs−1

drs−1

krs−1

aspartate−tRNA ligase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

asp−2

imp−2

F59D6.3

osm−5

F28A12.4

asp−4

F21F8.4

fig−1

C15C8.3

ubxn−1

K02F6.1

ttr−57

Y39B6A.24

imp−1

Y39B6A.22

asp−6

C11D2.2

asp−3

F54G2.2

ZK384.3

Y39B6A.23

K10C2.3

asp−5

asp−1

F59D6.2

cash−1

imp−3

C01G5.6

F21F8.2

mfb−1

aspartic−type endopeptidase activity
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drs−2

Y66D12A.23

nrs−1

drs−1

krs−1

aspartyl−tRNA aminoacylation
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gpr−2

gpr−1

lis−1

ric−8

evl−20

ooc−5

aster
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mom−4

36982

par−2

par−4

ipla−1

ces−2

ama−1

egl−20

ces−1

mes−1

lit−1

fkh−6

pig−1

cyp−31A2

dsh−2

par−3

cyp−31A3

asymmetric cell division
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pac−1

rab−5

mlc−4

lin−7

lin−10

spe−4

cul−2

ooc−3

par−3

asymmetric protein localization
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mom−4

par−4

par−2

mes−1

rga−3

ect−2

wrm−1

mbk−2

rga−4

mom−2

ham−1

lin−17

lit−1

par−1

par−5

lin−18

mom−1

asymmetric protein localization involved in cell fate determination
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M03C11.2

cku−70

cku−80

Y66D12A.15

Y50D7A.11

Y50D7A.2

dog−1

rtel−1

ATP−dependent DNA helicase activity
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vbh−1

him−6

Y54G11A.3

cgh−1

eri−7

Y113G7B.14

T26G10.1

Y46G5A.4

smgl−2

wrn−1

isw−1

F58E10.3

Y23H5B.6

M03C11.2

glh−3

glh−2

ZK675.3

chd−3

R05D11.4

ZK512.2

F55F8.2

Y65B4A.6

H20J04.4

Y50D7A.2

mtr−4

dcr−1

ZK686.2

F33D11.10

rcq−5

F58G11.2

C24H12.4

F01G4.3

mel−46

K02F3.12

ZC317.1

hel−1

Y94H6A.5

H06O01.2

F57B9.3

B0511.6

Y38A10A.6

F56D2.6

H27M09.1

C28H8.3

let−418

inf−1

F53H1.1

Y67D2.6

Y71G12B.8

glh−1

drh−3

Y55F3BR.1

mog−4

C46F11.4

hel−308

dog−1

mog−5

rtel−1

mog−1

rha−2

Y116A8C.13

T05E8.3

ddx−23

F52B5.3

glh−4

polq−1

mut−14

ddx−19

Y54E2A.4

drh−1

rha−1

ATP−dependent helicase activity
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M18.6

R13H4.6

C08G5.1

ZK930.6

F19B2.7

C34B2.6

T23G4.2

Y75B8A.4

C06C3.8

F46F5.5

ATP−dependent peptidase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58
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cellular process

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cct−1

cct−7

cct−6

cct−2

cct−8

cct−4

cct−5

hsp−60

ppk−3

cct−3

cellular protein metabolic process
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cellular response to DNA damage stimulus
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chitin binding
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rev−1

rad−51

rec−8

rad−23

mrt−2

xpa−1

polh−1

xpc−1

polk−1

scc−1

F08F8.4

damaged DNA binding
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cep−1

age−1

osm−3

akt−1

let−363

par−5

daf−16

daf−2

mec−1

nhr−85

mfb−1

che−13

kin−29

vab−3

akt−2

daf−9

che−12

che−11

sgk−1

dyf−8

che−3

hmr−1

daf−19

mec−8

ftt−2

osm−1

osm−6

dyf−2

dyf−11

daf−10

che−2

daf−6

che−14

dauer entry
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lin−12

nuo−1

daf−2

hcf−1

lag−1

dauer exit
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atg−18

aap−1

daf−18

sma−6

daf−9

pdk−1

unc−119

kin−29

ifta−2

mrp−1

hid−1

sma−4

hen−1

daf−11

daf−14

lgg−1

ncr−2

sma−5

atp−2

tph−1

eak−6

daf−12

che−2

ncr−1

tax−6

unc−3

scd−2

pptr−1

daf−7

unc−51

daf−28

hsf−1

sdf−9

asc−1

dao−5

daf−21

oga−1

sir−2.1

atg−7

crh−1

daf−2

bec−1

daf−8

eak−4

soc−1

daf−1

catp−1

daf−15

sca−1

daf−16

daf−3

daf−4

ttx−3

ogt−1

sta−1

dpr−1

dauer larval development
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glh−1

smg−5

rde−4

paa−1

let−92

csn−5

zyx−1

nhl−2

glh−3

kgb−1

DEAD/H−box RNA helicase binding
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snb−1

tni−3

gtl−1

atp−2

exp−1

flr−1

nuo−1

ten−1

unc−16

pbo−4

snf−1

crt−1

fbxa−130

lim−6

unc−27

mek−2

itr−1

sec−23

inx−16

wts−1

aex−5

pbo−5

kqt−2

lat−1

mpk−1

lin−45

egl−38

hipr−1

sur−2

polg−1

gon−14

eps−8

shn−1

tni−1

fat−3

flr−4

unc−104

snt−1

unc−10

lin−25

dsc−1

ksr−1

hid−1

aex−3

aex−1

defecation
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C55A6.7

tbc−1

F35C5.12

acy−1

tol−1

F20G2.5

bli−3

dcr−1

daf−21

mek−2

nsy−1

sur−2

hsf−1

C47E8.11

C04G6.7

K11D12.5

gst−1

daf−16

rde−1

lin−45

mpk−1

T19D12.4

C04F12.1

his−26

tub−2

C04G6.10

tnt−3

fshr−1

nipi−3

his−43

thn−1

T01B7.8

C27A2.5

F08G5.6

vab−9

maoc−1

daf−14

pqm−1

skr−3

F08H9.3

pgp−3

acdh−1

C34F6.11

F41C3.8

F53C11.3

pmk−1

daf−8

elt−2

vhp−1

unc−43

ced−1

elt−3

nhr−112

ksr−1

daf−7

tir−1

sek−1

M60.2

prx−11

C49C3.9

F08H9.4

npr−1

lin−25

col−178

col−179

defense response
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sma−6

cnc−11

nlp−33

cnc−2

sma−3

cnc−6

dbl−1

tir−1

nlp−29

daf−4

cnc−1

cnc−5

cnc−4

nlp−31

defense response to fungus

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

irg−2

irg−1

hsf−1

dkf−2

atf−7

daf−16

aqp−1

sre−31

sre−32

pmk−1

sek−1

spp−1

spp−5

zip−2

defense response to Gram−negative bacterium
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dyf−5

sax−1

qui−1

sad−1

tax−6

cam−1

dyf−6

mksr−2

arl−6

elp−1

pkd−2

cwp−5

stim−1

daf−11

odr−10

unc−104

bra−1

glr−1

unc−64

dkf−1

abi−1

daf−18

dendrite
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W04A8.2

F58F9.1

F19G12.2

Y57G11C.21

F54H12.2

K09F6.5

rnr−2

deoxyribonucleoside diphosphate metabolic process
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mtm−9

clr−1

mtm−3

C04F12.8

C16A3.2

F54C8.4
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mtm−6

cel−1

T13H5.1

vhp−1

F28C6.8

K04D7.4

Y71G12B.31

unc−26

pir−1

mtm−1

T12B3.1

F55F8.7

Y41D4A.5

ptp−2

Y48G9A.9

Y22D7AR.12

W03F11.4

K09F6.3

C33H5.16

K07F5.8

Y113G7C.1

T27A3.5

C55B7.3

ZK616.7

M04G7.2

F47B3.1

T20B6.1

ZK484.7

F20H11.4

R06B10.2

ptp−3

ptp−1

Y54F10BM.13

mtm−5

dep−1

F26A3.4

daf−18

T28F4.3

F25H5.7

C17H12.3

T22C1.8

F54F12.1

B0207.1

F36H1.3

R155.3

H06I04.5

ZK354.8

C02B10.6

F47B3.7

F47B3.2

dephosphorylation
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pes−2.1F56D5.5F16H11.3rnr−2glp−1daf−18ced−3T05F1.8F49F1.12B0261.5C52E4.7C33F10.12col−94col−92col−93C26B2.2scrm−8Y69A2AR.19C36H8.1spe−26B0261.6dod−23tbh−1pos−1sip−1vit−3vit−2vit−5vit−4mtl−1sodh−1asah−1Y43F8B.12F49H6.5W03G1.5clec−227dod−22cyp−13A4F40F12.7F26A3.4cpr−1akt−2acs−17ttr−5ins−18Y71G12B.4dod−6ctl−1ctl−3mdl−1cyp−34A9B0222.9sodh−2set−15gei−7thn−1hsp−12.6sod−5ptr−23mup−4R10H10.7cpna−3age−1set−26clk−2pup−2plk−1cup−5mcm−2ada−2fzy−1T28A8.6lin−41aap−1F55B11.5inx−14mtm−3K08E3.5egl−27pod−1wip−1vrk−1him−6usp−48cgh−1abi−1inx−8F52C6.2ufd−1polg−1Y39F10C.1tag−322F53F4.11chc−1max−2H06H21.8cyk−1ddl−2ntl−3rpn−2cit−1.2mpk−1hrp−1dao−5sac−1smk−1pcf−11Y37D8A.12set−9vps−37vps−22atg−3lgg−3bir−2lem−2sinh−1Y77E11A.7C25H3.6B0336.7F43D2.1C47E8.4akt−1wdr−23ubc−12C07A9.2hus−1str−2C33H5.18K01D12.2C35A11.3Y54E5A.7asm−3scl−8sel−5K07H8.1T09A5.8cku−70F40C5.2F49C12.9F40F8.11cul−4C40H5.6B0464.9T08A11.2E01A2.2rpn−10aak−1pas−6C30C11.4htp−3D1054.14cyl−1mel−28smg−1skn−1C38D4.1rict−1let−502wrn−1elt−1set−4rpn−7dod−19egl−45tkt−1uba−1tbc−7ifc−2rpl−4sas−5rpt−4C40H5.8rps−6F43G9.1rpl−19K01G5.3mxl−2emb−9pbs−6rpn−6ntl−2F57B10.3dnj−19pbs−2npp−3rpt−5Y54E10BR.4lmn−1H04D03.1W03G9.3gfi−2tag−307trs−1wwp−1egl−4lin−40daf−15cchl−1smc−3rpn−1sur−2F11A3.2hsf−1Y47D3A.29R03D7.4cct−4coq−8hsp−1rpt−3spl−1inx−9T07A9.8F19B6.1ZK1127.5K01C8.7D2030.1top−1dic−1Y53G8AR.7rib−2unc−40mca−3Y45F10D.7rpb−2swd−2.2ser−3xpa−1C06A5.1npp−2ulp−1F28B3.5tbp−1F21H12.1vps−33.1npl−4.2rpt−1C36E8.1rpt−2vps−16Y39A3CL.4D1069.3dnj−12Y43H11AL.2inf−1H27M09.1cul−1ddl−1cep−1B0035.12C47E12.2hcf−1set−2F13G3.7ash−2npl−4.1rsr−2rha−2K07C5.6mep−1tlf−1rbr−2F53H1.3let−363swd−3.1pdr−1ddl−3sams−2rpn−8ZK686.2nfi−1mrs−1sqv−6eif−3.Bepc−1arl−8Y73B3B.5cua−1F55B12.4pqn−41ril−2Y55F3AM.3nol−1ucr−1Y46E12A.3lam−2unc−60ifb−1calu−1ges−1npa−1rps−10dod−3C18E9.10mtl−2C42C1.3pps−1tag−300C08A9.3T20G5.13skr−1sbp−1cul−6Y39H10A.6pnk−1nduf−2.2F40G12.7vps−32.2W09C5.8ral−1lys−7symk−1spg−7rsks−1daf−21nxf−1let−711cel−1sptf−3F09C11.1cdr−4D1054.8sams−1F13G3.10coq−5pept−1eif−3.Fsod−3cln−3.1pah−1Y43F4B.7tufm−1gst−10F55B11.1ugt−1elo−5fat−7elo−2Y53F4B.23sem−5B0546.3cul−3pptr−1rpl−9nac−3old−2atp−2amt−2daf−12prx−5pbs−4vps−20F33D4.5apy−1asb−2cyc−1Y47G6A.18tir−1T27F7.3F29C4.2K10G9.2Y82E9BR.14old−1prdx−2etr−1coq−3aex−3dss−1dod−18pbs−3ifg−1cct−5rab−10unc−62hsp−6Y65B4BR.5Y25C1A.5trim−9T20G5.8ser−4ifta−2tax−4T15B7.2ril−1rps−9atp−4elt−6F59C6.5spt−4spp−12rps−22rps−8lsm−4tpi−1hpk−1cyp−33E2nhx−2tag−335nhr−154F21D5.5che−11nhr−14rnf−5tps−1arl−3F49E2.1C27B7.7K11D12.9T17A3.2gcy−33Y55F3BL.1tag−224Y53G8AR.8sdc−2oxy−4coq−1idh−1aat−8alp−1mak−2ctl−2spp−1pfn−2K10B4.3nac−2C32H11.5sgk−1pat−6frh−1rps−15Y56A3A.19nlp−7D2030.4R12B2.6gro−1T21B10.1W09D10.3fbxa−121atp−5ZC132.3ZK809.3let−767coq−6cyc−2.1cyp−35B1gpd−3ttr−1Y82E9BR.22trx−1cwp−4acdh−1unc−83unc−112cdr−6lbp−6pmk−1F59E10.3mag−1skr−2osm−3mdt−15cul−5tbc−1gsa−1C56G2.1ccr−4lbp−7lsm−7gei−15ubh−4vha−6B0511.6LLC1.3yrs−1C01F1.1Y53G8AL.2F26E4.6pbs−5C18E9.4coq−4Y71H2AM.5F35H10.5stdh−2Y61A9LA.5scl−4nuc−1daf−11gcy−29gcy−6scl−1sru−16Y75B8A.33clec−186pat−3aqp−1pha−4hbl−1egl−3eat−2ced−1tba−7elt−3atp−3rps−5tag−174rps−27ckr−2ant−1.1nipi−3gdi−1rab−1eat−16ain−1unc−52tag−60ceh−18sid−2tps−2grl−19Y71H2AM.4T02H6.11K12H4.5rps−26str−50Y47H9C.9sre−25pat−4elt−2let−805Y51H4A.15F57B9.3nuo−3rpl−30K07H8.8Y61A9LA.12tph−1C42D8.9nuo−4srh−254T26G10.3ftn−1rps−11rpl−6cco−2cco−1nuo−2asp−3B0261.4mecr−1srw−100F42A6.1B0513.7glod−4gcy−18sir−2.1atg−7Y46H3C.6vps−36str−51C09B7.2F56A4.3C34C12.1cln−3.2crn−5ZK384.3Y53G8AL.3aco−2gpi−1daf−2Y46G5A.6ckr−1iftb−1nhr−67wts−1iff−1pbs−7C03H5.3srd−42bec−1rpn−12rpn−3pas−5ers−1str−49his−71sbds−1srw−99dod−20T05A1.5C32H11.1Y71H2AR.2Y55H10A.2K01D12.3sru−17Y75B8A.13F09F7.5srw−20hel−1dod−17smn−1ncbp−2Y71H2AM.1T27F7.1F43E2.7rps−23F08B4.7T04A11.14T22B11.5cct−6R08E3.3F09G8.3acs−5ero−1D2085.5Y42G9A.4rpt−6rpn−9rpn−11nuo−1nuo−5coq−2par−5rpl−34rps−3nhr−49enol−1vha−12hif−1lin−23xbp−1tpa−1gbf−1erm−1rab−7ubc−18let−70daf−16sca−1H28O16.1rab−5drr−2pas−1M57.2Y71H2AM.20mdh−1ftt−2aak−2egl−18alg−2hsp−16.2hsp−70pes−8Y71H2AM.15T22B11.2nas−38dao−3acs−20bli−5BE10.2hsp−16.1hsp−16.48C32H11.9F35D2.3cutl−28mboa−1T20H4.5cln−3.3blmp−1ife−2drr−1F37C4.4Y39C12A.1gst−5T06G6.4cup−4lgc−26ceh−20C46G7.2ins−30dod−24ins−14R05A10.5daf−9F59B2.8C29F9.1max−1maoc−1asg−2ins−7C11H1.3T28D6.4F21D5.8clk−1stdh−1jnk−1C33A12.1cyp−42A1cdh−12M05B5.2F13B6.1fkb−3ZC250.3C29F9.2C26B9.3T19B10.2F33H2.8let−653F19H8.2glf−1W04G3.2C14A4.9

determination of adult life span
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zyg−11

cul−2

emb−30

rbx−1

elc−1

determination of anterior/posterior axis, embryo
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vbh−1

dcr−1

sur−7

tat−5

tat−4

tat−3

hipr−1

tat−2

developmental process
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dgk−4

dgk−2

sphk−1

T10B11.2

dgk−1

dgk−3

dgk−5

F52C9.3

diacylglycerol kinase activity
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glt−5

glt−3

glt−4

glt−7

glt−1

glt−6

dicarboxylic acid transport
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C25F9.2

K04C2.2

div−1

rev−1

F12F6.7

pole−2

Y37B11A.2

F10C2.4

polq−1

Y47D3A.29

F33H2.5

F08F8.4

polh−1

polg−1

F44B9.8

polk−1

DNA−directed DNA polymerase activity
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rpb−6

Y48E1A.1

ama−1

rpb−11

C48E7.2

H43I07.2

Y105E8A.23

rpb−4

rpb−9

ZK856.10

F58A4.9

Y77E11A.6

rpb−10

rpb−7

M106.7

F23F1.9

rpb−12

rpb−3

F09F7.3

rpc−1

rpb−2

F14B4.3

F26E4.4

rpb−5

DNA−directed RNA polymerase activity
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ceh−49
cpar−1
cey−2
ZK1251.1
Y73B6BL.14
F45C12.15
taf−11.2
glh−2
cey−3
F54E12.2
dna−2
mcm−2
Y116A8C.22
spo−11
trt−1
F44B9.8
polg−1
rfc−3
hcp−3
hil−4
exo−3
cin−4
pal−1
T19B10.6
ceh−39
C17E4.6
him−1
him−3
C48E7.2
msh−2
spr−1
C16A3.1
rtel−1
B0019.2
Y37B11A.2
tbp−1
dro−1
taf−8
pbrm−1
T23H2.3
Y116A8C.13
btf−1
F42G2.6
rbr−2
tlf−1
set−16
taf−11.1
mrt−2
C07E3.6
cep−1
div−1
xpg−1
F12F6.7
F25B3.6
F14B4.3
R05D3.1
pole−2
ada−2
taf−6.1
nth−1
exo−1
taf−11.3
cku−80
hmg−3
ceh−40
eri−7
top−3
mus−81
glh−1
rabx−5
D1081.8
Y46G5A.4
Y38E10A.6
lin−40
Y66D12A.15
Y48C3A.14
M03C11.8
T26A5.8
taf−9
hmg−1.1
gei−3
ile−1
F59A7.8
T24H10.1
his−74
C47D12.8
top−2
C08B11.3
scc−3
egl−27
hil−5
psa−4
isw−1
htz−1
Y74C9A.4
glh−3
M03C11.2
F33H2.5
W02D9.3
pcn−1
lag−1
mcm−3
mcm−7
pme−1
Y113G7B.14
ceh−5
lim−7
cku−70
hlh−3
C02F12.10
hmg−4
rad−26
F53H4.6
F23F1.9
cey−4
Y71H2AM.17
dnj−11
pop−1
C09G9.7
ceh−21
T09A5.8
mcm−5
R151.8
brc−1
lig−1
nfyb−1
mcm−4
Y108G3AL.7
C25H3.6
ssl−1
gei−11
met−2
crn−1
sex−1
T21B4.17
glh−4
F10C2.4
polq−1
mut−14
mcm−6
ceh−38
stip−1
msh−6
ceh−60
his−70
ZC155.2
ztf−26
rad−54
R05D11.4
smg−2
rpa−1
bed−1
Y47D3A.29
hil−6
C40D2.4
F20D6.9
Y67D8A.3
C25F9.5
hil−1
his−33
his−31
his−67
R13.2
F22D6.2
Y55B1AL.2
ceh−20
mab−5
nhr−270
chd−3
hlh−6
ceh−13
nhr−10
mec−3
nhr−207
nhr−100
nhr−129
D2005.3
mab−3
his−37
nhr−260
F45H11.6
ceh−22
peb−1
C49C3.5
ceh−2
Y53C12C.1
Y48G1C.6
ceh−34
ceh−9
ceh−26
ZC123.3
cog−1
F53H4.5
his−35
his−41
lin−39
his−4
rpb−6
aha−1
T13C5.4
F54A5.1
his−32
lin−11
T22H9.4
ceh−8
unc−86
ceh−32
unc−4
rnt−1
ceh−10
ceh−12
ceh−19
nhr−25
unc−3
ceh−16
lim−4
mab−23
dsc−1
ceh−27
zag−1
nhr−69
ceh−6
tab−1
vab−3
nhr−64
alr−1
ceh−31
his−72
unc−42
sox−2
nhr−35
his−56
T13F2.2
baf−1
F58A4.9
dmd−6
die−1
egl−13
unc−62
tag−192
ama−1
lin−59
Y38A10A.6
nhr−23
R04A9.5
K09A11.1
nhr−114
tag−347
ZK512.2
drh−3
F43G9.12
apn−1
rpb−11
nhr−62
nhr−47
rpb−10
Y77E11A.6
nhr−14
daf−19
nhr−17
nhr−168
C52B9.8
ceh−17
sox−4
bed−2
dmd−4
nhr−97
ceh−41
ZC376.4
F21D5.4
flt−1
C38D4.9
sem−2
attf−1
php−3
cfi−1
egl−5
dmd−7
F47G4.6
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DNA catabolic process, endonucleolytic
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DNA damage checkpoint
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rad−51
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DNA damage response, signal transduction by p53 class mediator resulting in induction of apoptosis
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DNA fragmentation involved in apoptosis
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DNA ligase (ATP) activity
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DNA metabolic process
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DNA methylation
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C10G11.8

DNA recombination
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DNA repair
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rfc−3

F33H2.5

dna−2

mcm−5

mcm−2

mcm−3
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F44B9.8
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C25F9.2

F46G11.1
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C44E4.1
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rfc−1

lig−1
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crn−1
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wrn−1

mcm−4

cel−1

rpa−1

Y47D3A.29

DNA replication
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F34D10.9

mcm−6

mcm−5

mcm−4

mcm−2

F34D10.2

mcm−3

mcm−7

DNA replication initiation

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

top−2

cin−4

Y46H3C.4

top−1

R05D3.1

DNA topoisomerase (ATP−hydrolyzing) activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

top−2

top−3

cin−4

Y46H3C.4

top−1

Y48C3A.14

R05D3.1

DNA topological change
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Y73F4A.2

C05D12.1

C09F9.2

Y57G11A.4

Y54E10A.17

Y73F4A.1

C34C6.3

F41D9.2

C29F5.8

C13B4.1

T10E9.3

tbh−1

C44B7.5

dopamine beta−monooxygenase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

egl−30

goa−1

eat−16

dop−1

ser−2

egl−8

dgk−1

dop−2

dop−3

C24A8.1

egl−10

gpb−2

dopamine receptor signaling pathway
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unc−129

unc−6

mig−2

slt−1

unc−34

rac−2

mau−2

seu−1

sax−3

unc−5

mig−15

ced−10

unc−44

lad−2

unc−40

dorsal/ventral axon guidance
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capg−1

dpy−28

mix−1

dpy−26

dpy−27

dosage compensation complex
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sea−1

sdc−1

dpy−30

mix−1

dpy−26

sex−1

sdc−2

fox−1

dpy−27

dosage compensation, by hypoactivation of X chromosome
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elt−4

elt−2

baf−1

skn−1

lin−14

taf−1

double−stranded DNA binding
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drsh−1

drh−3

adr−1

stau−1

F39E9.7

Y54E5A.6

rde−4

rha−1

F55A4.4

ZK632.2

adr−2

D1037.1

double−stranded RNA binding
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sqv−1

hsd−2

hsd−3

gmd−2

F08F3.4

bre−1

Y53G8AL.2

C01F1.3

F53B1.4

dTDP−4−dehydrorhamnose reductase activity
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hrg−1

stam−1

eea−1

hgrs−1

rab−10

early endosome
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vps−34

apl−1

dab−1

nas−37

lrp−1

ecdysis, collagen and cuticulin−based cuticle

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cyp−37B1

F47B8.3

cyp−13A3

F47B8.4

cyp−34A9

B0222.9
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gbb−2

cyp−14A3

cyp−44A1

cyp−33C3
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F23C8.5
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cyp−34A2
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electron carrier activity
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wrm−1

mlc−4

frk−1

uaf−1

hmp−1
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nob−1

spc−1
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mog−5

sym−2
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vha−17

eff−1

sma−1

embryonic body morphogenesis
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embryonic development
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embryonic development ending in birth or egg hatching
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efl−1
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pha−1

embryonic digestive tract morphogenesis
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embryonic morphogenesis
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mex−1

skn−1
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embryonic pattern specification
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ehbp−1

rme−1

alx−1

fat−3

rab−10

36951

endocytic recycling
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apa−2

eea−1

itsn−1

lrp−1

endocytic vesicle
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rme−6

wdfy−2

mca−3
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Y110A2AR.3

dyn−1
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ptr−4

endocytosis
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crn−2

Y37H2A.1

Y24F12A.1

K03A11.1

B0432.8

endodeoxyribonuclease activity, producing 5'−phosphomonoesters
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mom−4
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mom−5

mig−5

wrm−1
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med−1
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endodermal cell fate specification
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exo−3
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nth−1

ercc−1

C08H9.3

apn−1

cps−6

mboa−2

F29D10.2

C06A1.7

C06A1.6

endonuclease activity
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pbs−1

pbs−2

pbs−6

pas−1
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pbs−5

pas−3

pas−5

pas−4

pas−2

pas−7

grd−2

endopeptidase activity
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phy−2

bus−18

Y38H6C.16

cup−2

sca−1

cogc−3
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lpin−1

hsp−4
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W08F4.3

ooc−3

car−1

ZK84.2

F35C8.5

Y54G2A.18

Y59A8B.8

crt−1

snap−1

K09E4.2

K08F4.3

itr−1

T22D1.4

unc−36

cnx−1

trap−4

trap−2

pdi−1

pdi−3

pek−1

haf−6

ooc−5

let−767

C25A1.5

F49E12.10

tor−1

F49E12.9

C34B2.10

pdi−2

C14B9.2

let−268

dpy−18

BE10.2

endoplasmic reticulum
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ZK370.4

C06E1.3

T09B4.1

M110.7

rnf−121

fat−7

Y54E10BR.1

B0250.2

ostd−1

Y110A2AL.12

B0491.1

T22C1.3

C08H9.3

C08B11.8

ero−1

hyl−1

ostb−1

endoplasmic reticulum membrane
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hsp−16.2

hsp−16.41

hsp−70

hsp−16.1

cup−2

cdc−48.2

ire−1

sca−1

xbp−1

R151.6

crt−1

hsp−4

cdc−48.1

rnf−121

T14G8.3

R151.7

hsp−3

crp−1

endoplasmic reticulum unfolded protein response
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hrg−1

cup−2

rab−5

unc−108

tat−1

endosome
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ehbp−1

tsg−101

vps−37

mvb−12

rab−8

rme−8

hgrs−1

vps−32.1

endosome membrane
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arx−2

arx−6

ced−10

unc−73

ced−6

arx−7

dyn−1

ced−1

nex−1

unc−108

ced−2

ced−12

rac−2

ced−7

lis−1

psr−1

ced−8

ced−5

abi−1

engulfment of apoptotic cell
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T05C12.3

D1054.8

dhs−25

C06E4.3

R05D8.7

dhs−19

ZK829.1

dhs−23

F25D1.5

T01G6.1

R05D8.9

F53C11.3

F55E10.6

dhs−21

F28H7.2

F54F3.4

C06E4.6

F12E12.11

Y47G6A.21

Y47G6A.22

F02C12.2

T01G6.10

dhs−14

dhs−11

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

dhs−15

dhs−4

enterobactin biosynthetic process

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

him−6

rib−1

sop−2

rib−2

rde−4

enzyme binding
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pxf−1

egl−27

ptp−3

lin−26

rap−1

ceh−18

rap−2

vab−2

mlt−10

epidermis development
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mig−5

eps−8

sdn−1

kal−1

gpn−1

epidermis morphogenesis
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exc−4

exc−9

exc−7

sma−1

exc−5

let−653

epithelial cell development
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wsp−1

arx−1
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arx−4

epithelial cell migration
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T10F2.5

F36D4.2

sec−24.2

sec−24.1

sec−23

DC2.3

sedl−1

ER to Golgi vesicle−mediated transport
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par−4

mex−1

par−1

mlc−4

mom−2

par−3

establishment of cell polarity
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mat−2

unc−116

klc−2

kca−1

klc−1

establishment of meiotic spindle localization
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cmd−1

unc−116

aspm−1

dhc−1

lin−5

establishment of meiotic spindle orientation
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csn−3

let−711

zyg−8

dcn−1

mes−1

establishment of mitotic spindle localization
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par−5

npp−3
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npp−1
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mls−2

dnc−2

src−1

mom−2
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par−3

establishment of mitotic spindle orientation
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vrk−1

strd−1

par−4
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par−1

sax−1

lin−44

cdh−4

establishment or maintenance of cell polarity
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M02B7.2

R02D3.8

mre−11

F31E3.4

crn−4

eri−1

pqe−1

crn−3
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C08B6.8

Y17G7B.12

Y56A3A.33

exonuclease activity
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F59E12.8

glr−3

glr−7

nmr−1

nmr−2

glr−8

glr−2

glr−6

glr−4

glr−5

glr−1

extracellular−glutamate−gated ion channel activity
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lgc−18
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acr−17
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lgc−21
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acr−7
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lgc−1

acr−19
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lgc−30

acr−11

lgc−50

ggr−1

acr−8

acr−25

lgc−10

acr−16

lgc−12

lev−8

lgc−39

acr−24

lgc−34

lgc−24

deg−3

des−2

lgc−19

lgc−25

unc−38

lev−1

acr−14

acc−1

lgc−28

lgc−32

lgc−43

cup−4

lgc−26

mod−1

lgc−46

exp−1

acc−4

unc−49

acr−21

acc−3

lgc−36

lgc−55

lgc−20

ggr−2

lgc−40

gab−1

ggr−3

acr−15

lgc−8

lgc−7

lgc−14

lgc−47

pbo−5

acr−5

lgc−37

acr−9

unc−29

lgc−53

lgc−41

acc−2

acr−12

unc−63

acr−2

lgc−11

glc−4

glc−3

acr−6

acr−3

eat−2

avr−15

lgc−38

lgc−29

acr−23

lgc−49

lgc−33

lgc−31

lgc−5

lgc−52

lgc−48

lgc−16

lgc−51

lgc−6

lgc−45

acr−10

lgc−9

lgc−15

avr−14

lgc−35

pbo−6

lgc−17

lgc−42

glc−1

lgc−22

lgc−27

extracellular ligand−gated ion channel activity
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C31B8.8

H36L18.1

lam−3

adm−2

unc−52

epi−1

eps−8

zmp−1

W09D12.1

gon−1

lam−2

cle−1

T21D11.1

cpz−1

mup−4

H19M22.3

cut−6

dpy−7

extracellular matrix
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nid−1

mec−5

fbl−1

emb−9

let−2

extracellular matrix structural constituent
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hsd−1

sqv−1

hsd−2

hsd−3

gmd−2

F08F3.4

bre−1

Y53G8AL.2

C01F1.3

F53B1.4

extracellular polysaccharide biosynthetic process
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gastrulation
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gluconeogenesis
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guanyl−nucleotide exchange factor activity
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guanyl nucleotide binding
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guanylate cyclase activity
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heat shock protein binding
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hedgehog receptor activity
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helicase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cyp−37B1

F49E12.1

cyp−25A1

cyp−35A1

hrg−1

cyp−35D1

cyp−13A11

cyp−13A12

glb−32

glb−24

glb−8

cyp−33A1

glb−14

cyp−14A2

cyp−13A6

cyp−33E2

bli−3

cyp−33E3

vem−1

glb−23

sdhd−1

cyp−29A3

cyp−14A4

fat−3

F58B4.2

glb−19

cyp−35C1

cyp−35A5

cyp−25A2

cyp−35A4

cyp−35A3

cyp−35A2

C31E10.7

cyp−29A2

glb−12

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

cyp−14A1

glb−6

cyp−33D1

cyp−13A2

pxn−2

hrg−4

cyp−23A1

cyp−13A10

cyp−13B1

cyp−42A1

C16C8.2

cyp−32A1

F32A5.2

cyc−2.2

cyp−31A3

cyp−36A1

cyp−33C8

C25A1.5

cyp−13B2

cyp−31A2

cyp−34A2

cyp−34A8

glb−27

duox−2

cyp−35B1

cyc−2.1

ctl−2

cyp−37A1

ctl−1

ctl−3

glb−11

D2023.1

cyp−33E1

glb−15

cyp−33D3

cyp−33C7

cyp−34A7

W02D3.1

cyp−13A8

R08F11.7

glb−1

mlt−7

glb−33

tag−131

cyp−33C12

glb−13

glb−7

cyp−34A5

K10B4.1

cyp−43A1

cyp−33C1

cyp−29A4

cyp−33C11

glb−17

H13N06.4

pxn−1

glb−5

glb−30

cyp−34A3

cyp−13A7

cyp−35B3

cyp−25A6

cyp−25A5

cyp−25A4

cyp−14A5

glb−18

glb−3

cyc−1

glb−25

glb−9

glb−26

cyp−33C9

tub−2

cyp−34A6

glb−29

F09F3.5

cyp−33C2

glb−16

Y52B11A.3

glb−21

cyp−33B1

C46A5.4

cyp−35B2

cyp−33C4

cyp−33C6

glb−22

cyp−33C3

cyp−14A3

cyp−44A1

glb−10

glb−28

T19C4.5

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A10

cyp−34A9

cyp−33C5

cyp−34A4

cyp−32B1

T06D8.10

heme binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58
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hermaphrodite genitalia development
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hermaphrodite germ−line sex determination
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heterotrimeric G−protein complex

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y51H4A.7

C29F5.8

F47B10.2

Y57G11A.4

Y54E10A.17

Y73F4A.3
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histidine catabolic process
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F55G7.2

set−12
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met−2
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met−1
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set−19

histone−lysine N−methyltransferase activity
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F40F12.7

K03H1.10

C49F5.5

Y49E10.27
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pcaf−1

histone acetyltransferase activity
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hda−2
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histone deacetylase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

chd−3

hda−1
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histone deacetylase complex
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histone deacetylation
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homophilic cell adhesion
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ins−19

W01A8.8

ins−32

daf−28

ins−24
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ins−4
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ins−29
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ins−1
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ins−9

spp−7

hormone activity
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R04F11.2
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atp−5

vha−1

vha−5

vha−16

asg−2

atp−4

vha−17

hydrogen ion transmembrane transporter activity
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atp−3
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vha−12

tag−300

hydrogen ion transporting ATP synthase activity, rotational mechanism
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gsp−3
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ZK938.1

hydrolase activity
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tat−3

catp−7

vha−10

mca−1
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mca−2

catp−2

catp−3

tag−300

mca−3

atp−2

vha−11

vha−15

C10C6.6

catp−1

eat−6

cua−1

tat−1

pmr−1

catp−6

tat−6

catp−5

sca−1

H28O16.1

vha−12

tat−5

catp−4

hydrolase activity, acting on acid anhydrides, catalyzing transmembrane movement of substances
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ndx−3

chd−3

psa−4

isw−1

M03C11.2

let−418

F01G4.3

Y94H6A.5

Y50D7A.11

Y50D7A.2

dog−1

C16A3.1

rtel−1

hydrolase activity, acting on acid anhydrides, in phosphorus−containing anhydrides
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nft−1

F13H8.7

C24F3.4

nit−1

lgx−1

hydrolase activity, acting on carbon−nitrogen (but not peptide) bonds
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try−8

dhp−2

pyr−1

dhp−1

T12A2.1

hydrolase activity, acting on carbon−nitrogen (but not peptide) bonds, in cyclic amides
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sir−2.3

sir−2.1

sir−2.4

sir−2.2

W02F12.2

hydrolase activity, acting on carbon−nitrogen (but not peptide) bonds, in linear amides
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vps−29

lips−15
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Y65B4BR.1

tsn−1

C09D4.4

C41A3.1

F32B4.6

ZK973.1

dbr−1

T19B10.8

F36A2.9

emb−5

hydrolase activity, acting on ester bonds
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let−711
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C45E5.2
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unc−44

T19H5.2
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F32A7.5

Y22D7AL.14

T25B6.6

C33G3.4

hex−2

C08H9.12

C08H9.11

C44C1.2

aman−1

C50F7.10

R09D1.11

T19H5.6

gana−1

T13H5.3

F52D1.1

C25A8.4

hydrolase activity, hydrolyzing O−glycosyl compounds
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flp−1

odr−3

mps−1

kvs−1

che−12

che−11

jnk−1

jkk−1

grk−2

pmk−1

dyf−11

tax−6

osm−9

gpdh−2

hyperosmotic response
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nud−1

sel−7

baf−1

sop−2

ace−1

eff−1

hsp−12.6

identical protein binding
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efn−2
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mig−2
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dgn−1
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Y71G12B.11
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mig−15
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prp−17
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gon−14

inductive cell migration
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innate immune response
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inorganic diphosphatase activity
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inorganic phosphate transmembrane transporter activity
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age−1
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inositol or phosphatidylinositol kinase activity
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ttx−7

Y6B3B.5
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C50C3.7

ipp−5
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inositol or phosphatidylinositol phosphatase activity
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lfe−2

ZK795.1

F30A10.3

inositol trisphosphate 3−kinase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cdc−42

ced−10
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pak−1
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insoluble fraction
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akt−1

daf−2
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akt−2

insulin receptor signaling pathway
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mig−23

pst−2

unc−50

ceh−44

pst−1

36951

integral to Golgi membrane
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cav−1

chs−1

syn−4

lin−3

snf−10

spe−41

snf−5

snf−9

rme−2

hrg−1

snf−11

eff−1

cam−1

lag−2

mod−1

mec−4

nmr−1

tra−2

ser−2

snf−12

unc−40

exc−4

syg−1

lad−2

T21D12.9

mod−5

sax−3

unc−5

bam−2

sup−9

snf−3

syg−2

mrp−1

gar−3

des−2

ptc−1

ram−5

odr−10

snf−7

fer−1

Y43D4A.1

lat−1

snf−2

F56F4.3

snf−8

snf−1

dat−1

snf−6

tat−1

unc−89

sid−1

mes−1

hrg−4

integral to plasma membrane
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ina−1

unc−97

pat−2

C05D9.3

unc−70

pat−4

pat−3

integrin complex
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mua−3

bli−3

vab−19

mup−4

gei−4

ifa−1

vab−10

ifa−4

intermediate filament
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cav−1

daf−18

chc−1

cyk−1

ced−10

mig−2

internal side of plasma membrane
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pzf−1ztf−25F47H4.1Y46E12BL.3let−99ced−3ZK1251.1D1081.4F44F1.3gcy−12cdc−25.4F37A4.4F55D12.6Y48G1C.5F36F12.8F56H1.3cdc−25.3his−34his−53his−38his−61his−39his−66R05G6.10akt−2sma−4ZK669.5T03D8.2ubh−1his−8rab−6.2acy−3dkf−1his−64sedl−1his−41F26A10.2klf−2rap−3T22E7.2R07E5.5odd−1C06E2.1plc−2C28G1.6F36D4.2arl−1ubh−2F53A10.2tag−341rpl−11.2dgk−2T09E8.3C08G9.2his−35his−37T24F1.3C07A12.7rab−19rgl−1gei−1gcy−22F53B7.2C28G1.5rhgf−1T08B2.8F13G3.11F29B9.10Y50D7A.10blmp−1syd−1mig−2ztf−27ZK1240.2F37B4.10Y37E11B.1F59A3.3W09D10.3rga−5W05H12.2B0205.11tufm−1B0281.3F08G12.1Y54E10A.7uig−1rab−28rho−1pkc−3cdd−1gmd−2rpl−13T26C12.3ztf−6exc−5rpl−39rab−3F55C5.11egl−43let−60ZC123.3rpl−25.1arf−3F46F6.2lin−48Y52B11A.4his−4trim−9K02D7.2R02F2.2gcy−33K02E10.1arl−3axl−1gcy−8Y17G7B.22pag−3gcy−32K11H3.6Y57G11C.34arl−5nxt−1T14B4.2sma−3aha−1lin−29rpl−23rpl−15rps−22rps−8tpi−1rga−2rpl−35rps−21die−1rps−24rps−9Y56A3A.33his−56rpl−24.1hbl−1rpm−1F45E12.5ssr−2H25P06.4T22C8.3ZK1240.3T23F11.4rab−21acy−1F39B2.5lrk−1Y59A8B.6F10E7.5rps−15rpl−24.2mnm−2rpl−25.2R11D1.9rpl−30Y71F9AR.2sdz−38F59B2.14rpl−10F20D6.8mrps−5F56B3.8Y37A1B.17sel−12W07G1.5let−526pkc−1arl−6bir−1rab−10ksr−1Y53F4B.3Y47G6A.7C02F5.12epac−1aex−1C52B11.5W06H3.3asm−2Y92H12BL.4gcy−28T08A11.1K09A11.1ZC328.2ZK1098.3pix−1F43C1.6M01F1.6E02H1.2sdc−1acy−4ZK1236.1tbck−1npl−4.2mog−4tra−4lsl−1ztf−3nfyc−1T22C8.4T28D6.6cid−1Y82E9BR.17C33H5.17C28G1.4tra−3rap−2W04A8.4nhl−3F48G7.10M60.7F55A4.4tag−52D2030.2F43C11.7rga−3cdc−25.1exo−3clp−3him−6B0244.9Y55D9A.2cyk−4giyd−1R11A8.2hop−1ztf−1rga−4C53B4.4B0564.11lin−41ect−2dsh−2npp−9nhl−2srgp−1ztf−15toe−2puf−8C46E10.8C46E10.9drsh−1F59A6.5C01G10.1F26D2.10F36D3.5T08G3.7C18H2.5F40E12.2C52E12.6C18H2.4ztf−26K02F6.4T06E4.5K09D9.11C18H2.3C49G7.1T26A5.8bir−2K08E3.4ubxn−1Y95B8A.12pis−1pxf−1mig−5lap−1lpd−7K08F4.2ran−1Y53H1A.2raga−1rab−8M02B7.2R02D3.8Y52B11A.9T16H12.4T23G5.2Y45F10A.7Y48G9A.11Y82E9BR.1clp−6F36A2.13dkf−2W07G4.4B0035.12C47C12.4Y54E10BR.2pqe−1gcy−2zim−3tbc−9lin−45C04F5.9F23H11.4cyn−9sup−35egrh−3Y34B4A.8pkc−2T07A9.9unc−89gap−1oxi−1F20H11.1T08B2.5Y48E1B.7Y108G3AL.7Y53F4B.13rpl−3C26E6.6Y54F10AR.1Y71H2AM.12tbc−3tbc−15his−60F58B3.7sos−1his−1his−26egl−10F47F6.9B0222.10his−33his−31his−67C34E11.2F13H6.1F53F4.11tra−1C11D9.1tag−218ZK686.5F26F4.8spe−4tag−312ral−1W07G1.1rpl−32rpl−2atg−4.1rpl−43sma−9T23G7.3R03D7.1mboa−2F56D1.3unc−108adr−1F56D5.9Y95B8A.7arf−6ehn−3F45C12.1F47E1.3Y53F4B.5ces−1K06H7.3ZC262.8rac−2D2085.4ubl−1rps−6rpl−19pac−1rpl−28tag−210egl−8pll−1M01F1.7rps−18Y119C1B.4eat−16T26G10.3rpl−34F47G9.4gcy−20bre−1F11A5.3fshr−1ras−1rps−27aex−6Y37D8A.18F09G8.3rab−5rab−1rps−26rps−13rpl−33rpl−26gcy−11rpl−20rpl−36his−65gcy−17rps−1M28.5Y73F8A.33gcy−14gap−2tph−1T11A5.6CD4.3daf−8egrh−2F11A5.4Y55F3AM.14ced−10D2092.10scrt−1rab−11.1F27D4.6B0281.8rps−5Y56A3A.18clp−4Y54G2A.20gcy−35che−1unc−60Y34B4A.4F43C11.8gcy−31Y53H1B.6ngp−1nuc−1rpl−5rpl−31rpl−18rps−29rpl−17rps−20rps−23ZK1240.1rps−19gcy−3rps−7rpl−1ubh−4Y50D4A.1C56E6.2T23B12.2C16A3.4tbc−1R07E5.1C26E6.12let−716C50F2.3apn−1ham−2fln−1clp−1rpa−0rps−4rps−0mrck−1W02D7.6F45H7.6rps−2C02F5.3Y116A8C.10stau−1Y37F4.6plc−1sdc−3tag−294tbc−17mep−1tbc−2tbc−10T04H1.5W03F9.2rab−35F39B2.7Y67D2.4F46B6.4rps−14rab−33dnj−17rpl−11.1mus−101suf−1nst−1crn−3Y25C1A.8ZK686.4spr−3tbc−13gcy−9arf−1.2gbf−1sar−1rab−7rps−12T01E8.6F39E9.7ztf−164R79.2F27C1.112RSSE.1C18H2.1dgk−3F33H12.1K12B6.8K09H9.7ran−4C56E6.4Y106G6G.2W04A4.4dcr−1Y105E8A.24C27A2.7mcd−1C09F5.3F44D12.10gcy−7elpc−2rga−1sdz−12ztf−14K09F6.11ahr−1W02A2.5F53H10.2rab−11.2gcy−25rps−30rps−3C01F6.9ztf−13ztf−20F40F9.7daf−3rga−6unc−73tag−65lsy−2rpl−21nfi−1rbr−2arl−8rab−6.1ncl−1mut−7K07B1.7C52E12.1M03F8.3K08F11.5npl−4.1rpl−4ztf−4tbc−12eor−1Y48G8AL.10C34H4.5cnt−2C28H8.9tag−77let−502tbc−7arf−1.1Y92H12A.2eea−1pqn−21rap−1B0035.1C27H5.3hum−7eel−1T04C9.1F25B4.5Y111B2A.10sea−2rhgf−2gcy−1ZK1240.6T10F2.5R144.3rab−18K11D12.12F48G7.9K10B3.5rpl−38Y37H9A.5unc−98rgef−1rpl−37rpl−29W01D2.1rps−17klf−1gcy−34tbc−4ztf−22cdc−42tag−68F21A9.2tbc−8EGAP9.4tpa−1T27F2.2dsh−1rpl−9plc−3ztf−7rps−16F55B11.4rpl−14sem−4ZK337.2egl−46F52D10.6cgef−1fog−1Y66D12A.12B0310.2gcy−13W04D2.5gcy−36C06C3.3klf−3ubh−3T23B12.3F21D5.9W05G11.4rab−14arc−1tbc−11gcy−27rpl−7rpl−27rps−11rpl−6arl−13Y38H8A.5sptf−1odd−2Y39A1A.6dgk−1clp−7C08B6.8Y37E3.8W04C9.5K01C8.6his−68gcy−4gcy−19srt−59evl−20tbc−18tbc−16unc−13acy−2zag−1B0250.4rpl−22gcy−23daf−11gcy−29srv−31ZK1240.9rab−30Y48C3A.10tsfm−1rab−39Y54E5A.6gcy−5R11G1.6F29C12.4F33D4.5F11C1.5Y17G7B.12gro−1aex−5dys−1cfi−1syd−9Y22D7AL.16T08G5.7gcy−37gcy−21F27C1.13odr−1gcy−15gcy−18gcy−6ZK1240.8rab−37drn−1F46B6.6agef−1rme−6vav−1F55F10.1spr−4dgk−5rheb−1ref−2F40G9.14srab−2ztf−17plc−4M01E5.2rpl−41C37A2.7rps−28ztf−19F38E9.5pes−7Y71G12B.17T20H4.2pqm−1daf−14fkh−7his−47his−58his−62fbxa−164his−43Y119C1A.1ZK1320.7rabs−5F33H1.4ZK945.4him−8zfp−2stip−1F49E8.2Y5F2A.4ocrl−1ztf−18F54C4.3tbc−6rev−1C05C8.5adr−2pbrm−1R10E4.11K11D2.4Y56A3A.28sptf−3tag−325F37D6.2cel−1T07D10.3H16D19.3Y71H2AM.2zim−1zim−2F57C9.4brc−1ada−2fcp−1rlbp−1clp−2egrh−1D1037.1W02B8.2crn−4ooc−3D1046.2ztf−8tag−146W04A8.1eri−1ZK546.5F42A6.5C27A12.2T20F7.1rbg−3feh−1hecd−1Y18H1A.3ced−4F31E3.4Y48G8AL.9Y48G8AL.1F39B2.1cdc−25.2C08B11.3dgk−4T27A3.7Y67H2A.10tbc−20hsr−9tbc−19grp−1D2030.7nfyb−1ztf−23W04D2.4F52A8.6wrn−1ZK632.2rde−4npp−7zyg−8F58G1.2wwp−1M02B7.5akt−1cyld−1efa−6lin−13Y79H2A.3chin−1slr−2dro−1F44E2.7F56D1.1rha−1C53H9.2Y57A10A.13his−18K10B3.1sma−2chw−1ras−2crp−1his−11his−44his−5his−3Y116F11A.6sptf−2M03D4.4egal−1glo−1rrc−1R12G8.1ztf−2C06E1.8F10B5.3

intracellular
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Y39F10B.1

nex−1

W02B12.15

egl−1

Y67D2.3

spe−4

M88.7

F55C12.1

T05H10.6

casy−1

ric−3

intracellular membrane−bounded organelle
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cup−2

smf−2

vab−10

vha−11

pgl−3

aff−1

intracellular organelle

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ima−2
syn−4
ima−1
E03H4.8
F32B4.2
F45C12.15
sec−24.2
apg−1
apb−3
C09D4.4
imb−2
cogc−3
rap−1
rab−33
C56E6.2
arl−8
rab−35
4R79.2
C15C7.1
rab−6.1
arf−1.1
chc−1
clic−1
Y71H2AM.12
stam−1
ima−3
xpo−2
Y54E10BR.2
T19B10.8
vps−16
ran−1
xpo−1
rab−8
F32B4.6
arf−6
sec−23
F17H10.1
F11A5.3
ras−1
aex−6
unc−108
tag−312
ral−1
ssr−2
rab−21
imb−1
rab−10
apd−3
T09B4.9
rab−30
snap−1
rap−2
rab−11.1
C48A7.2
exoc−7
rab−18
F11A5.4
rab−11.2
ced−10
lips−15
evl−20
T14G10.5
sec−24.1
vps−41
uso−1
syn−3
arl−6
F38A1.8
unc−101
aps−3
Y119D3B.16
apm−1
Y54G2A.18
rab−28
arf−1.2
sar−1
rab−7
rab−5
rab−1
Y57G11C.4
dpy−23
apb−1
rbf−1
apt−9
rab−37
arl−13
syn−2
K02E10.1
arl−3
C07A12.7
apa−2
rab−19
Y59A8B.8
rab−14
arc−1
arl−1
unc−64
F59E10.3
glo−1
apm−3
ras−2
aps−2
rab−6.2
rap−3
E04A4.5
tomm−7
Y71F9AL.17
emo−1
arf−3
F38E11.5
aps−1
F23H12.2
Y25C1A.5
rab−3
let−60
arl−5
syn−13
R05D7.4
W10D9.5
syn−1
unc−41

intracellular protein transport
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dyf−5

ifta−1

dyf−2

ift−81

dyf−11

bbs−8

dyf−6

osm−12

che−11

ift−74

intraflagellar transport
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C14A4.3

rib−2

C09D4.4

ZC513.5

T19B10.8

F17H10.1

lips−15

F32B4.6

R05D7.4

intrinsic to endoplasmic reticulum membrane
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clh−6

clh−3

egl−36

trp−4

kqt−3

pkd−2

itr−1

gtl−1

clh−1

cng−1

C32C4.1

lgc−4

spe−41

acr−8

acr−25

del−1

K11H3.7

ocr−4

lgc−38

unc−68

acr−9

ocr−3

egl−2

gon−2

osm−9

acr−21

shk−1

glr−7

nmr−1

clh−4

nmr−2

twk−7

acr−6

asic−1

asic−2

trp−2

unc−8

unc−103

glr−3

F44A2.2

cng−3

kqt−2

eat−2

gab−1

clh−2

unc−49

mec−4

acr−15

clh−5

Y55F3C.3

Y48A6B.6

egl−19

unc−2

twk−46

kvs−1

ocr−1

gtl−2

unc−105

glr−2

acr−2

nca−2

acr−12

mec−10

exp−2

unc−29

glr−6

tax−4

acr−16

slo−1

unc−63

shl−1

deg−1

glr−5

twk−28

F14F11.1

twk−2

cca−1

acr−3

glr−1

acr−11

acr−19

trp−1

trpa−1

unc−38

kqt−1

lev−8

acr−14

shw−3

lev−1

ion channel activity
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glc−1

lgc−54

egl−36

lgc−18

trp−4

lgc−48

nmr−2

pbo−5

egl−2

glr−7

lgc−15

nmr−1

avr−14

lgc−35

lgc−9

acr−10

lgc−45

kqt−3

pkd−2

itr−1

pbo−6

lgc−17

lgc−42

gtl−1

cng−1

glc−2

acr−17

lgc−31

C32C4.1

lgc−49

lgc−38

lgc−29

unc−68

acr−23

glc−4

Y48A6B.6

Y55F3C.3

eat−2

avr−15

lgc−11

twk−46

lgc−40

ocr−1

gtl−2

egl−19

exp−1

unc−2

glc−3

acr−6

asic−1

lgc−5

lgc−52

twk−7

gon−2

osm−9

acc−4

unc−49

acr−21

acc−3

ocr−3

lgc−16

shk−1

lgc−6

lgc−14

lgc−47

unc−103

lgc−37

acr−5

glr−3

lgc−51

F44A2.2

cng−3

kqt−2

mod−1

lgc−46

mec−4

lgc−20

asic−2

ggr−2

trp−2

unc−8

lgc−8

lgc−7

mrp−6

acr−9

lgc−24

nca−2

gab−1

ggr−3

acr−15

lgc−36

lgc−55

unc−63

shl−1

deg−1

unc−105

unc−29

lgc−53

acr−12

F14F11.1

acc−2

mec−10

exp−2

lgc−41

twk−2

glr−5

twk−28

kvs−1

cca−1

lgc−4

acr−18

lgc−13

spe−41

lgc−21

acr−20

ocr−4

cup−4

lgc−26

K11H3.7

acr−8

acr−25

del−1

lgc−44

lgc−19

unc−38

lgc−25

trp−1

glr−2

acr−2

slo−1

shw−3

lev−1

tax−4

glr−6

ZK637.1

lgc−10

acr−16

lgc−12

lev−8

acr−7

lgc−23

lgc−1

acr−19

lgc−30

acr−11

lgc−50

ggr−1

glr−1

acr−3

lgc−34

lgc−39

acr−24

deg−3

des−2

trpa−1

acr−14

lgc−28

lgc−43

kqt−1

acc−1

M03F8.6

lgc−22

lgc−27

ion transport
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F59E12.8

glr−3

glr−7

nmr−1

nmr−2

glr−8

glr−2

glr−6

glr−4

glr−5

glr−1

ionotropic glutamate receptor activity
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frh−1

Y45F10D.4

Y39B6A.3

Y54G11A.9

lpd−8

iron−sulfur cluster assembly
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B0222.9

T20H4.5

F55B11.1

dpyd−1

abce−1

Y92H12BL.1

F15E6.6

F49E2.1

Y39B6A.3

Y45F10D.4

M01F1.3

W07E11.1

sdhb−1

F49H6.5

Y54G11A.9

Y73F8A.27

nuo−5

F25B5.5

elpc−3

lpd−8

iron−sulfur cluster binding
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cyp−37B1

T19C4.5

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A9

C54E4.5

cyp−34A10

gbh−2

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

glb−12

F35C8.5

ctl−2

cyp−37A1

ctl−1

ctl−3

glb−11

cyp−33C5

cyp−34A4

F49E12.10

cyp−32B1

cyp−32A1

cyp−34A2

cyp−34A8

cyp−31A2

D1081.9

cyc−2.2

phy−3

cyp−31A3

cyp−13B2

glb−27

cyp−33C8

C25A1.5

glb−1

glb−22

cyp−33C3

cyp−13A8

cyp−33C7

cyp−34A7

fre−1

cyp−36A1

emb−8

C17G10.1
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B0281.5dsl−2F45C12.15ced−3F56C9.3T13B5.9Y60A9A.1ptc−2glp−1fut−4Y18D10A.23T05E12.3F32E10.5Y4C6B.2F27E11.1glct−6B0222.3T27F6.1wht−4W05H5.3lgc−13D2063.4T01C3.5F09G2.3tat−2C47E12.3twk−5F54D7.2Y37B11A.3Y43D4A.1lat−1C51E3.6wht−2F27E11.2rib−1F43G9.3fut−3T09F3.2Y57E12AL.1K08F8.1F58E1.4F23C8.8twk−37Y6E2A.8F02C9.4ant−1.3sfxn−1.4ant−1.4F56F4.3F38A5.11snf−2twk−6F36H9.2T05F1.8spe−41C33F10.12sfxn−1.3wht−3B0361.11nkb−2ptr−2efn−3wht−5C42C1.9C50E3.11F16H11.3F47E1.4F23F1.6rme−2W03G11.2snf−5snf−9ZK892.3catp−4sfxn−1.2wht−6Y43C5B.3sfxn−1.1F13G11.2ent−3F42G8.9wht−8snf−10Y57G11B.7C14C10.1hke−4.1pig−1mel−26lgc−4mom−5Y49A3A.1aqp−3ZC410.3Y59E9AL.4srg−29mtm−9tat−3T01D3.5pept−2wht−7Y76A2B.6sqv−5srv−15R11H6.2syn−4acr−18C24G7.4apx−1unc−71rhr−1clh−1glc−2twk−33tbc−19sulp−5F45E6.1T28F2.1ZK355.7Y73F8A.18srg−17snf−8T13C2.6lgc−54F31C3.4ucp−4F48E3.2zyg−1F36H2.2clh−6C47E12.2sqv−8cogc−3pmr−1twk−16riok−2C40A11.2F56A4.9srg−32Y71H2AM.9sqv−6F55F8.9ptc−1Y57A10A.28F55A11.4pen−2srv−7R11E3.2C17F4.8aat−7Y69H2.2ttm−1F13G3.7C33H5.18sulp−7ZK643.3twk−1dkf−2clh−3tat−1lgc−42snf−6snt−2ZK896.9R05F9.1F26A1.14srv−10srg−13R08C7.2srg−16cng−1mnk−1T23B12.6Y45F10C.6srg−60srg−64K06H6.6srg−4pvf−1rps−7K04F1.12lgc−18B0454.6ile−1pisy−1catp−1twk−4ten−1plx−1Y57G11C.4par−1pst−1prx−14tag−303ymel−1tat−5folt−2gtl−1W02D9.2T20D3.5egl−36grsp−3sru−25dpf−3ent−1C40A11.4F59A3.4hmit−1.1F55D12.5snf−7fut−5C06E1.7F28H7.6K08H10.6K11D12.5B0222.2sru−23grsp−1pmp−5dapk−1ZK185.5catp−2T28A8.2fbxb−52ent−2Y39B6A.41twk−45nkcc−1F41D3.6tag−141ncr−2H41C03.3ptr−24lov−1T11F1.8F11A5.7gly−17dat−1acr−10T11F1.7ZK355.1pmp−3catp−6eat−6C16C10.1Y25C1A.7twk−22catp−5C10C6.6Y57G11C.15Y55F3BL.2Y39A1A.8bre−5ugtp−1C40A11.7cua−1srg−45cogc−2F55G1.5ppgn−1itr−1spg−7Y37A1A.3lgc−45ZC239.4C15C7.1C04G2.11K01C8.7D2030.1twk−43deg−1gcy−28Y56A3A.2dpf−2R11.1amt−1aqp−8srv−8ptr−22glc−1D2045.8T26H5.8T07G12.5Y5H2B.1hmit−1.3clc−3mev−1K02D7.5srg−51K08F9.1Y49E10.20ZC239.14tat−4ptr−23ptr−3lgc−21acr−20T21C9.3nac−1lgc−11ptr−8glt−3lgc−23F59F3.6acr−7twk−29acr−25ZC250.2twk−30del−1ZC239.6lgc−44pmp−2trp−1jnk−1oat−1acr−8T03G11.4R07B7.10F47E1.2efn−2lgc−26cup−4K11H3.7ocr−4cdh−3F47D12.3bus−1ZK1225.2trpa−1K11D9.3F58G6.8aqp−4twk−25F35H8.2F14B6.6sulp−8lgc−25lmp−2unc−38B0024.15R07B1.3Y51A2D.18ncam−1F30B5.7gpn−1sma−6zig−6F31F4.11lin−12cdh−10F53B3.5dsl−5acd−1Y43F4A.1aat−1F43D9.1aat−4R07E3.4C35A11.4Y54G9A.4T11F1.6T09E11.6srg−24K04F1.14pbo−6C30G4.6avr−14lgc−35glct−5srg−37aqp−12srg−42Y71G10AR.1sru−13Y37A1B.9C18B2.6glr−8sdz−35srg−33lgc−5srg−30srg−1srg−66srg−55sru−15C48A7.2sru−47lgc−48F15E11.2mig−1pbo−5clh−4Y37A1B.8lgc−16shk−1C54C8.3irk−1F22E5.12T25D3.4pkd−2T04B8.5lgc−37C42C1.10sto−5srv−29srg−21acr−5C40A11.3tat−6nmr−2srg−58sru−12nmr−1srg−5T15D6.5glr−7ZC482.4ZC482.2twk−21F22E10.5lgc−9twk−34ZC482.7daf−4srg−67ZK355.6srg−36R10D12.9ZC239.13daf−2sqv−2syn−3exoc−7sru−18asic−2srg−15lgc−14lgc−47E03H4.3unc−103srg−26srg−11F45E10.2K04F1.7Y94H6A.8sru−36F22E5.6cfz−2sru−8srg−23F14D2.6srg−9cng−3ZK1037.1F44A2.2C41G6.6ptr−21C17A2.4gly−15srg−22Y60A3A.19F59E12.8srx−41tag−263twk−14glr−3arg−1lgc−51C46A5.2mod−1F15E11.3unc−2F59D6.4srv−13tag−336srg−44Y37E11AL.6srx−34srg−48srg−53W07G4.2sru−2K04F1.10tag−180crls−1K04F1.6lgc−52srg−47srv−14ant−1.2F45C12.1sru−17srg−38Y37E3.17sca−1F01G4.6snf−1srg−68kqt−3dsl−4C54F6.4srv−6C47F8.3ZK355.4snt−3lgc−6nuo−5C31E10.3srx−62srv−2T09E11.9srv−22srv−9srg−2Y19D10B.5lgc−17gon−2Y110A2AR.3ZC482.3F02C12.4ptr−13T05A6.4srg−46sru−4C54G10.4twk−17C40A11.6egl−2lgc−15srg−27srg−31T09E11.12H25K10.6gly−16R03G5.3twk−32Y54G2A.38F07A5.3B0212.4mod−5osm−9fce−1T26E4.4unc−58ZC239.2C18A3.2aat−6F20D1.9odr−4amt−2mrp−6lgc−36aat−9F26D2.3Y53C12A.3lgc−55K05F1.6VM106R.1acr−15syn−16Y71G10AR.4twk−26srv−4abts−1glct−2F31D5.4acl−2scp−1srv−16F18A11.5sru−20twk−10ZK355.5K04F1.13glct−1srg−65srg−57sru−16srg−56K04F1.11srg−8K12D9.12F58E1.7lgc−20Y54E10BR.5egl−23sto−4acc−4unc−49amt−3srv−3Y70C5C.3lgc−46lag−2nkb−3snt−6sup−9abts−3fut−1irk−2mec−2Y56A3A.36folt−3acr−21acc−3T26E4.1kqt−2nid−1C03F11.3F53H8.3flr−1T12A2.2F32D8.14srg−59srg−28glct−4R02F11.3twk−24F28A12.1K06H6.3srv−5E03H4.11F36H9.1srg−6srg−41srg−54F15E11.5sru−19srg−39srv−11F45C12.16lgc−38let−23cmk−1nipa−1acr−23fce−2ptr−19dsl−6dsl−1dsl−3srg−14C17E7.10avr−15ZK822.5F25B4.7gcy−13acr−17eat−2ptr−5daf−1F17B5.6C14C6.3Y46H3D.4twk−13F53C3.13trp−2T09E11.10abts−4Y37E11AL.5F59D6.6R12E2.13srv−30twk−44K11G12.5gar−1sru−24dif−1plx−2C06G8.3srx−36aqp−9twk−11immp−2lgc−39acr−24glt−1lin−17mca−2gar−3F21G4.1Y57G11C.44Y51H4A.25lgc−24cho−1ZC239.16ocr−3cln−3.2F54G8.1srg−69smf−2twk−7ZC239.17F20C5.4F59F3.4Y70G10A.3T28F3.9sulp−4B0281.6lgc−40Y69H2.11ace−1aat−2gab−1ggr−3clh−2F23B2.3srg−25syn−2sru−21unc−8acr−6asic−1T26E4.3aqp−7ncx−2mec−4twk−9F15E11.11C17A2.3glt−7T23G5.3del−4Y53F4B.12F55G1.12kvs−1glt−4C24G7.1B0285.6B0303.11ocr−1gtl−2Y48A6B.6aqp−6glr−4aat−5snf−12pdfr−1F15E11.4nac−3srg−7H25K10.5lgc−29cdh−8ZK563.2srg−62srg−61srg−3trp−4srg−20cdh−1F56H6.1glct−3sru−35smf−3irk−3K02F3.2T10F2.2snf−3twk−18C46C2.2smf−1gly−18sru−9Y19D10B.2srg−19sru−6T11F1.2srg−34lgc−49sfxn−1.5ncr−1isp−1F53B1.8exp−1kcc−1T06D8.5smp−1lrp−2aqp−1Y54E10A.17W02B12.9egl−19unc−51ptr−12sru−11F22E5.11ZC239.3C14H10.1T28F2.7pmp−4lgc−33C06G8.1lgc−31C50D2.2catp−3lat−2dsl−7C03B1.13C32C4.1pept−3ptr−20T06D8.3Y66D12A.13ptr−17sto−1F52H2.4cdh−5C47F8.5T08G3.13glt−5R07B7.6lgc−8lgc−7catp−7twk−31twk−20ant−1.1mca−1aat−8F44C8.7bre−2unc−68unc−82acr−9del−3dpf−1C47F8.6srg−40D1053.4vab−9T20H4.5sfxn−5acr−14F49H12.3cln−3.3T13C5.6gly−19lgc−28lgc−32lgc−43K07G5.5zig−5sulp−2Y57A10A.10Y32F6B.1T28D9.3K02F6.5F21F3.1aqp−2lgc−34unc−64Y71G12B.4C08G9.1sph−1dgn−1hke−4.2tag−53glr−1Y71H2AM.14F44D12.2ptr−14F08A8.5W01A11.1F46G10.1sgca−1F59F5.5F28A12.3F10E7.9sru−27ZC239.15lev−1PDB1.1fut−6C47A4.2twk−42ZC506.1R09B5.11C38H2.2oct−2C03H5.2unc−1T09E8.3lmp−1cdh−9C06B8.7haf−9gly−1ile−2F13E6.5ptc−3ptr−11nac−2EGAP9.3F14E5.1gcy−22sfxn−2K02G10.5F40F12.4sulp−3vab−2twk−12mca−3rib−2phb−1hmit−1.2cdf−1toc−1shl−1Y105E8A.3unc−63sto−3emo−1ptd−2srg−50srg−10F22E5.8ZK512.2Y73E7A.3F31D5.5C29H12.2rhr−2kcc−2lgc−30syn−1acr−11acl−1phb−2C52E4.5F11C1.3pmp−1dhod−1aat−3nkb−1hmr−1Y55F3C.3clh−5vab−1twk−23rbf−1glc−4glc−3F17E5.2acr−3tag−140lgc−50ggr−1acr−19lgc−1C16D9.6kcc−3sdn−1ncx−1casy−1nlp−14unc−24sto−2ncx−3kqt−1acc−1lgc−19kin−29snf−11T28D9.7shw−3misc−1sto−6lgc−12aqp−5C18B12.2slo−1snt−1F14B6.4lev−8twk−46ZK682.2kcnl−2amt−4K11H3.3deg−3des−2twk−40twk−35F14E5.2twk−3tax−4F15B10.1syn−13ptr−9immp−1R07C3.3aqp−11hut−1sru−28F10C2.5cca−1glr−5twk−28H17B01.1unc−105F25D1.4unc−36glr−6unc−29lgc−53T19B4.1mec−10srv−1C46E1.3exp−2glr−2acr−2F13B12.2F44D12.9slo−2tag−324F41C6.7twk−8nca−2F14B4.1C18G1.8C53B4.1ggr−2srx−68aqp−10Y116A8C.30cln−3.1folt−1ZC239.5efn−4lgc−10D1046.3stl−1snt−5ksr−1pept−1Y54F10AL.1twk−36cdh−4F30A10.4acr−12lgc−41twk−2F14F11.1acc−2gar−2T14B4.9acr−16glt−6abts−2K06A4.4wht−1cdf−2fut−2T23H2.4ptr−6F31F4.17T22B11.2ptr−1ptr−18cdh−7B0205.4ptr−10C02H6.1F48F7.3ptr−15T09F5.1ptr−4T07C12.8B0331.2cdh−12Y38C1AB.5daf−6lrp−1bus−17ZC250.3acn−1lgc−27lgc−22F11A5.5ZC13.3K09B11.10C47E12.6
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sodh−1gei−7F41E6.5C08E8.4nnt−1fmo−2ugt−18ugt−54acs−2nrs−2tyr−2C10C5.5K11G9.3R09E10.4Y54G11A.3kat−1K08E3.5acl−9F01D5.8chhy−1ZK892.4C06A6.4F09G2.8T10B5.8K06B9.2tyr−3sqv−1C36A4.4tat−3M106.3D2030.8ugt−43Y17G7B.10pyc−1ugt−31ugt−4gsto−3F59A7.9F01D5.7ugt−30Y43D4A.2Y57A10A.31Y50D4C.2W09D6.1uba−2hsd−1C13C4.4ugt−63cth−1lsd−1acs−19F32A7.4sur−5C30G12.2gpdh−1F07A11.2T22D1.3Y39E4A.3C45G9.2prmt−1bcat−1tat−1uba−1acs−4F49C12.10F49H6.5F18E3.7F09C3.2dhs−31B0238.13F58H1.3acdh−12C27F2.4dpf−4R102.4T07A9.8F19B6.1acl−6C05G5.4pes−9K05C4.5C24G6.6dhs−12atg−7let−721pld−1T01G6.10Y110A7A.6aos−1B0303.3pmt−2F56H1.6H24K24.3C50F7.4tag−72C03A7.13gpdh−2alh−7ech−4ZK829.7pgs−1C27A12.9eat−6cua−1alh−4ZK829.4F54D5.7ugt−64catp−2T08B2.7F32B6.2dhs−24C14B1.10nkat−1F23H11.3alh−2F46E10.10W02F12.5T22B11.5T03G6.3F09F7.4C01G12.5ugt−38F22F7.2Y97E10AL.2W03F9.9ugt−29Y51A2D.13Y37E11B.5aldo−2gst−1B0001.4F36A2.2Y71G12B.10F53A2.7F55F3.2C46F11.2Y106G6H.5F10D2.12F26D2.15F35G2.2ard−1sca−1mmcm−1alh−8F57B10.3Y48B6A.12Y42G9A.4F23B12.5let−607Y24D9A.8C46C11.1F32D1.5Y71H2B.5alh−11ZC376.1C01B10.8pmr−1catp−6T02G5.4tat−6dhs−13R53.1tag−173catp−5spl−1ZK669.4alh−6tkt−1ivd−1cchl−1spat−3tat−5ugt−53acdh−2F17A9.5ugt−26cth−2R08E5.1acs−13F52H3.2spr−5ugt−3C26D10.3C01B10.9rfl−1C05C10.3mca−3R02D3.1acl−8C27D8.4F28C6.4sqv−4ZK1058.5C06E4.6T25D3.3dhs−11Y44E3B.2acl−4dhs−17VF13D12L.3gst−44dhs−1ZK742.4hsd−2B0365.1D2024.2M04B2.2umps−1catp−3acl−12F12E12.11F44E7.2C53A3.2ugt−47F54C1.1C46H11.2C27A7.1K12D9.1amx−2tat−2K09H11.7tag−38ace−2Y104H12D.3ZK697.14C10B5.1Y92H12BL.1Y53F4B.42ech−5H10D18.6C06E4.4Y47G6A.21tyr−4ace−4acdh−9Y74C9A.3prmt−4ugt−28ugt−36pnc−2C17E4.11F10G8.9pmt−1VF13D12L.1Y45G12B.3F29B9.1F28B3.1C48B4.1T07D1.3ace−1T28C12.4R173.3F10C2.3C52A10.2Y54E5A.6acs−14acdh−13C52A10.1ugt−41C50D2.9ula−1ugt−37moc−3K09E4.3Y66D12A.14B0205.6let−767F37C4.6ech−2aco−1acs−5C25G6.3ldh−1stdh−3K02D10.1F25B4.8stdh−4M01F1.3Y47G6A.22coq−3K01G5.10mecr−1F32A5.8ugt−27F02C12.2ugt−35T05H10.6tag−96ZC376.2gst−25acl−2F44B9.5acl−11Y73C8C.10B0491.7B0250.5ech−1R05D8.9R03A10.3ugt−46Y62E10A.13alh−12ZC376.3ugt−51C03A7.12C23H4.2F45E1.4Y25C1A.13W07E11.1alh−3tat−4F07E5.9Y71H2AM.13mca−1pcca−1C01B10.4C55A6.3C06B8.3C01B10.10ugt−5acs−22ugt−34F49E2.1D2063.1F53C11.3C17G1.7catp−7coq−6gpd−3K09H11.1dhs−30dhs−6acs−9B0495.7F55C5.6aco−2C55H1.1acl−14C32E8.6C26D10.4F54A3.4ugt−50ech−6alh−1C24A3.4dhs−14ugt−49F15A8.6dhs−2ugt−17F48E8.3C30H6.7F27C8.6gpd−4F22B3.4T01H3.4C10C5.3dhs−26H04M03.3gpd−1acs−15T09B9.1acs−6acdh−4F54C8.1acl−13W01C9.4ZK484.6acs−10T05C12.3C10C5.4acs−18acdh−5H32C10.1acdh−8Y44A6D.5F20H11.5Y51H7C.9catp−4ugt−57Y71G12B.6dhs−27H14E04.1C01F1.3bus−18C32D5.12F16F9.4T14D7.1F59F4.1dhs−28ges−1acdh−10acdh−7ZK337.1F58F9.7Y71F9B.9ugt−52T02B5.3ugt−25dhs−9alh−5acs−16T02B5.1fmo−1dhs−18F58A6.1acs−11Y48A6B.9acs−21Y43F8A.3W09D12.1acs−12C44E12.1R04B5.5Y69A2AR.5sodh−2amx−1W06H8.2H20J04.9K11G9.1ace−3ugt−40K01C8.1C31B8.8ugt−13T25B9.1ugt−45ugt−11qdpr−1ZK829.1F59E11.2ugt−24R08F11.4F56D5.3F07C4.12R05D8.7stdh−2F39B2.3sul−3ugt−2ugt−55F28H7.2sul−2ugt−23bre−1B0272.3aldo−1mdh−1ahcy−1C04C3.3LLC1.3C33E10.10gmd−2F55E10.6daf−22F13D12.9ugt−14C04E6.7ugt−20mec−18tpi−1C33F10.14ugt−44dhs−21prmt−6ZC373.1pod−2K02B2.1pnc−1C32E8.9C55A6.7E02H1.1C38D4.9C15H9.7F08F3.4D1005.1trxr−2acl−7ugt−10ugt−48acl−3dhs−22T02G5.7Y69A2AR.16F47B10.1Y53G8AL.2catp−1ZK836.2C06E4.3ugt−60ech−7dhs−25ugt−32R08E5.2T04A8.5D1054.8C12C8.2dhod−1F20G2.1ugt−65amx−3C23H4.4ZK742.3T03F1.1dpyd−1ugt−21F52B11.2acl−1T03G11.6F09E5.3gspd−1coq−5Y54E10BR.1ugt−61ugt−62alh−9ugt−7pah−1Y71H2AM.11F20G2.2dhs−23F25D1.5T01G6.1T05C3.6R151.10F08A8.3F08A8.1ugt−19sptl−3acdh−3hacd−1Y71H10A.2ugt−22C41A3.1sptl−2T25B9.9F22F7.1acs−1R08E5.3ugt−15ugt−6dao−3acs−20alh−13M153.1pyr−1F56C11.6C55A6.4F08F8.7zmp−1acdh−1dhs−7sul−1F26H9.5dhs−3gst−23E01G6.3E04F6.15Y73B6BL.1ugt−1F13H6.3K04A8.10ugt−16F08A8.2tyr−1C55A6.6dhs−15ttr−31F32H2.6ech−9F37H8.3F25B4.6C01H6.4C47A10.5alh−10fah−1ugt−56T28F3.5Y62E10A.6trxr−1F10D2.8T07H6.1K02E11.4F22D6.15ctbp−1fmo−3ugt−58ugt−12ugt−39R13D11.4K02E11.5K02E11.9K02E11.6K02E11.3B0238.1E04F6.4ugt−33F54F3.4stdh−1ZK688.3dhs−20F13H10.5ech−3R04B5.6K08B12.3nlt−1Y77E11A.2gsto−2acs−17ech−8dhs−19C15B12.8C35D10.12mca−2C27A7.3ger−1K11G9.2C15B12.1T19H12.3maoc−1K07C11.4C23G10.6F01G12.1gsto−1K10H10.2fmo−4K10H10.6H23N18.4M79.2T01H8.2hsd−3F01D4.8ugt−59K02E11.7R07B7.5F36A2.3acl−5Y73B6A.3Y71D11A.3gale−1F17A9.4fasn−1DC2.5C45E5.1haao−1dhs−8ugt−42C01B10.7ugt−9dhs−5dhs−4gana−1H19M22.3dhs−16ugt−8sdz−8D1005.2dhs−29acs−3Y45F10A.3acs−7B0272.4F13D11.4lrp−1F53B1.4acdh−6C31C9.2F13B12.4T07G12.3
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mitochondrial electron transport, NADH to ubiquinone
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mitochondrial proton−transporting ATP synthase complex, coupling factor F(o)
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neuropeptide signaling pathway
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nitrogen compound metabolic process
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one−carbon metabolic process
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gsa−1

goa−1

arf−1.2

lip−1

kin−2

F38E11.5

F59E10.3

dab−1

tut−1

elpc−1

aph−1

elpc−3

cpb−1

dhc−1

moe−3

car−1

oma−2

oma−1

rme−2

oocyte development
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kgb−1

itr−1

ceh−18

vab−1

cyb−3

cyb−1

wee−1.3

cdk−1

cyb−2.2

cyb−2.1

msp−38

oocyte maturation
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ani−2

gld−1

wee−1.3

fem−3

cyp−31A2

cdk−1

spe−4

ego−1

smk−1

mdt−6

spas−1

cpf−1

cogc−2

C36B1.8

C55C3.5

nex−3

pgl−1

rsp−8

csn−5

ran−1

sqv−5

W04D2.6

hrp−1

rsp−5

uba−1

tag−279

kgb−1

let−60

fbxa−6

cra−1

ima−3

npp−1

ptp−2

unc−37

rpb−11

mdt−19

top−1

dic−1

unc−62

emb−8

hrp−2

dss−1

etr−1

T05H10.6

gpa−12

rab−1

sec−23

hpl−2

larp−1

rsp−6

aos−1

egg−3

puf−7

puf−10

cyb−1

nos−2

puf−5

oogenesis
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ZK867.2

glr−3

C08B6.5

glr−7

nmr−1

nmr−2

glr−8

W02A2.5

F47A4.5

gstk−2

glr−2

glr−6

glr−4

glr−5

glr−1

gstk−1

cdh−12

outer membrane−bounded periplasmic space
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F27C8.6
tni−3
K08C9.7
pat−2
F34H10.1
aldo−2
Y54E10A.16
nipi−3
Y51A2D.15
sos−1
Y65B4A.6
C10C6.9
lin−7
H37N21.1
col−35
gex−2
F01D5.4
egl−1
R08F11.1
wdr−23
chn−1
unc−31
F48C1.4
Y39A1A.22
ent−2
cnd−1
lin−14
rack−1
T04A8.6
rnp−6
C44E4.4
rpa−2
unc−54
wnk−1
W04D2.6
clr−1
E01A2.2
dnj−8
ubc−9
dcn−1
egl−45
dpy−26
wrn−1
elt−1
Y46G5A.4
ent−1
lin−40
C25A11.2
mdt−4
pbs−6
F57B10.3
egl−38
mtm−3
egl−27
dab−1
unc−85
T01B7.5
zyg−12
ZK688.9
brc−2
unc−59
snfc−5
npp−2
sex−1
mig−5
cutc−1
ppfr−4
wve−1
smk−1
mom−5
fzr−1
sdha−2
spd−1
sqv−5
lag−1
wapl−1
D1046.2
mdt−17
mau−2
sqv−8
nol−10
ZK1098.1
Y67D8C.3
F33H2.2
zyg−9
B0035.12
rfl−1
hil−1
C18E3.5
rib−1
nex−3
uba−2
nasp−1
Y57E12AL.1
C29H12.5
ptc−2
lin−41
hop−1
sqv−1
pph−4.2
abi−1
lin−3
gon−14
T09B9.1
F22D3.5
C29F9.12
Y105E8B.10
hlh−8
egl−30
egl−19
gsa−1
ulp−4
unc−62
egl−13
lin−29
rpm−1
let−526
unc−84
sel−12
tfg−1
pad−2
rho−1
puf−12
sqv−3
bar−1
mlc−3
lin−39
rhy−1
oac−54
dcr−1
cogc−4
C18H2.1
R06C7.5
C08H9.2
unc−95
C30F12.1
mlc−1
catp−3
C37H5.5
gex−3
sqv−4
atx−2
gpb−1
C26D10.7
skr−2
ptc−1
sur−2
unc−61
C05C8.2
let−716
sqv−2
lin−52
lin−28
hlh−14
sqv−6
C52B11.4
C03A7.2
sec−10
aph−2
lin−35
rib−2
unc−40
coq−1
sur−6
csn−2
bir−1
B0207.6
ZK1127.5
tra−4
sqv−7
unc−58
R05D11.7
mrp−6
scpl−1
frh−1
C49H3.8
pdi−3
hst−2
toc−1
ula−1
tag−170
pph−4.1
unc−45
ccb−1
egl−43
unc−86
lin−4
unc−83
nhr−25
mig−10
syd−2
F37B12.1
sma−1
ile−2
sgk−1
klc−2
rhgf−1
gmd−2
ifa−3
ZK1098.7
tni−1
mboa−7
imp−2
tag−53
bas−1
dpy−27
F41B4.2
egl−15
C39B10.1
eya−1
lin−2
unc−47
ast−1
ppt−1
fat−3
gsto−1
nsy−4
lin−12
lin−44
eff−1
cog−1
F36A2.3
ceh−20
dre−1
vab−23
cki−1
oac−46
sdz−24
his−66
daf−14
K03H1.10
glb−12
unc−78
cyc−1
asd−2
sox−2
ftt−2
fkh−6
nsy−1
mlc−2
his−65
pry−1
sem−4
elb−1
lin−11
lin−42
arx−4
F29B9.5
hbl−1
ceh−10
sek−1
dpy−22
unc−53
lin−59
sop−2
fox−1
R08C7.4
C18E3.4
unc−39
arx−5
ser−1
K08C9.8
egl−2
ref−2
ain−1
kin−1
lev−11
sdha−1
gsp−2
unc−73
daf−4
goa−1
csnk−1
nhr−23
unc−16
hlh−28
hlh−17
hlh−32
F46F11.9
Y41D4B.11
pax−3
fnta−1
egl−26
T23E1.2
hlh−31
dmd−5
daf−8
skp−1
ZK262.8
Y57G7A.8
egl−47
gpa−12
egl−5
etr−1
syd−9
unc−7
him−4
aex−3
vab−8
pes−8
valv−1
pqn−47
C01F1.3
H41C03.1
dpy−7
dpy−8
Y55D5A.1
aff−1
F22F4.1
rol−6
dpy−11
Y47D3B.1
acn−1
zbed−6
M03F4.6
Y47G6A.15
C26B9.3
Y11D7A.9

oviposition
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rho−1

tbb−2

vav−1

plc−3

let−413

vha−1

emo−1

Y71G12B.11

dlg−1

ego−1

fog−2

mup−2

itr−1

ten−1

ipp−5

ceh−18

nhr−6

stim−1

let−23

cyb−3

rnr−2

lin−3

par−3

rme−2

ovulation
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cyp−37B1
sodh−1
T05C12.3
H04M03.3
phy−3
gpd−1
rnr−2
cyp−31A3
dhs−26
acdh−4
W01C9.4
F54C8.1
acdh−5
acdh−8
F20H11.5
gpd−4
tbh−1
F49E12.1
cyp−23A1
dhs−29
dhs−5
cyp−13A10
cyp−13B1
dhs−27
dhs−4
cyp−42A1
phy−2
fmo−4
cyp−29A2
dhs−16
T01D1.4
C16C8.2
gpdh−1
Y54G11A.3
D1081.9
F52C9.7
rnr−1
M106.3
C30G12.2
cyp−13B2
Y50D4C.6
cyp−31A2
gon−4
sod−5
C11E4.1
F10E9.12
cyp−32A1
F32A5.2
K07E1.1
F18E3.7
C11E4.2
dhs−31
Y116A8C.13
acdh−2
VF13D12L.3
C01G5.5
dhs−17
dhfr−1
dhs−1
C25H3.8
F58F9.1
cyp−14A3
cyp−44A1
phy−4
F26D2.15
alh−2
Y94H6A.4
W03F9.9
cyp−34A2
F36A2.2
Y37E11B.5
alh−6
dhs−13
F08F8.2
sod−1
gpdh−2
alh−8
ard−1
C46F11.2
F43G9.1
ZK829.7
Y76B12C.6
F33D4.4
alh−4
R12C12.1
ivd−1
cchl−1
T22D1.3
C45G9.2
dhs−11
Y50D4C.2
sdha−2
F35G2.1
cyp−34A8
cyp−13A11
cyp−13A12
dhs−19
ZK829.1
sod−3
fmo−3
R04B5.6
C01H6.4
cyp−33A1
fat−4
C47A10.5
alh−10
clk−1
stdh−1
cdo−1
T20H4.5
dhs−9
F57B9.1
Y71G12B.4
F21F3.1
coq−6
F44E2.6
cyp−35B1
gpd−3
R05H10.5
duox−2
D2063.1
F53C11.3
cyp−33E1
cyp−33D3
F53F4.10
fat−2
msra−1
F26E4.12
acdh−1
tag−165
cyp−13A6
gbh−1
cyp−14A2
F49E12.9
dhs−3
F37C4.6
F20G2.2
dhs−23
F25D1.5
T01G6.1
cyp−33E2
bli−3
C55A6.4
dpyd−1
F08A8.3
dhod−1
F08A8.1
D1054.8
F20G2.1
cyp−14A4
cyp−33E3
gbh−2
alh−5
T10H10.2
F01G12.1
R03G5.5
ttr−31
daf−9
cyp−34A1
F59E11.2
fat−3
T09A12.2
F54F3.4
dhs−20
T01D3.3
C55A6.6
dhs−15
sdz−8
F36A2.3
R07B7.5
haao−1
fasn−1
cyp−33D1
DC2.5
ech−9
cyp−14A1
cyp−13A2
pxn−2
cyp−25A2
fat−6
cyp−35A4
cyp−35A3
C28H8.11
cyp−35A2
cyp−35C1
cyp−35A5
F08A8.2
F35C8.5
B0272.3
dhs−28
dhs−2
W07E11.1
C46A5.4
F55E10.6
T08H10.1
dhs−21
Y48B6A.12
scd−1
sdha−1
Y47G6A.21
acdh−9
sdhb−1
isp−1
C06A8.1
ahcy−1
mdh−1
T05H4.5
ero−1
C07D8.6
C48B4.1
stdh−4
T07D1.3
mec−14
F42F12.4
ldh−1
Y39G8B.2
F28H7.2
C55A6.7
gas−1
E01A2.1
fat−1
odr−4
cyp−33C11
Y57A10C.8
C56G3.2
tph−1
cyp−33C1
F32A5.8
F02C12.2
T05H10.6
stdh−2
Y82E9BR.14
F39B2.3
F32D1.5
nuo−1
nuo−5
F35G12.2
cyp−29A4
egl−9
R02D3.1
acdh−12
T16G12.1
trxr−2
F55G1.9
LLC1.3
cyp−36A1
emb−8
dhs−22
F56H1.6
H24K24.3
alh−7
F09F3.5
T08B2.7
dhs−24
ZK697.14
cyp−33C2
Y52B11A.3
C10B5.1
cyp−34A6
C01G12.5
K10B4.1
cyp−43A1
cyp−34A5
ZK829.4
F54D5.7
B0513.5
stdh−3
cyp−33C12
str−39
C14E2.4
T01G6.10
cyp−35B2
F46E10.10
dhs−12
alh−3
Y9C9A.16
cyp−33C4
F07E5.9
F19G12.2
cyp−33C6
cyp−33B1
acdh−11
cyp−34A3
alh−1
C24A3.4
dhs−14
cat−2
C06E4.4
C06B8.3
mlt−7
C46H11.2
Y50E8A.6
cyp−33C5
F55A3.5
nduf−2.2
C55A6.3
C06E4.6
F12E12.11
ech−1
unc−68
R05D8.9
Y39G8B.1
alh−12
sod−2
F48E8.3
Y54E5A.6
cyp−14A5
cyp−25A5
let−721
cyp−25A4
F56C11.3
B0250.5
scm−1
asna−1
F15E6.6
let−767
nduf−7
cyp−33C9
Y47G6A.22
nuo−2
mecr−1
K09H11.1
C37E2.1
dhs−30
dhs−6
gspd−1
F21D5.3
T25B9.9
F54H12.2
C35D10.6
T25G3.4
T19B4.1
Y62E10A.6
trxr−1
acdh−13
alh−11
K09F6.5
Y38F1A.6
Y57G11C.21
sqv−4
C17G10.1
W04A8.2
Y48A6B.9
cyp−33C7
ZC443.1
cyp−34A7
cyp−33C3
C07D8.5
H13N06.4
pxn−1
K09A9.6
cyp−13A7
cyp−35B3
F53F1.3
F53F1.2
alh−9
cyp−29A3
pah−1
idh−1
sqrd−1
K07C5.2
acdh−3
ZK1290.5
daf−36
dhs−25
Y69A2AR.16
fre−1
cyp−33C8
C25A1.5
cyp−25A1
cyp−35A1
cyp−35D1
fat−7
fat−5
C06E4.3
F20D6.11
T05H4.4
sodh−2
Y71F9B.9
acdh−7
ctl−1
ctl−3
ctl−2
F58F9.7
sod−4
C30F12.7
fmo−1
cyp−34A9
B0222.9
dhs−18
F49E12.10
C54E4.5
R05D8.7
cyp−13A8
cyp−13A1
cyp−25A3
cyp−13A4
R08F11.7
cyp−34A10
R04B5.5
cyp−13A3
cyp−13A5
Y69A2AR.5
C08E8.4
nnt−1
fmo−2
cyp−34A4
F41E6.5
cyp−32B1
alh−13
M153.1
idh−2
F59F4.1
acdh−10
F47B7.2
cyp−37A1
fmo−5
hgo−1
Y54E5A.1
F55B11.1
let−268
C31C9.2
dpy−18
BE10.2
acdh−6
T06D8.10

oxidation reduction
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sodh−1
F21C10.10
C08E8.4
nnt−1
F41E6.5
H04M03.3
phy−3
rnr−2
dhs−26
acdh−4
W01C9.4
F54C8.1
acdh−5
acdh−8
F20H11.5
T05C12.3
C11E4.1
grl−4
tyr−2
gpdh−1
Y54G11A.3
R05H5.3
D1081.9
C30G12.2
C06E4.6
F12E12.11
Y50E8A.6
Y37E3.17
alh−8
ard−1
T22D1.3
C46F11.2
F33D4.4
Y106G6H.5
alh−4
ZK829.7
C01G12.5
alh−6
dhs−13
W03F9.9
Y51H7C.5
gpdh−2
F26D2.15
phy−4
C30H6.8
alh−2
F58F9.1
C55A6.3
ads−1
C14B1.10
dhs−1
ZK697.14
Y94H6A.4
Y52B11A.3
C10B5.1
F18E3.7
dhs−31
F32D8.12
C01G5.5
dhs−17
F17A9.5
acdh−2
VF13D12L.3
C11E4.2
C46H11.2
amx−2
Y116A8C.13
ZK742.4
ivd−1
cchl−1
T10B5.8
tyr−3
M106.3
zim−3
zim−2
Y44E3B.2
dhs−11
Y50D4C.2
Y57A10A.31
sdha−2
K10H10.6
dhs−8
fasn−1
DC2.5
tyr−1
C55A6.6
dhs−15
sdz−8
dhs−5
F56D5.3
ech−9
R07B7.5
F36A2.3
F17A9.4
Y44E3A.3
stdh−1
qdpr−1
ZK829.1
F59E11.2
fat−3
T09A12.2
ttr−31
fig−1
F01G12.1
alh−5
gbh−2
F52E1.2
maoc−1
T20H4.5
dhs−9
Y52E8A.3
ech−8
R04B5.6
nlt−1
F54F3.4
dhs−20
dhs−27
dhs−4
F30H5.3
fmo−4
dhs−16
dhs−29
phy−2
F13D11.4
Y48B6A.12
scd−1
sdha−1
let−607
sdhb−1
isp−1
mdh−1
Y45G12B.3
Y47G6A.21
acdh−9
tyr−4
aqp−7
C55A6.7
C35D10.6
F28H7.2
Y47G6A.7
prdx−2
ldh−1
Y39G8B.2
F55E10.6
T08H10.1
dhs−21
acdh−12
T08B2.7
dhs−24
C14E2.4
T01G6.10
Y9C9A.16
H13N06.4
C07D8.5
F56H1.6
H24K24.3
alh−7
F19G12.2
ZK829.4
F54D5.7
C35B1.5
ech−1
R05D8.9
Y39G8B.1
alh−12
scm−1
asna−1
Y7A5A.1
prdx−6
pdi−1
coq−6
prdx−3
F29B9.5
K09H11.1
dhs−30
dhs−6
E01A2.1
fat−1
odr−4
let−721
stdh−4
F32A5.8
C56G3.2
F02C12.2
Y47G6A.22
F48E8.3
alh−1
C24A3.4
mecr−1
dhs−14
acdh−13
let−767
F15E6.6
bre−1
alh−11
Y38F1A.6
C07D8.6
stdh−3
dhs−12
F46E10.10
Y73C8C.10
emb−8
dhs−22
stdh−2
F39B2.3
amx−1
Y62E10A.6
Y32H12A.6
trxr−1
sqrd−1
C47A10.5
alh−10
T28A11.13
C01H6.4
fat−4
dhs−19
C15B12.8
W06H8.2
F37C4.6
F20G2.2
dhs−23
F25D1.5
C48B4.1
T07D1.3
mec−14
T01G6.1
T20D4.7
K02H11.6
C02C2.5
B0250.5
dhs−7
F26E4.12
Y54E5A.1
tag−165
R05H10.5
acdh−1
F53F4.10
fat−2
F59F4.1
acdh−10
acdh−7
C15B12.1
F35C8.5
B0272.3
dhs−28
C33E10.10
gmd−2
duox−2
D2063.1
dhs−2
acdh−11
F53C11.3
C06B8.3
W07E11.1
alh−3
C32D5.8
F07E5.9
Y48A6B.9
F09F7.7
F49E12.10
R05D8.7
ZC443.1
R04B5.5
F58F9.7
Y71F9B.9
B0222.9
dhs−18
Y69A2AR.5
sodh−2
C06E4.4
F54D5.12
fre−1
Y69A2AR.16
F52H3.2
spr−5
sqv−4
B0564.2
trxr−2
C27D8.4
F32D1.5
egl−9
nuo−5
R02D3.1
T05H4.5
LLC1.3
C55A6.4
bli−3
F08A8.3
acdh−3
hacd−1
ZK1290.5
wah−1
F21D5.3
T25B9.9
M04B2.4
C17G10.1
fat−7
C41A3.1
daf−36
dhs−25
ZK742.3
F20G2.1
F53F1.3
F53F1.2
alh−9
F52H2.6
dpyd−1
T25G3.4
T22F7.1
C25A1.5
C06E4.3
fat−5
F20D6.11
K07C5.2
T05H4.4
Y73B6BL.1
C28H8.11
F55B11.1
F08A8.1
D1054.8
fat−6
gbh−1
E04F6.15
F49E12.9
dhs−3
F08A8.2
M01H9.1
alh−13
dpy−18
BE10.2
acdh−6

oxidoreductase activity
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nduf−2.2

nduf−7

nuo−2

nuo−1

nuo−5

gas−1

lpd−5

T20H4.5

C33A12.1

oxidoreductase activity, acting on NADH or NADPH
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phy−3

phy−2

C14E2.4

phy−4

F33D4.4

egl−9

C17G10.1

Y54E5A.1

let−268

dpy−18

oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen
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ZK836.2

T05H10.6

Y39E4A.3

tkt−1

T22B11.5

oxidoreductase activity, acting on the aldehyde or oxo group of donors, disulfide as acceptor
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acdh−4

acdh−5

acdh−8

F59F4.1

acdh−10

acdh−7

F58F9.7

acdh−1

acdh−13

acdh−12

acdh−11

sdha−1

acdh−9

F54D5.7

K09H11.1

mev−1

C48B4.1

acdh−3

F08A8.3

F08A8.1

acdh−2

ivd−1

sdha−2

F08A8.2

acdh−6

oxidoreductase activity, acting on the CH−CH group of donors
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P−P−bond−hydrolysis−driven protein transmembrane transporter activity
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grd−11

wrt−8

Y39A3B.1

wrt−6

wrt−4

wrt−1

grd−2

grd−1

qua−1

peptidase activity
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peptidase inhibitor activity
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peptidoglycan biosynthetic process
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peptidyl−prolyl cis−trans isomerase activity
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perinuclear region of cytoplasm
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peroxidase activity
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peroxisome
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peroxisome organization
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eff−1
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pharyngeal muscle development
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pharyngeal pumping
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pharynx development
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phosphatase activity
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dig−1

C14B1.6

pyp−1

C44B9.1

C28H8.3

bbs−5

csb−1

tra−4

nlp−4

phosphate metabolic process
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ZK563.2

T09B9.2

C48A7.2
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B0331.2

phosphate transport
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tag−77

aka−1

lst−2

wdfy−2
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rabs−5

ppk−3

phosphatidylinositol 3−phosphate binding
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nex−1
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nex−3

F22G12.4

unc−11

phosphatidylinositol binding
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nex−3

phosphatidylserine binding
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vps−34

piki−1

F35H12.4

age−1

Y75B8A.24

phosphoinositide−mediated signaling
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age−1
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csk−1
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phosphoinositide 3−kinase complex
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F13E9.1
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Y116A8C.26

pld−1

snx−3

snx−6

Y48E1B.14

rskd−1

snx−1

F17H10.3

phosphoinositide binding
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

phosphoinositide phospholipase C activity
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let−363

vps−34

F35H12.4

piki−1

age−1

Y75B8A.24

phosphoinositide phosphorylation
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Y52B11A.8

F32A5.2

F35C11.5

K03A1.2

F28A10.7

C31H1.5

mlt−7

B0478.3

C07E3.9

C03H5.4

Y69A2AL.2

T21D12.7

F44B9.10

eff−1

H23N18.5

phospholipase A2 activity
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phospholipase C activity
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tat−3

tat−2

tat−4

tat−6
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tat−5

phospholipid−translocating ATPase activity

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y18D10A.22

tag−138

epn−1

rsd−3

unc−11
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phospholipid binding
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F54D7.2

Y49A3A.1

acl−1

psd−1
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acl−2

VF13D12L.1

crls−1

phospholipid biosynthetic process
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phospholipid metabolic process
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phospholipid transport
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T25B9.6

W09D6.1

nnt−1

bcc−1

T21E12.2
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Y71G10AR.4
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C41A3.1
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F37C12.3

F37A4.5

prx−3

Y66D12A.14

lact−9

ptr−1

phosphopantetheine binding
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phosphoric diester hydrolase activity
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gcy−32

acy−2

gcy−23

daf−11

gcy−29

gcy−34

acy−3
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gcy−12

phosphorus−oxygen lyase activity
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T21C9.6

Y48B6A.13

Y42G9A.4

phosphorylation
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phosphotransferase activity, alcohol group as acceptor
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phosphotransferase activity, for other substituted phosphate groups

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

egg−1

egg−2

sax−7

clr−1

K08E7.1

clh−3

ced−2

sid−1

mig−14

cup−5

ced−5

spe−9

frk−1

spe−12

daf−18

glp−1

nex−1

T21H8.1

sdf−9

cdc−42

scrm−1

ten−1

cam−1

ser−1

dpr−1

atp−3

eak−4

gon−2

ced−10

nab−1

mig−13

evl−20

pkd−2

ced−7

rac−2

eat−6

ced−12

csk−1

snb−1

atgp−1

cdh−9

pak−1

shw−3

glt−1

lin−17

cdh−5

jph−1

cdh−8

eat−16

cdh−1

lin−10

eak−6

unc−8

unc−7

unc−112

lip−1

rme−6

tra−2

mca−3

acy−1

unc−40

mtm−1

acy−4

ooc−5

stim−1

wts−1

aph−2

cdf−1

unc−36

cdh−4

acy−2

mps−1

ced−1

unc−45

syn−1

vang−1

aat−3

hmr−1

vab−1

ced−8

ina−1

stn−2

aat−1

acy−3

dkf−1

lin−12

cdh−10

aqp−4

ric−4

C49A9.3
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plasma membrane
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plasma membrane fusion
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polar body extrusion after meiotic divisions
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polarity specification of anterior/posterior axis
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polynucleotide adenylyltransferase activity
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positive regulation of cell proliferation
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positive regulation of embryonic development
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par−4

rack−1

C56C10.12

mop−25.2

mca−3

unc−70

C23H3.5

eat−3

coq−1

D1007.5

spd−1

nrf−6

sand−1

npp−2

ppfr−4

orc−2

C47E12.2

cfim−2

F25H5.5

fbxb−41

rpb−12

unc−31

egl−38

kbp−1

cel−1

capg−1

sams−5

clr−1

dyf−3

egl−45

Y23H5A.3

rnr−1

lst−3

rsp−7

snfc−5

hda−2

mtm−3

dab−1

F28F8.5

myo−3

C08H9.2

T21H8.1

apl−1

unc−79

unc−43

unc−103

mlc−1

egl−30

T19A5.1

alh−6

set−16

unc−73

nhr−49

unc−16

pmt−1

F59D12.1

egl−8

srt−4

nca−1

ard−1

unc−44

lev−11

rpl−33

unc−54

tnt−2

sams−4

T27A3.2

tba−4

egl−10

fkh−2

mlc−2

npr−3

aha−1

frh−1

ver−4

epn−1

jph−1

math−50

F47B7.2

cyp−13A8

unc−45

mrp−5

W09G12.8

tpst−1

pdi−2

math−21

pek−1

rab−3

cst−2

unc−36

nhr−40

unc−41

unc−86

B0250.2

T02E9.1

rbf−1

gob−1

unc−80

nca−2

lrp−1

F53B1.4

pqn−47

T23G11.6

dpy−10

positive regulation of locomotion
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fbxc−50
gpd−4
ssp−10
gpd−1
capg−1
K09E4.1
ptr−2
Y87G2A.1
ben−1
B0432.13
Y53C10A.15
cyc−2.2
gld−3
T12C9.7
Y39G10AR.7
hcp−3
cdt−2
lin−41
grd−4
grd−7
dpy−14
grd−14
ptr−3
sams−5
C50F4.2
ifd−2
sma−5
ptr−20
ZC247.1
tin−10
arx−3
imp−2
rpl−25.1
rpl−39
tpst−1
tin−9.1
bicd−1
R144.11
exos−1
unc−104
nhx−2
unc−10
ppp−1
F37C12.3
C31B8.7
sams−1
alg−1
hlh−6
ceh−13
B0432.9
clec−178
ZC116.3
C44C1.1
blmp−1
eff−1
C14B9.2
lam−3
ptr−14
ptc−3
ptr−11
W05F2.4
nac−2
C32E12.4
sma−1
T05D4.3
prx−2
dpy−1
lin−31
kin−29
mca−2
sma−3
B0284.6
dpm−3
rpb−8
rpl−15
nkb−1
cyp−13A4
cyp−13A5
ptr−22
Y42G9A.1
nipi−3
tat−4
sma−4
oig−3
kin−20
ptr−12
let−2
ifb−2
ZK688.2
C34E7.4
nas−7
grd−5
Y47H9C.7
let−754
dss−1
rab−10
unc−58
stn−1
vha−11
hst−2
hse−5
utx−1
vrs−2
psa−1
evl−14
sec−10
lin−35
C10H11.8
dis−3
ncbp−1
T20B12.3
tag−264
C42C1.10
vps−11
cpsf−1
F55C5.8
H19N07.1
hrs−1
C18E9.6
C07D8.2
unc−105
pept−1
crm−1
nhr−40
R08C7.4
pfd−1
hst−6
hrpf−2
Y63D3A.8
C25A1.5
grd−3
ptr−8
ifd−1
ifp−1
dbl−1
nhr−25
pha−4
F27C1.2
nhr−61
rpl−30
lpl−1
K01C8.6
F10C1.8
F44E5.1
gpd−3
grd−9
elt−2
syd−9
inx−19
che−2
rig−6
pdi−3
sgk−1
wrt−5
nduf−7
T02H6.11
clpp−1
let−607
ZK1098.5
par−6
hmg−1.2
Y59H11AL.1
lsy−12
daf−4
dpy−22
enol−1
ptr−5
unc−53
spc−1
prdx−2
ZK550.3
che−3
Y69A2AR.32
apl−1
tax−6
C07H6.3
unc−14
H06H21.3
sqv−2
syn−3
mdt−19
crs−2
B0284.1
C18E9.4
rpl−37
rps−17
frh−1
T21B10.1
rpl−22
fbxb−13
Y39F10B.1
tlk−1
hmg−4
vps−35
krs−1
pqn−20
F11A10.5
pis−1
gei−17
zyg−12
exoc−8
wrn−1
orc−2
skn−1
rict−1
K07C5.4
mdt−8
cdc−48.1
T26A8.4
wdr−23
Y53C10A.3
skr−17
cdk−2
F25H5.5
F56G4.4
kin−14
B0035.11
Y17G7B.20
sac−1
C27F2.8
math−33
C06E4.6
clec−1
mop−25.2
hmg−3
cacn−1
D2085.3
C17G10.2
CE7X_3.2
F23H11.2
ztf−3
hsf−1
CE7X_3.1
sqv−6
fzo−1
eat−3
D1007.5
letm−1
F53H1.1
epc−1
CD4.10
tlf−1
lpin−1
nhr−23
csnk−1
pssy−1
unc−26
T01H3.2
cogc−3
F46F11.9
sec−8
Y39G10AR.8
T22D1.4
clec−171
E01B7.1
pry−1
T21D12.9
iftb−1
nhr−67
Y52B11A.10
bec−1
srd−16
rpl−41
srd−42
wrt−7
Y71F9AM.8
grd−8
abts−1
C10A4.7
unc−73
ptr−13
unc−44
rps−20
sma−9
ZK262.8
Y111B2A.12
osm−11
unc−43
ost−1
tag−242
B0491.5
col−183
mec−7
tin−9.2
riok−1
ntl−2
ifc−2
gfi−2
fbxb−41
lin−14
nuo−1
ccr−4
Y23H5A.8
ptr−21
C03A7.2
mdt−22
larp−1
taf−1
hpl−2
T27F7.1
sma−6
sma−2
wrt−3
ins−11
grd−13
grd−10
ptr−1
dpy−18
wrt−4
M05B5.2
lrp−1
dpy−11
ptr−6
wrt−6
cyp−42A1
acn−1
grd−2
grd−12
ptr−16
hog−1
dpy−6
wrt−10
bus−18
pqn−47
dpy−8
sym−5
wrt−2
wrt−1
glf−1
grd−1
qua−1
ptr−4

positive regulation of multicellular organism growth
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hop−1

sel−7

sel−12

bre−5

bre−4

osm−11

ego−2

mdt−29

positive regulation of Notch signaling pathway
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hlh−2

ces−2

hlh−3

egl−1

ced−11

unc−68

vha−10

unc−32

vha−2

vha−12

positive regulation of programmed cell death
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dop−3

pmk−1

elt−3

zip−2

hlh−3

elt−1

atf−7

daf−16

taf−10

taf−9

positive regulation of specific transcription from RNA polymerase II promoter
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dyb−1

dys−1

unc−75

ric−3

unc−10

nca−2

positive regulation of synaptic transmission, cholinergic
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sea−1

hmp−2

wrm−1

pal−1

sma−6

cky−1

hlh−1

ceh−22

tax−4

ceh−16

ast−1

vab−3

cmk−1

nhr−67

daf−8

mls−2

elt−2

tax−2

daf−12

odr−7

unc−30

che−1

unc−42

daf−7

nhr−80

aha−1

bar−1

sbp−1

cbp−1

fos−1

nhr−6

fax−1

pop−1

36982

lag−1

skn−1

taf−7.1

mrg−1

elt−1

fkh−2

taf−2

hlh−2

hsf−1

lin−59

daf−1

nfi−1

tlf−1

taf−1

daf−4

nhr−49

daf−16

positive regulation of transcription from RNA polymerase II promoter
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ruvb−1

let−363

fib−1

ife−2

unc−62

pha−4

positive regulation of translation
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cye−1

pop−1

uba−2

lin−24

mig−14

lin−3

hoe−1

lag−1

F38H4.10

mog−4

lin−15A

hlh−2

sur−6

dpy−22

let−92

cdf−1

lin−10

lin−11

lin−1

nhr−25

cbp−1

let−23

mek−2

sos−1

lin−7

cnk−1

lin−26

ced−10

rsp−1

rsp−6

hpl−2

lsy−12

dcp−66

CE7X_3.2

rsr−1

lin−49

ptp−2

bar−1

lin−39

cog−1

lin−12

lin−2

mig−2

lin−31

lin−4

lin−25

nhr−91

F26E4.2

dep−1

lin−33

positive regulation of vulval development
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skr−10

tni−3

mlt−7

bli−3

cct−4

ten−1

hda−4

eff−1

dpy−10

dpy−2

post−embryonic body morphogenesis
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unc−85

unc−11

unc−59

lin−7

glh−1

lin−2

mls−1

ppt−1

unc−84

lin−4

unc−63

unc−83

cdk−4

cye−1

lin−3

glh−2

post−embryonic development
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fem−3

sel−10

F16A11.2

ceh−32

nhr−31

post−embryonic morphogenesis
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ubc−23

uev−3

ubc−15

ubc−26

ubc−21

ubc−16

ubc−7

ubc−8

ubc−6

ubc−9

ubc−25

F52C6.12

ubc−12

ubc−3

ubc−13

ubc−17

uev−2

ubc−1

ubc−14

let−70

ubc−18

ubc−20

uev−1

ubc−19

ubc−22

ubc−24

post−translational protein modification
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acr−20

acr−7

lgc−23

lgc−1

acr−19

lgc−30

acr−11

lgc−50

ggr−1

acr−3

lgc−11

acr−8

glr−1

lgc−39

acr−24

acr−14

acc−1

deg−3

des−2

acr−25

acr−16

lgc−12

lev−8

lgc−19

unc−38

lgc−43

lev−1

cup−4

lgc−5

lgc−52

lgc−48

lgc−16

lgc−51

lgc−6

unc−49

pbo−5

acr−21

acc−3

lgc−36

lgc−55

mod−1

lgc−46

exp−1

glc−4

glc−3

acr−6

lgc−14

lgc−47

lgc−37

gar−1

acr−9

lgc−8

lgc−7

unc−29

lgc−53

lgc−41

acc−2

acr−12

unc−63

acr−2

lgc−24

lgc−40

gab−1

ggr−3

acr−15

eat−2

avr−15

lgc−38

lgc−29

acr−23

lgc−49

glc−1

lgc−4

acr−18

lgc−13

lgc−54

lgc−18

lgc−45

acr−10

lgc−9

lgc−15

avr−14

lgc−35

pbo−6

lgc−17

lgc−42

lgc−31

glc−2

acr−17

postsynaptic membrane
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twk−40

twk−35

twk−3

twk−42

twk−36

unc−58

twk−2

twk−23

twk−9

twk−11

twk−8

twk−29

twk−30

twk−46

kqt−1

kcnl−2

twk−25

twk−18

K11H3.7

twk−34

twk−26

twk−4

twk−14

egl−2

twk−21

twk−17

twk−7

twk−24

twk−28

twk−43

egl−23

twk−10

twk−44

twk−31

twk−20

twk−13

sup−9

twk−33

twk−12

kqt−3

twk−22

twk−16

twk−37

twk−5

twk−1

twk−45

twk−32

twk−6

potassium channel activity
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B0281.5

T05E12.3

twk−37

nkb−2

twk−34

eat−6

ZC239.13

twk−12

twk−22

twk−16

twk−33

T23B12.6

twk−5

C17F4.8

C40A11.7

C40A11.2

egl−36

twk−1

C40A11.4

R05F9.1

sdz−35

fbxb−52

twk−32

twk−45

C32C4.1

twk−6

F22E5.11

ZC239.3

twk−24

B0281.6

twk−18

egl−23

kcnl−1

twk−26

VM106R.1

irk−1

F22E5.12

unc−103

twk−10

twk−44

C03F11.1

twk−14

shk−1

C40A11.3

C40A11.6

egl−2

ZC239.4

F22E5.6

nkb−3

sup−9

exp−1

kcc−1

twk−17

F44A2.2

irk−2

twk−4

twk−21

kqt−3

tag−303

Y55F3C.3

nkb−1

twk−40

twk−35

twk−3

tax−4

twk−23

Y48A6B.6

twk−42

twk−36

slo−1

exp−2

kcc−2

irk−3

twk−28

twk−43

unc−58

ZC239.2

F14F11.1

twk−2

shl−1

kvs−1

slo−2

twk−8

twk−46

B0250.5

F22E5.8

C53A5.5

twk−29

twk−30

ZC239.15

ZC239.5

kqt−1

kcnl−2

F47D12.3

twk−25

ZC239.6

F59F3.6

K11H3.7

D2045.8

twk−31

twk−20

ZC239.14

ZC239.17

twk−7

K02F6.5

ZC239.16

T08G3.13

F18A11.5

twk−9

T23G5.3

twk−13

F46G10.1

twk−11

F49H12.3

shw−3

potassium ion transport
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uri−1

pfd−1

F35H10.6

pfd−4

pfd−5

pfd−6

pfd−2

pfd−3

prefoldin complex
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snb−1

elks−1

rsy−1

nab−1

syd−2

ccb−1

unc−10

git−1

unc−13

presynaptic active zone
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dpl−1

ced−2

atg−18

lgg−1

pmk−1

crt−1

lam−1

itr−1

mcd−1

ced−7

bec−1

unc−51

ced−6

ced−3

ced−8

programmed cell death
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mec−12

unc−37

tag−170

tbb−4

dnc−2

cul−3

gpb−1

tbb−2

let−754

rbx−1

par−5

Y71F9AL.14

cap−2

dlc−1

arp−1

pfd−3

lis−1

pfd−5

dyrb−1

pfd−2

gpc−2

Y19D2B.1

tba−4

37135

zen−4

lrg−1

cdk−1

T26A5.8

ubc−12

dli−1

dnc−4

tba−1

mec−7

cyk−1

mbk−2

tbb−1

zyg−12

dhc−1

tba−2

T16G12.1

dyci−1

pll−1

nud−1

zyg−9

atad−3

dnc−1

Y47D3A.29

tac−1

ben−1

spd−5

mel−28

puf−3

let−99

pronuclear migration
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pbs−4

pas−3

pas−5

pas−4

pbs−3

pbs−5

pbs−2

pbs−6

pas−6

pbs−1

pbs−7

pas−2

pas−1

pas−7

proteasome core complex
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pas−6

pas−3

pas−5

pas−4

pas−2

pas−1

pas−7

proteasome core complex, alpha−subunit complex
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nid−1

unc−36

B0250.2

strd−1

cle−1

protein
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kin−29

cmk−1

daf−2

unc−51

mbk−2

frk−1

protein amino acid autophosphorylation
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cdc−25.3
egg−3
egg−4
F47B3.7
egg−5
Y18H1A.1
Y69A2AR.19
F42C5.5
F47B3.2
eak−6
W09H1.1
C24F3.2
T12B3.1
oga−1
F33A8.6
Y54F10BM.13
Y94H6A.7
ptp−3
ptp−1
pptr−1
F28C6.8
K04D7.4
C40A11.5
T05A7.11
vhp−1
prl−1
F13D11.3
F26A3.4
sdf−9
T23F11.1
T13H5.1
ogt−1
F20B6.6
Y5F2A.3
Y71G12B.31
pir−1
tag−93
lip−1
F55F8.7
Y48G9A.9
dep−1
ida−1
ZK757.2
Y71F9AL.4
C04F12.8
Y22D7AR.7
F55H12.5
F20B6.1
K07F5.8
F47B3.1
T20B6.1
Y80D3A.8
ZK783.5
ZK616.7
M04G7.2
F57H12.5
C55B7.3
Y116A8C.37
C07E3.4
Y54F10BM.3
C33F10.8
F35C11.2
pph−2
ZK809.1
W03F11.4
K09F6.3
C15H7.3
T27A3.5
C33H5.16
R155.2
C50F2.5
Y22D7AR.12
R06B10.1
ZK484.7
F40G12.10
Y39B6A.18
F20H11.4
R06B10.2
C16A3.2
C42C1.2
F54C8.4
cdc−14
Y39A3A.4
Y54F10BM.1
cel−1
clr−1
cdc−25.2
Y41D4A.5
F42G9.1
fem−2
ptp−2
C48B6.4
B0280.11
T28F4.3
F25H5.7
C17H12.3
T22C1.8
Y39B6A.30
K07F5.6
F54F12.1
W01B6.6
M05B5.1
C02B10.6
ZK354.8
C17H12.5
cdc−25.4
T04F3.3
F38H4.4
Y48G1C.5
F36H1.3
R155.3
H06I04.5
M05D6.3
C46A5.1
Y62F5A.10
B0207.1
C24D10.1
R10F2.6
Y57G11C.6
C43E11.5
Y113G7C.1
cdc−25.1
daf−18
pdp−1

protein amino acid dephosphorylation
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gyg−2

sqv−2

T09E11.10

E03H4.3

C47F8.3

T15D6.5

T09E11.12

C54C8.3

E03H4.11

bre−5

T12A2.2

T22D1.4

bre−2

C47F8.5

C47F8.6

fut−1

T10B10.8

C17A2.3

gyg−1

F56H6.1

fut−5

F14B6.6

C16D9.6

B0024.15

F48E3.3

F14B6.4

fut−6

fut−3

fut−4

F26H9.8

bus−17

T22B11.2

C02H6.1

F48F7.3

T09F5.1

protein amino acid glycosylation
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C37A2.6

prmt−6

prmt−2

C38D4.9

prmt−4

C33C12.9

pcm−1

mett−10

swd−3.1

set−2

prmt−3

prmt−1

protein amino acid methylation

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T11F8.4
F23C8.8
F54H5.2
K06H7.8
Y73B6A.2
Y43C5B.2
Y116A8C.24
Y73B6A.1
K09C6.1
F57B9.8
ZK593.9
F59A6.4
D2024.1
C28A5.6
T25B9.4
tag−344
Y39G8C.2
ZC581.7
C56C10.6
frk−1
C09D4.3
F26A1.4
C56G2.5
Y69F12A.1
ZK507.1
Y106G6D.4
Y69E1A.3
T15B12.2
ZK666.8
F26A1.3
C49C8.1
F38E1.3
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F39F10.3
C29H12.5
mes−1
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
plk−2
kin−4
cdk−5
gck−1
W03F8.2
Y52D5A.2
K08H2.5
plk−1
ksr−2
air−1
ZC373.3
kin−18
gck−2
kin−34
air−2
Y106G6E.1
cdk−1
F32E10.5
pig−1
pak−2
wnk−1
tlk−1
cdtl−7
tbc−19
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
cul−5
F09G2.1
daf−2
Y50D7A.3
ttn−1
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
Y47G6A.5
wts−1
cmk−1
F28C10.3
T07F12.4
C01C4.3
pek−1
gcy−15
gcy−18
C24G6.2
old−1
kin−30
rol−3
Y40A1A.1
gcy−6
ZC123.4
F31E3.2
gcy−23
daf−11
gcy−21
odr−1
gcy−29
Y38E10A.8
unc−82
F35C8.2
gcy−14
dlk−1
gcy−17
shc−1
F22H10.5
gcy−20
gcy−25
pmk−2
kin−1
gcy−19
kin−19
larp−1
R09D1.12
rdy−2
kin−6
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
gcy−4
K11H12.9
K09H11.1
H01G02.2
sek−1
gcy−27
pmk−1
F48G7.9
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
mtk−1
spk−1
zyg−8
egl−4
akt−1
mek−1
gcn−2
gsk−3
kin−20
gcy−11
W04G5.10
scd−2
sad−1
Y65B4A.9
gck−4
nekl−4
unc−51
aak−2
kin−16
F48G7.10
sax−1
kgb−2
mnk−1
mlk−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
mek−2
rsks−1
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
R04A9.7
F39F10.2
csk−1
C44C10.7
F16B12.7
pik−1
H37N21.1
E02D9.1
C36B7.2
kin−23
dyf−5
F35C8.1
unc−89
gcy−7
R09D1.13
rskd−1
gcy−1
nsy−1
R02C2.6
ver−1
C45G9.1
C34G6.5
gcy−3
cdk−2
lin−45
chk−1
Y111B2A.1
T08D2.7
chk−2
Y73B3A.16
zyg−1
F55F8.3
F09A5.2
ire−1
taf−4
T24D5.4
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
daf−1
cdk−8
efk−1
mom−4
D2096.12
R02C2.1
sel−5
cdk−9
dkf−2
Y39G8B.5
ZK524.4
riok−2
C01H6.9
ZC504.3
ark−1
ZK930.1
F20D6.5
T09B4.7
R06A10.4
sma−5
prk−2
gcy−2
VY10G11R.1
C55C3.8
ZC373.4
C25H3.1
K08F8.1
strd−1
aak−1
D2045.7
ddr−1
H12I13.1
dapk−1
pkc−2
W07G4.3
C09G4.2
kin−25
max−2
mpk−1
mbk−2
pct−1
let−502
W03A5.1
tag−191
W09C3.1
kin−14
kin−24
Y116A8C.38
R03D7.5
B0207.7
T25B9.5
M04F3.3
F11E6.8
F32D8.1
R07A4.4
src−2
sma−6
F22H10.1
egl−15
M03C11.1
dkf−1
Y51B9A.9
R12G8.1
C03B1.5
akt−2
nekl−3
B0222.9
Y50D4B.6
T01G5.1
kin−15
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
gcy−5
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
ckk−1
pmk−3
ddr−2
mig−15
cst−2
mpk−2
sgk−1
mbk−1
C49C3.10
trk−1
R90.1
gcy−8
kin−29
ver−2
F59F5.3
cst−1
Y42A5A.4
zak−1
Y105C5A.24
kin−32
mkk−4
F46F6.2
lit−1
B0198.3
hpk−1
R151.4
gcy−22
kgb−1
lin−2
jnk−1
abl−1
nekl−2
pdk−1
B0252.1
old−2
kin−33
cdk−4
W04B5.5
tbck−1
ZK177.2
mrck−1
vab−1
pkc−3
K04C1.5
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
Y38H8A.4
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
F01D4.3
C08F8.6
M7.7
K11C4.1
F33D11.7
C34B2.3
T19D12.5
kin−5
spe−6
W06F12.3
W02B12.12
C25A8.5
kin−31
F36H12.9
F53C3.1
C05C12.1
Y47G6A.13
Y71F9AL.2
Y4C6A.1
F22B3.8
ZC581.2
T05C12.1
kin−26
C50F4.10
rskn−1
plk−3
E02H4.6
W03G9.5
C03C10.2
F41G3.5
C04G2.2
ttbk−2
C34F11.5
T05A7.6
F25F2.1
ZK354.2
Y18H1A.10
F32B6.10
H05L14.1
ZK596.2
R13H9.5
C27D8.1
Y38H8A.3
C39H7.1
F26E4.5
ZK622.1
gska−3

protein amino acid phosphorylation

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58
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protein dimerization activity
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protein disulfide oxidoreductase activity
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protein domain specific binding
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protein folding
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protein heterodimerization activity
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protein kinase activity
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protein kinase binding
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protein kinase C activity
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protein localization

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

rsa−2

rsa−1

unc−68

rack−1

alx−1

spd−5

protein localization in organelle
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protein methyltransferase activity
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protein modification process
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protein phosphatase type 2A complex
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protein polymerization
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protein refolding
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protein secretion
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protein self−association
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daf−1
egl−4
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C34G6.5
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pkc−2
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gsk−3
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mpk−1
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sma−6
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dkf−1
Y51B9A.9
C03B1.5
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pak−1
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ver−3
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ZC581.7
C56C10.6
frk−1
C09D4.3
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T15B12.2
ZK666.8
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C49C8.1
F38E1.3
F39F10.3
C29H12.5
C14A4.13
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C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
Y38H8A.4
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kin−21
C09B9.4
F35C11.3
M05D6.1
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ZK354.6
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H05L14.1
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protein serine/threonine kinase activity
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protein serine/threonine phosphatase activity
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protein serine/threonine phosphatase complex

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58
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protein targeting to mitochondrion
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F41E6.9

rab−8
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rab−7
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gdi−1
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rheb−1

protein transport
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protein transporter activity
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protein tyrosine kinase activity
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protein tyrosine phosphatase activity
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protein tyrosine/serine/threonine phosphatase activity
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proteinaceous extracellular matrix
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proteolysis involved in cellular protein catabolic process
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proton−transporting ATP synthase complex, catalytic core F(1)
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proton−transporting ATPase activity, rotational mechanism
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proton−transporting two−sector ATPase complex
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proton−transporting two−sector ATPase complex, catalytic domain
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proton−transporting two−sector ATPase complex, proton−transporting domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

vha−19

vha−9

vha−11

vha−13

vha−12

tag−300

proton−transporting V−type ATPase, V1 domain
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proton transport
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pseudopodium
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pseudouridine synthase activity
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pyridoxal phosphate binding
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Rab GTPase activator activity
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Ras protein signal transduction
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receptor−mediated endocytosis
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receptor activity
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reciprocal meiotic recombination
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recycling endosome
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regulation
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regulation of actin filament−based process
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regulation of actin filament polymerization
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regulation of action potential
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regulation of apoptosis
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regulation of ARF GTPase activity
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regulation of ARF protein signal transduction
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regulation of asymmetric cell division
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regulation of axon extension
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regulation of backward locomotion
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regulation of cell adhesion
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regulation of cell fate specification
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regulation of cell migration
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regulation of cell projection organization
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regulation of cell proliferation
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regulation of cell size
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−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dcr−1

lin−28

lin−14

sop−2

lin−29

hbl−1

sel−7

lin−42

daf−12

lin−4

dre−1

pash−1

lin−41

nhl−2

regulation of development, heterochronic
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regulation of forward locomotion

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sbp−1

tax−6

sel−11

lim−6

mdt−15

skp−1

let−711

cdk−5

hlh−6

elo−2

regulation of gene expression
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regulation of locomotion
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regulation of meiosis
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regulation of multicellular organism growth
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regulation of muscle contraction
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regulation of neuron differentiation
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regulation of oviposition
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regulation of pH
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regulation of pharyngeal pumping
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regulation of protein localization
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regulation of protein metabolic process
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regulation of Rab GTPase activity
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regulation of Rho protein signal transduction
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regulation of small GTPase mediated signal transduction
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regulation of synapse organization
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regulation of transcription
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regulation of transcription from RNA polymerase II promoter
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skr−8skr−10skr−7F21D9.2R10E4.6Y71G12B.30gsp−3B0280.17Y54G2A.15T21G5.4K01D12.7spe−15F22B3.8K07A12.5Y57G7A.5K08C9.2K01D12.15ZC376.8clec−119F27C1.3H04M03.1F32A11.3spe−26ttr−14T02G5.11egg−3F22B3.4egg−4cyb−2.2cyb−2.1fbxa−215tag−319cbd−1cyb−3C27D9.1let−99oma−1cpar−1skr−11mom−2chs−1gna−2T01H3.4ssp−10C25G4.6msp−50R09E10.6fem−3spo−11inx−8brf−1F33E11.2ZK177.8klp−19B0250.7F56F11.4ZC395.4F56H1.3efn−3ptr−2daz−1cye−1klp−16gld−1rnr−2glp−1tpxl−1csc−1cdt−2rfc−3wee−1.3rsa−2hcp−3C24H12.5ify−1cyb−1gla−3rnp−8skr−12skr−13ced−3tbx−33rgs−10skr−14C52D10.10F53E4.1K07E1.1nspb−4nspb−2nspb−1nspb−5nspb−3ani−2T01B7.6deps−1T24F1.2vrk−1cpb−3ect−2lin−41T09B4.1T12C9.7dsh−2cin−4gld−3rsa−1cdc−25.1cgh−1C06A1.4K04G7.1car−1dut−1D1081.7T19B10.6dpl−1patr−1F26G1.1vps−35fzy−1skr−9hnd−1Y42H9B.3T12F5.2clk−2pqn−45xnd−1lin−3air−1lag−1hop−1sys−1inx−14lrg−1mcm−2plk−1npp−9sqv−5F33H2.5W02D9.3pcn−1F39B2.1spd−1cdc−25.2wrm−1F11A10.5spd−2msh−4ndc−80sqv−1C36A4.4eri−7Y39A1A.12unc−71icp−1lin−5hda−1him−1F07A11.2nhl−2pod−1kin−4rnp−1cdk−5nud−2Y52B11A.9rpn−5egl−27tlk−1T04A8.7acs−4ZC317.7czw−1C53A5.6C14C11.2T08D2.7K07F5.12sun−1Y62F5A.12him−14F54D12.5hmg−4taf−6.2snfc−5rba−1hcp−6hcp−4T24B8.7gld−4uaf−2ben−1mat−3let−49puf−8spd−5sas−6B0464.9rga−4capg−1C56A3.8C08C3.4K11H12.3Y39G10AR.7ZC168.3bub−1rga−3uri−1cyk−4usp−48par−3syn−4dcaf−1mcm−3cdk−1mcm−7gon−14C09H10.10C32D5.10krs−1isw−1rnr−1R11A8.2abi−1athp−1san−1F25B5.2knl−2T07F8.4W03F11.1nos−2egg−1egg−5W05F2.3puf−11rme−2C44B12.5C44B12.1F55B11.2thn−1F15E6.3Y65B4A.6sfa−1Y48A6C.2F43E2.1Y39H10A.6his−60his−1col−35smo−1csn−5tni−3M04F3.2sams−5ucr−2.3R08D7.1lpd−6srs−2eft−3T26G10.1F35G12.5F22G12.3ife−1hsp−4Y45F3A.1C50F4.2ceh−60tra−1T07D10.8sel−8his−33his−31his−67Y54E10BL.1F15D3.4nmy−1pgl−1C17C3.11K07F5.8K04C2.8C47E8.11C49C3.11clec−208ant−1.3K09E4.1F57B9.8K08F8.5ptr−23nrs−2F48G7.5K04C2.5cyp−13A4F40F12.7K03H1.10T01C3.11C15C8.7oig−3rpl−37D2030.4W01D2.1rps−17tag−267F13E6.2unc−45F45E12.5F30A10.9unc−119T26G10.5ceh−24end−1gst−25fbxb−72F35C5.3lpd−2F55F8.2ral−1F57B10.8Y67H2A.5mlc−2mek−2aco−2gon−1lam−2Y105E8A.25R05D3.12crs−2vab−15B0284.1ZC404.7pmt−1arx−7F08B4.7rpl−20rpl−36E02H1.1rpl−12C24D10.4rps−2vha−6nhr−80F26E4.6pbs−5C18E9.4Y71H2AM.5umps−1mup−4tag−218spe−4lgc−31tba−4sqt−3col−84W05F2.4dyn−1unc−32Y19D2B.1myo−3eat−16C07H6.3cmd−1apl−1F32A7.5Y38E10A.24T02H6.11K05C4.2rab−1fkh−6nlp−40his−65hsp−12.2mev−1grh−1mag−1F44E5.1rpl−27his−62his−66his−49his−2his−47rfs−1Y49E10.20his−42his−55his−59his−40rps−10his−69his−58rpc−1dis−3nst−1C09G4.4C45G3.5mfap−1ncbp−1tag−135F32B6.3mus−101emb−30csn−4ZK792.5sqv−2ruvb−2syn−3C14C10.4rpb−2abcf−1grs−1ZK484.4spg−7daf−2mes−3pro−1tag−262Y39B6A.39clec−171vps−34dhfr−1hmg−5F53B7.3rps−15C48A7.2rpl−38rps−1C47E8.6M28.5F09F3.5F10E7.3T22D1.4rbx−2iff−1Y41D4B.11pbs−7egl−26tre−1W09C5.1ubc−1vha−9his−68C43H8.1pry−1T21D12.9F18F11.5btb−4K09F6.6F33D11.5R08C7.4skp−1H13N06.4B0250.11skr−1deb−1R02F2.6Y105C5A.1T28D6.5hmg−1.2W02B8.3Y41C4A.9ttll−5B0212.4cbp−1cpi−2dve−1ldb−1F17E9.14syd−9etr−1unc−22nhr−8vha−2F27D4.1F11A10.7F02E11.3tpst−2K04G7.11stim−1iftb−1nhr−67mdt−10rheb−1rps−28eif−3.GF15E6.6epi−1inx−16sec−24.1rig−6mtr−4ZK1127.4F53F10.7atp−2gop−3C43E11.9rpl−10Y54H5A.2Y37D8A.10F57B9.3ost−1nuo−4Y75B12A.1pdcd−2gap−2F21D12.2ZC395.10pat−3C29F9.9hut−1Y50D7A.11npp−20T21B10.1M03D4.6paf−2ceh−27rpl−24.2Y47H9C.7rpl−25.2C25D7.10K12H4.3let−754rpl−9F09F9.4vha−11dss−1vpr−1F55C5.8nra−2acdh−13tag−264tag−203lrs−2C49H3.8gro−1vps−11Y49E10.21Y57A10A.27F55F10.1lrs−1kin−20K03E6.7rps−0gbf−1erm−1ZK616.6let−70T06D8.5rab−7ubc−18par−1goa−1nhr−49cdc−42gpb−1let−92ama−1paa−1spat−3F30B5.4lsy−12tat−5dpy−22F58F12.1rpl−7Airx−1rps−16plc−3tpa−1C02B10.5enol−1nhr−23par−5C14C11.4gsa−1act−1F37C12.1vps−45T14G10.5C13B9.3T12A2.2cct−6ten−1kin−10drs−1pas−1rog−1pqn−80Y105E8A.24eft−2R06C7.5pyp−1B0491.5Y71H2AM.10sec−23H06H21.3sqd−1rpn−3pas−5ran−4tfg−1tbb−2sams−3F32D8.5ZK686.1mdt−22rps−12T23D8.3mac−1rbx−1ace−4vps−4ZK1248.11rpl−14W03F9.10apc−11tra−2B0207.6mep−1clpf−1swd−3.1cdk−8F09G2.9mes−6gex−3ddx−23tbc−2Y48E1B.14lin−49epc−1Y48B6A.13pbs−2rpl−4alh−6set−16rgr−1dnj−17ZK430.7ruvb−1prp−8npp−3dcr−1eea−1Y55F3AM.3rab−11.1par−6ZK1098.5sar−1C08H9.2kin−19pab−1Y48B6A.1ars−2larp−1frs−2taf−1ccr−4cap−1F26C11.3ggtb−1Y73B3A.12smn−1F31E3.6rnp−7ncbp−2nsf−1tufm−2F23B12.5plc−1rpn−9Y54G2A.17F45H10.2C08H9.3nuo−1rsp−1let−363unc−73C29F9.8W07E6.2rnp−4sru−41pro−2chp−1sams−2rpn−8smgl−1mcd−1T01H3.2bec−1F25H2.4aps−3Y23H5B.5xnp−1mrs−1F38A1.8C03A7.2Y48G8AL.5C56G2.3eft−1let−711eif−3.Bpqn−27ntl−4eat−6wrs−1T07A9.14ccf−1Y46G5A.4xpo−2K08D12.3cdc−37pad−1atx−2cct−1vha−13eif−3.Ccct−7vha−12nrs−1lin−40T27A3.2hsp−2emb−9C09G4.2sru−10F40H6.6F46A8.3fln−1Y57E12AL.6F29A7.6W03F9.2mek−1mdt−15taf−10chc−1sams−4Y102A11A.3ent−2gfi−2mup−2zyx−1D2045.7F43G9.1T26A5.8ntl−2T20B12.7Y71H2AM.20snr−1snr−3pqn−59let−418dli−1F54C4.1F01G4.6sca−1H28O16.1act−4pbs−6rpn−6fum−1C06E4.6pat−2rpl−3W09C5.8rps−7rpl−1T04A8.6rpt−4W02F12.5C44E4.4rpa−2gei−4cpf−2rps−19srh−215nhr−6sos−1Y73B3A.18ZC247.1gtl−1vps−37F59H6.3ned−8ykt−6grl−17F22D6.8T19D12.2C16A3.6his−43ZK1128.4ptr−24rps−27rpl−18rpl−17rps−20atp−3rps−5his−73F29B9.11Y56A3A.18rps−13rpl−33rpl−26tat−4F10D7.5nurf−1nipi−3rps−18rpl−30tct−1arx−5dlc−1F28C6.8cap−2oac−26srz−23pax−3hel−1evl−20hlh−30pmk−2unc−18F35G12.2rps−30rps−3act−3ant−1.1Y41D4B.6vab−10Y65B4A.9cup−2unc−60orai−1T21H8.1ceh−18grl−25rrt−1fnta−1rpl−5ard−1tag−174rps−29rpl−31ZK829.4rps−23ZK262.8Y111B2A.12elb−1B0495.6Y37D8A.18F09G8.3gon−2F15D3.7Y74C9A.3Y43F8C.8unc−52B0261.4kin−3rps−11rpl−6cco−2cco−1lpd−9glb−4dpy−30K12H4.5rps−26F27C1.2Y54E2A.1lgc−46arx−4ZK856.10rpl−32rpl−2fos−1K02B12.3C14A4.11mec−7sbp−1egl−8lsy−2rpl−21T11G6.8ubl−1C30H7.2aldo−2rpl−19Y106G6H.6knl−3F18A11.6ehbp−1kbp−1ada−2Y87G2A.1gon−4ZK856.11F17C11.9ekl−6T06E6.1F53F4.11F58B3.4tag−322mes−1B0513.7T10H9.3ubq−1skr−17aspm−1him−10K06B9.2T26A8.4C33H5.18kbp−4rib−1E03H4.8C37H5.6pop−1uba−2Y17G7B.20sop−3snt−2hlh−12Y105E8A.29unc−11ssl−1cyk−1ntl−3rpn−2psf−1smk−1pcf−11T09E8.1mbk−2mel−11tag−332mpk−1cdc−48.1gmn−1F10E9.5F52C6.3nra−1C15C6.4T08A11.2mtx−1lsy−22cul−4npp−4Y48G10A.4gpr−1rfc−1mom−5hda−2chk−1K08F9.4ppfr−4F13H8.7T08B2.5cdt−1Y39A1A.13pbrm−1lin−45met−1mut−2mdt−17C16C8.4egl−45F19F10.9C18A3.3str−161exoc−8dpy−2636982orc−2vha−18W04D2.4T08D2.5ZK632.2gei−11knl−1Y39B6A.49M18.8F53B2.1sna−1pas−6htz−1Y41E3.1psa−4rpn−7ubc−9ran−1dcn−1C07A9.2rab−8thoc−2cyl−1cdc−26C23G10.8ZK1127.6Y23H5B.6Y73B3A.10T01B7.5Y71H2AM.17K08F11.6hrp−1mdt−6crn−1C56A3.9C09H10.7bath−44mdt−8trr−1paqr−2ent−1rpt−5rsp−3lmn−1skn−1tag−77let−502gck−1clr−1rfp−1scc−3Y37D8A.11mrg−1mys−1age−1W01A8.5C06A5.3tam−1sna−2C50E3.5F59E12.3C50A2.2C30C11.4npp−19F25H8.2Y53C12B.2T02C12.2smr−1D1054.14mel−28lpd−7Y66H1A.4ZK616.4lin−53F33H1.3mig−22Y48G8AL.1ekl−4pfn−1F45F2.10hsr−9cdtl−7snap−29R02D3.3C34C6.4cfim−1C34G6.1mex−1spdl−1prg−1Y71G12B.1M116.5mat−1lin−1337135ZK418.8D1081.8tag−49pri−2act−2cdl−1scc−1kin−18rsp−8K01G5.5lin−9ulp−2hsp−1smc−3ppk−1trs−1rpn−1Y48G1C.7ima−3let−2gld−2ZK512.7sco−1rpb−11F54C4.3rrt−2pbs−1F28F8.5hlh−2inx−3Y38E10A.3F27C1.4F11A3.2hsf−1F42G2.6snap−1lin−52C26E6.12Y55F3BR.1W09C3.4K02F3.2exos−9cra−1zfp−2tag−298sas−4unc−59stip−1npp−2T12F5.1F56G4.4chtl−1zyg−1F16D3.4ulp−1F56D1.1C05D2.6mcm−6C36B1.8hmg−3pole−2apc−2mig−32pme−2B0361.2rrbs−1bed−1cel−1sptf−3ego−1asb−1Y48G1BM.1drs−2Y73B3B.5ran−3fem−1rfc−4wve−1B0361.8C32D5.3mat−2Y53F4B.13B0035.11rbd−1C26E6.6H20J04.4H06I04.3F43D9.3Y50D7A.4Y48G1C.8chk−2D2096.11let−858Y75B8A.7B0545.4oac−27F23B12.7rpt−1daf−21C53H9.2Y54F10AR.1dcp−66rpt−2imb−3rha−1skr−2R08D7.2lin−37C17G10.2msh−2dnj−22C48E7.2C50F2.3F54C9.9yrs−1C01F1.1C27F2.4tba−2spk−1byn−1cct−8irs−1F27C1.6C16A3.4C47D12.2skr−18Y39B6A.36tbc−17Y73F8A.24csn−6C06A5.1CE7X_3.2Y119D3B.11B0273.3rfc−2nol−9C08F8.2nol−6hpl−2F25H9.6Y53C12B.1Y64G10A.13pap−1taf−4prp−17suf−1H35B03.2npp−11atad−3swd−2.2Y110A7A.8evl−14sec−10str−81eat−4ser−3gfi−3mett−10flap−1spr−3tag−246ire−1rps−14rack−1rpl−11.1C32F10.8D1054.3Y105E8A.19C18E9.6D1069.3Y54E10A.10pas−4lin−26apc−10B0495.2rpb−5D2085.3C36E8.1T23B12.2pas−7F23H11.2F01F1.11npp−1set−1fbf−1cyh−1top−1eat−3dic−1dog−1C32E8.5syp−2btb−20fncm−1C16A3.1C44E4.3mog−5cash−1sqv−6ced−12C27H6.9sig−7xpa−1C25H3.8F07E5.5F23F1.9H27M09.1rsp−6cul−1Y62E10A.11fbf−2sec−8rnp−6Y39G10AR.8F46F11.9M01F1.7pnk−1T07A9.9T07G12.8K01D12.2zfp−1rpb−12lin−14D2085.4E02D9.1F13B12.1T09A5.9ucr−1F29G6.3Y71H10B.1inf−1riok−1nol−1cct−2tba−1snr−2Y54E10BR.4B0261.1F53B6.5nud−1dbr−1M03F8.3par−2frs−1ekl−1ubc−12tcer−1rsr−2C18A3.5R02F2.7pgs−1F56D2.2tbg−1npp−10rad−23iffb−1rsr−1rps−6tag−173W02A11.1ran−2eif−3.Dnol−5F08F8.2F09F7.3F53H1.1ril−2F25E5.4Y17G7B.18Y102A5C.6fem−2cdc−6T05E8.3Y75B8A.24xrn−2fib−1sex−1cchl−1K07C5.4B0464.2nmt−1uba−1csr−1cacn−1F14B4.3nol−10rha−2C06A8.2npp−17cir−1efl−1mes−4imb−2ztf−8C18E3.2sdz−30F25B3.6F55A3.2ZK1098.1C47E12.2sqv−8C35D10.13Y67D8C.3R05D3.1hlh−14Y66A7A.5ZK742.2Y51A2D.7set−2pri−1fbxb−41F54D5.11kbp−3F12F6.7F43D2.1cpf−1F54C8.4lin−65F25H5.5met−2mau−2cfim−2saps−1K07C5.6emb−27T19B4.5brc−2ZK1098.2his−39his−45C32E8.3his−34his−53his−61D2045.8cki−1his−8his−24his−64his−63sdz−24ins−22ilys−4ina−1kgb−1nekl−2blmp−1din−1his−41F59C6.5mnat−1T08B2.8prs−1ZK1098.7F45G2.8clk−1Y95D11A.1pho−1C34B2.10eif−3.FT14B4.2imp−2arf−3F38E11.5Y71G12B.11Y56A3A.6dgn−1lit−1W03F8.10C03H5.2dlg−1inx−12eps−8ZC123.3cog−1rpl−13rps−9atp−4rpl−25.1his−4sma−6daf−9egl−15K07A1.3tnc−2lin−12C39E9.10his−32sulp−8mdt−31E04F6.4nhr−44C36E8.4egl−43F49C12.12fat−2vha−17kin−29ver−2ceh−6mca−2rpl−39C38C10.6C48E7.1C05C8.7C03D6.1F29C6.1clec−178fmo−3T03D8.2Y51H7BR.8hlh−1trpa−1gpc−2tag−273F54D1.6lon−1D2045.9unc−120vab−2F29G6.1C55F2.1C01B9.1hsp−3C30F12.6dre−1C14B9.2hpl−1rpl−11.2peb−1inx−13asg−2F45F2.9tpst−1F41C3.4C11E4.6F45E4.7dnj−21vha−1atp−5F25H5.6T13H5.5C05D11.10C53D5.5dpy−27pfd−2K12H4.4F59E10.3rig−1tag−234his−37iff−237043C27H5.4pat−6E04A4.5gut−2arx−3nxt−1rps−24W01A8.4let−60pha−1rps−22rps−8F13C5.2lin−29rpl−23rpb−8rpl−15dpm−3F37C12.3pfd−5B0284.6lis−1sti−1cct−3tsn−1sgt−1sem−5rho−1F15E6.9let−526pde−5gyg−1gas−1nhr−45rpl−35ubq−2rps−21F29C4.2rpl−24.1T27F7.3nhr−269C45G9.11his−56aps−1egl−30egl−19ZK686.3T01E8.6sdhb−1isp−1lev−11rpa−0F25H2.5D2013.6arf−1.2cif−1vha−4his−72F23H11.5pat−10ftt−2vha−10clpp−1rpb−6map−2hrp−2uaf−1egl−18lin−59F23F1.5F53A3.7F10G2.2C30C11.1T02E9.3ril−1R53.4R144.11tufm−1pah−1unc−104nhx−2vha−16Y48E1B.5F32D1.2F32D8.13JC8.5F16B4.6F25B4.6F59A3.3efn−4arl−5ppp−1Y106G6H.14exos−1let−413hid−1vha−19ksr−1pept−1F37C12.14ceh−43Y40B1B.7lin−25kin−2sft−4tag−53sams−1egl−13hmr−1Y25C1A.5hsp−60hsp−6Y71F9AL.17pabp−2emo−1W06H3.3D2096.8puf−12ptd−2imb−1tag−144T05H4.6acoq−8adm−4sqv−7snr−6snr−5C24F3.2ula−1ZC434.4pbs−4pas−3ZK1236.7cpsf−1C47E12.7frh−1asg−1F11A10.2rpb−7gsp−1R09F10.3rpl−22W04B5.4nduf−7F29C12.4B0416.5let−767ubl−5Y110A7A.11Y47G6A.9B0205.6Y64G10A.6nhr−112crm−1clh−2sor−1pfd−3rpl−7F37A4.6eif−3.Emig−15pqn−83F21D5.7unc−112baf−1R01B10.3tir−1sox−2F42C5.9pat−4elt−2let−805eft−4Y54E10BR.5icd−1lpl−1asb−2cyc−1apb−1Y54G2A.2stn−1C37C3.2ptp−3eif−3.IY39A1A.6W10G11.19lin−1hbl−1rnt−1ins−17nhr−25pha−4pbs−3C15H11.8pfd−1T10F2.4F10G8.6pkc−3Y57G7A.10Y65B4BR.5F23H12.2K11B4.1F25E5.1lin−66csnk−1emb−8ifg−1ZK550.3W04B5.5Y63D3A.8sqv−3dnj−13vrs−2F56D2.6cid−1act−5cct−4hrs−1T28D6.6nfyc−1sqv−4rpt−3hgrs−1Y57G11C.15acs−1elo−2inx−9F09D1.1fat−7C27F2.10rsks−1itr−1Y71F9AL.12W06E11.1Y50D7A.2unc−37sdc−2cdk−4psa−1Y105E8A.23tsfm−1T22H9.1ngp−1prp−21rpl−41T13H5.4T20B12.1M04B2.4ZK265.6T20B12.3ZK858.7vrs−1F33D11.10ars−1K07F5.14Y18D10A.9T09B4.9tag−170mog−4csn−1F19B6.1T25G3.3C16C10.2ddb−1H19N07.1C23H3.5F43G9.12drh−3ZK1127.5lin−35eri−6tag−345AC8.6R05H10.2snr−4tag−256Y37H9A.3cct−5B0238.11K04C2.2rab−10scpl−4R13A5.7icl−1gip−2W04A4.5spt−5csn−2R07E5.1F55A12.8cul−5C46F11.4cpsf−2F20D12.2prp−4cdc−48.3T26A5.4snr−7F59A2.5ers−3Y49F6B.2Y105E8A.20Y59A8B.6mdt−19tag−335Y39B6A.33ZK512.2C48B6.2mrpl−41wah−1vhl−1fat−6phb−2sptl−3ZK795.3abce−1pfd−6Y39A1A.14Y44F5A.1stl−1gop−2col−48pes−8osm−7M02G9.1F56C11.6F26A10.2chs−2F37A4.5nep−1F14F11.2Y47G6A.15col−131Y32G9B.1his−44his−5his−3his−11his−9his−18his−17fipr−1mua−3ugt−59F53B2.10src−2aps−2F37C4.4M05B5.2T19B10.9H19M22.3fog−3C09F5.1cyp−42A1acn−1fbn−1let−653F10B5.3F23H12.5Y38H8A.1noah−2F01G10.9bli−1qua−1ptr−4
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F56D2.6
hecd−1
ima−3
Y46H3C.4
E02H1.1
aco−2
mag−1
xol−1
rpn−12
skr−1
K12H4.5
sid−2
ZC449.3
snr−7
smg−2
W06E11.1
R03D7.4
haf−6
Y110A7A.19
D2096.8
T23D8.3
gfl−1
zfp−3
vha−11
rpl−25.2
sams−3
Y38A10A.6
AC8.6
C16A3.4
drh−3
F43G9.12
cpsf−2
ZK1127.5
W04A4.5
prp−17
Y61A9LA.10
prp−21
rnp−2
ZK1127.4
Y71G10AL.1
ruvb−2
T25G3.3
mfap−1
T08G11.4
top−2
xpo−2
mut−7
mut−15
ZK1127.6
tcer−1
ubc−12
rpn−10
htz−1
mut−16
npp−9
F54D11.2
rde−1
mut−2
lin−5
cfim−1
rde−4
cdl−1
sin−3
rha−1
pop−1
T24B8.7
T02C12.3
isw−1
K08E5.1
sid−1
kle−2
rba−1
rsp−7
C12D8.1
spd−5
rsd−2
ZK1127.3
hda−3
ran−3
CD4.7
haf−2
pro−2
ekl−1
mtk−1
npp−16
set−16
xrn−1
rde−2
smg−5
T23B12.1
set−2
drh−1
swd−3.1
npp−1
F26E4.4
dcr−1
F32A11.4
smg−6
zfp−1
ncl−1
ncbp−2
sago−1
cpf−2
F43G9.1
C34E10.8
eri−1
imb−2
rha−2
T19B4.5
C04F12.1
C06A5.1
M03C11.3
ego−1
mes−4
mom−2
cin−4
set−33
uri−1
D2089.2
drh−2
F59A3.3
nrde−3
ppp−1
pqn−70
haf−4
dpy−20

RNA interference
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cdd−1

F44A2.5

Y18D10A.8

Y52B11A.10

ncbp−1

ifg−1

glh−1

rnh−2

let−858

smg−3

glh−2

RNA metabolic process
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B0024.11

Y73B6BL.29

K07E8.7

pus−1

F25B5.5

cdd−1

Y92H12BL.1

Y92H12BL.4

tag−124

cdd−2

RNA modification
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pap−1

F43G6.5

T15H9.6

gld−3

gld−2

RNA polyadenylation
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taf−11.2

pal−1

Y111B2A.13

T24H10.1

pqn−51

taf−7.1

pop−1

taf−6.1

tag−342

ZK550.4

C25H3.6

tbp−1

taf−6.2

taf−11.3

taf−11.1

tlf−1

Y73F8A.24

Y39B6A.36

B0336.13

hlh−4

taf−13

F54D5.11

taf−10

RNA polymerase II transcription factor activity
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tbx−9

pal−1

tbx−2

elt−2

tbx−8

skn−1

hlh−6

hlh−1

tbx−7

RNA polymerase II transcription factor activity, enhancer binding
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dpy−22

let−19

mdt−22

mdt−1.2

mdt−4

mdt−6

mdt−8

sop−3

rgr−1

let−49

mdt−31

mdt−18

mdt−10

mdt−11

RNA polymerase II transcription mediator activity
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drsh−1

BE0003N10.1

F33H1.3

adr−2

cids−2

F53F4.11

Y43B11AR.3

Y59A8B.6

F02A9.4

exos−7

H24K24.4

F33D4.5

exos−4.2

rnp−4

crn−5

exos−8

K01G5.5

C50F2.3

let−716

C05D11.9

dcr−1

adr−1

F55B12.4

suf−1

T14B4.1

cids−1

rbd−1

B0035.12

crn−3

swp−1

M03F8.3

C07H6.4

tut−1

rsp−6

F25B4.5

Y45F3A.9

C44E4.4

rpl−1

exos−9

prp−21

RNA processing
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H06I04.3

R74.7

T08G11.4

F45G2.9

C38D4.9

rRNA methylation
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C25G4.3

fib−1

C15C6.4

pro−1

C31E10.1

Y45F10D.7

C16C10.2

H06I04.3

nol−1

nol−6

Y23H5B.5

Y53C12B.1

Y48B6A.1

F27C1.6

E02H1.1

C47E12.7

rRNA processing
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sax−7

tni−3

unc−27

stn−2

tni−4

sarcomere
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chn−1

mup−2

unc−27

dyb−1

stn−1

dys−1

dyc−1

unc−45

slo−1

sarcomere organization
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sulp−7

sulp−5

sulp−2

sulp−4

sulp−8

sulp−3

secondary active sulfate transmembrane transporter activity
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his−38

his−64

T19D2.3

egl−15

F41C3.4

F59E10.3

npp−20

Y110A7A.7

let−268

Y71F9AL.17

F38E11.5

kin−2

sft−4

let−60

Y105E8B.5

C31E10.7

lrp−1

nrs−2

smgl−2

vps−37

sams−4

snr−1

his−60

sos−1

T24B8.7

czw−1

R12E2.2

R07H5.9

sams−5

his−31

his−67

sem−5

lrp−2

his−56

ahcy−1

Y25C1A.5

uso−1

syn−3

snr−6

snr−5

rab−10

Y49E10.21

vps−20

F56B3.8

snap−1

pmt−1

snr−4

rpl−12

wah−1

vps−32.2

bed−1

T05H4.4

pat−2

paa−1

nsf−1

lpin−1

T05H4.5

sams−3

vab−10

sar−1

C49A1.1

R03D7.1

Y61A9LA.5

taf−5

T14G10.5

sec−23

sams−2

smgl−1

secretion by cell
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dyf−5

fkh−2

osm−1

ifta−1

dyf−2

dyf−11

nph−4

osm−5

che−12

nph−1

dyf−6

daf−10

sensory cilium assembly
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arr−1

C04E12.12

Y17G7B.14

Y49E10.24

ZK938.4

R06B9.1

T20D4.6

F35F10.12

F15A4.9

R06B9.3

sensory perception
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srb−16

srg−58

srv−4

sru−12

srg−42

sre−16

srg−45

srb−7

srg−27

srg−31

sra−35

srv−10

R11G10.3

srab−23

srg−60

srg−64

srg−4

srg−13

srg−16

sru−25

srg−29

srg−14

srv−7

srg−32

Y57G11C.46

srv−15

sra−14

sra−36

srv−8

srg−19

sru−6

srg−47

sru−9

sra−38

sra−22

sra−21

D2023.1

srg−66

srv−6

srg−55

sru−15

srb−11

srb−2

sru−47

sru−18

srab−10

srx−34

srg−48

srb−13

srg−53

srab−21

srv−13

srg−44

sra−34

srab−13

srg−69

srab−25

srb−3

srg−22

sra−29

srab−26

sra−4

srg−46

sra−20

sru−4

sre−5

srg−5

sra−32

srx−62

sru−13

srg−1

srg−7

srb−17

srb−18

srg−8

srg−56

srg−9

srx−41

srv−29

srg−21

srv−11

srg−57

sru−16

srg−54

sru−19

srg−41

srg−39

sra−8

srg−65

srab−22

sra−3

sra−13

Y54G2A.38

sra−25

srg−68

sru−11

srv−14

srv−9

srg−2

srg−38

srv−2

srg−30

srg−33

sra−7

srg−24

srg−37

srb−6

sra−33

sru−23

srg−67

srg−36

sru−17

srv−22

sra−17

sre−21

srb−8

sra−18

sra−2

sre−23

srg−51

srg−59

srg−28

srv−5

srg−6

sra−31

srg−3

srg−20

sre−15

srg−62

srg−61

sre−1

srb−19

sra−27

srb−12

srab−2

srg−11

sre−4

sru−8

srg−23

T10G3.2

srv−30

sru−2

sru−24

srv−3

srab−3

sru−28

sru−21

srab−12

sra−26

srab−20

srab−18

sru−36

sra−37

srb−15

sra−11

srab−9

sre−11

srg−25

srab−14

srab−4

sra−9

srg−50

sre−12

srg−10

srab−24

T10G3.4

srx−36

srv−16

sra−30

srg−15

sru−20

srb−1

sra−24

srg−26

srab−17

F27E5.8

sra−1

srab−6

srg−40

sra−39

srg−34

srg−17

sra−23

srv−1

srx−68

sru−27

bas−1

sra−10

srb−5

sra−6

sru−35

srab−1

srab−7

sensory perception of chemical stimulus
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hipr−1

unc−97

osm−6

mtd−1

gpa−12

rhgf−1

sensory perception of mechanical stimulus
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T27A8.2
ceh−49
ZK1251.1
Y53C10A.15
pal−1
flh−1
fkh−3
fkh−4
F45C12.15
flh−3
nhr−2
nhr−161
R07H5.10
nhr−210
srt−58
nhr−285
nhr−141
nhr−165
nhr−11
nhr−95
nhr−242
sta−1
nhr−271
nhr−33
nhr−166
nhr−169
nhr−278
nhr−217
dpr−1
F45C12.3
nhr−167
nhr−164
nhr−222
C07E3.5
nhr−89
med−1
pha−2
srx−41
nhr−124
ttx−1
nhr−268
che−1
unc−39
nhr−111
nhr−209
nhr−276
nhr−198
srz−96
unc−55
ttx−3
nhr−283
odr−7
pax−3
nhr−46
vab−15
nhr−257
nhr−281
nhr−184
nhr−171
ceh−28
nhr−248
C09G12.1
nhr−239
ZK1037.13
nhr−38
let−381
ZC204.2
ets−5
nhr−67
nhr−277
nhr−106
nhr−229
nhr−12
nhr−173
nhr−85
nhr−223
nhr−88
ceh−33
nhr−233
nhr−118
lin−14
F40F9.7
nhr−28
daf−3
nhr−261
nhr−72
nhr−236
nhr−4
Y51H4A.4
nhr−13
nhr−158
ceh−44
dis−3
F19F10.5
nhr−81
crh−1
Y66A7A.5
nfi−1
nhr−22
sre−42
ZC376.7
nhr−152
nhr−192
nhr−34
nhr−82
nhr−119
nhr−75
nhr−174
fkh−2
C07E3.6
ces−2
lin−40
zip−4
ceh−51
F23F12.9
nhr−55
C52B9.2
nhr−132
nhr−180
fos−1
xbp−1
fkh−9
nhr−247
T26A5.8
mxl−1
mbf−1
nhr−187
egl−38
ceh−14
nhr−48
nhr−71
nhr−36
nhr−49
daf−16
srh−215
nhr−5
nhr−6
fax−1
nhr−53
nhr−221
nhr−253
ces−1
his−60
his−1
his−26
nhr−9
lim−6
ceh−18
let−607
nhr−215
nhr−267
nhr−264
zip−3
W08E12.1
fkh−6
nhr−70
ceh−31
nhr−45
nfyc−1
nhr−84
irx−1
nhr−256
sdc−3
nhr−1
nhr−23
C40D2.4
nhr−262
nhr−252
ceh−24
nhr−77
R03E1.4
end−1
F19F10.1
nhr−241
nhr−42
nhr−19
nhr−206
nhr−21
nhr−134
nhr−175
his−66
his−47
K06A9.2
his−62
his−58
nhr−133
his−43
nhr−26
C50A2.4
nhr−159
nhr−157
nhr−131
atf−5
nhr−213
sknr−1
nhr−199
nhr−87
nhr−238
nhr−56
nhr−117
fkh−7
nhr−64
nhr−58
lin−1
alr−1
nhr−218
nhr−110
nhr−107
nhr−212
nhr−195
nhr−211
nhr−79
nhr−18
nhr−96
nhr−90
nhr−122
nhr−101
nhr−99
nhr−32
zip−2
elt−7
37043
mdl−1
his−4
nhr−208
nhr−127
nhr−170
nhr−80
nhr−41
ceh−7
ceh−23
nhr−274
nhr−188
nhr−216
nhr−140
nhr−126
nhr−128
T23C6.5
his−68
nhr−61
ceh−36
atf−6
unc−30
mls−2
nhr−92
vab−7
nhr−27
dve−1
nhr−146
nhr−35
nob−1
nhr−183
ceh−37
elt−2
his−65
nhr−145
tag−97
nhr−204
nhr−227
nhr−108
nhr−104
elt−4
nhr−8
ceh−12
ceh−19
egl−5
nhr−50
nhr−94
nhr−112
nhr−52
F28H6.2
ceh−1
C50H2.6
nhr−78
F34D6.2
C27D6.4
nhr−31
ceh−48
php−3
nhr−258
nhr−51
Y53F4B.3
med−2
nhr−243
nhr−102
nhr−135
ceh−43
nhr−115
nhr−125
nhr−225
nhr−20
unc−86
ceh−32
unc−4
nhr−54
ceh−27
zag−1
nhr−203
lim−4
nhr−186
nhr−137
nhr−219
nhr−63
nhr−25
nhr−120
ceh−16
nhr−40
ast−1
nhr−69
nhr−251
ceh−6
tab−1
vab−3
ceh−8
lin−11
ceh−30
unc−42
elt−3
sel−7
pha−4
nhr−269
dsc−1
daf−12
nhr−15
nhr−138
mef−2
lin−32
nhr−196
nhr−272
nhr−189
nhr−190
ceh−17
nhr−105
ceh−45
nhr−193
nhr−142
nhr−130
fkh−8
nhr−44
nhr−143
nhr−260
nhr−228
ceh−34
elt−6
nhr−129
C49C3.5
nhr−109
ceh−2
Y53C12C.1
ets−4
mab−3
ceh−10
nhr−182
zip−5
his−37
nhr−103
nhr−100
nhr−181
nhr−178
nhr−136
nhr−176
nhr−83
nhr−116
nhr−10
mec−3
nhr−207
nhr−59
nhr−150
nhr−163
nhr−202
nhr−205
nhr−237
nhr−270
lin−31
nsy−7
ceh−22
nhr−147
nhr−3
ZC123.3
cog−1
his−35
ceh−13
unc−120
nhr−153
C24A1.2
fkh−10
nhr−155
peb−1
cky−1
nhr−60
nhr−168
nhr−273
nhr−97
ceh−9
K04C1.3
nhr−47
nhr−139
nhr−121
nhr−30
dpy−27
nhr−154
nhr−162
nhr−231
nhr−65
nhr−286
nhr−177
nhr−232
nhr−201
nhr−16
nhr−62
nhr−172
lin−39
F54A5.1
nhr−7
unc−62
C48E7.11
flh−2
egl−18
aha−1
nhr−37
nhr−275
nhr−149
his−56
nhr−197
nhr−14
unc−130
nhr−230
nhr−17
T13C5.4
R04A9.5
nhr−226
nhr−220
nhr−123
nhr−98
nhr−179
ceh−41
nhr−57
ZC376.4
nhr−114
ceh−60
tra−1
nhr−254
ceh−39
ceh−40
ceh−21
hlh−2
F42G2.6
hsf−1
pop−1
his−33
his−31
end−3
his−67
lim−7
nhr−156
ceh−5
Y38E10A.6
atf−7
egl−27
oac−20
pes−1
nhr−255
hlh−3
C02F12.10
fkh−5
ceh−38
dro−1
nhr−266
Y53C10A.3
skn−1
C34B4.2
nhr−86
nhr−66
nhr−39
sex−1
T21B4.17
Y74C9A.4
nfyb−1
elt−1
lag−1
nhr−76
nhr−185
his−34
his−53
his−38
his−61
his−39
his−64
his−8
his−44
his−5
his−3
his−18
nhr−113
atf−2
his−11
nhr−148
nhr−91
R06F6.6
nhr−74
nhr−265
mab−5
ceh−20
his−41
nhr−68
nhr−43
nhr−234
nhr−245
nhr−73
F17A9.3

sequence−specific DNA binding
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C08H9.1

F32A5.3

K10B2.2

Y40D12A.2

F41C3.5

Y32F6A.5

Y16B4A.2

K10C2.1

F13D12.6

trs−1

serine−type carboxypeptidase activity
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C06C3.8

F46F5.5

T21E12.3

rom−4

try−7

try−6

F25E5.7

try−8

C34B2.6

F21H12.6

try−9

ZK930.6

bli−4

try−4

Y44E3A.6

try−5

F19B2.7

try−10

F25E5.4

C08G5.1

R13H4.6

rom−3

aex−5

rom−2

rom−1

kpc−1

rom−5

egl−3

try−2

T23G4.2

clpp−1

F48C5.2

Y75B8A.4

try−3

try−1

F48E3.4

fbn−1

cutl−28

serine−type endopeptidase activity
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Y57G11C.5

K11D12.13

F15D3.4

R01H2.4

C31H1.2

C10G8.3

K11D12.6

C02F12.5

C54D10.10

E01G4.5

srp−2

srt−72

srt−40

plx−1

B0365.7

srh−248

srh−241

ZC504.1

srp−5

T21D12.12

C28G1.2

srp−8

mec−1

Y26D4A.9

M01G12.5

srh−252

EEED8.10

F27B3.5

spon−1

srp−1

sid−1

srp−6

M01G12.2

C10G8.2

mek−1

tag−290

B0222.5

F35B12.4

mec−9

srp−3

F22E12.1

K12G11.6

crm−1

srp−7

Y55F3BR.2

ZC84.1

F32D8.7

R12A1.3

C08G9.2

T22F7.3

Y39B6A.8

C49C3.10

bli−5

E01G6.1

T21D12.7

ZC84.6

K11D12.11

Y43F8B.3

Y57E12AR.1

B0284.3

W05B2.2

K11D12.7

ZK287.4

F30H5.3

Y49G5A.1

C34F6.1

K10D3.4

mlt−11

serine−type endopeptidase inhibitor activity
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Y41E3.18

dpf−3

F36H5.8

dpf−2

F01D5.8

F01D5.7

F28E10.5

dpf−1

K12H4.7

K01G5.10

Y54E10BR.5

dpf−4

pcp−3

T05H4.6a

F56F10.1

immp−1

pcp−2

pcp−4

pcp−1

F19C7.2

pcp−5

F19C7.4

immp−2

nra−3

C26B9.5

fkb−8

dpf−6

che−14

serine−type peptidase activity
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act−3

lev−11

unc−60

unc−87

vab−8

striated muscle thin filament

−2 −1 0 1 2
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ram−2

dpy−5

sqt−1

dpy−10

dpy−2

bli−1

rol−6

bli−2

structural constituent of collagen and cuticulin−based cuticle

−2 −1 0 1 2
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col−149

col−147

col−103

col−98

col−116

col−171

col−44

col−35

col−165

col−154

col−105

col−117

col−168

F59F5.4

col−153

col−75

col−2

col−183

col−50

col−114

col−40

col−102

col−51

col−158

dpy−17

col−132

col−121

col−86

col−37

col−55

col−185

col−151

col−64

dpy−14

sqt−3

col−84

col−33

col−34

col−63

col−76

col−68

col−61

col−148

ram−2

col−118

col−150

col−36

col−125

col−169

col−166

col−145

col−170

col−167

col−180

col−176

col−10

col−172

col−90

col−58

rol−1

col−138

col−69

col−97

col−174

col−71

col−14

col−104

col−38

col−175

col−43

dpy−3

col−73

col−48

col−112

dpy−4

col−109

col−111

col−123

col−182

col−173

dpy−5

dpy−13

col−54

col−41

dpy−8

dpy−2

dpy−9

dpy−10

dpy−7

bli−2

lon−3

bli−1

sqt−1

col−110

col−79

rol−6

sqt−2

rol−8

col−152

col−120

col−107

col−155

col−65

col−113

col−156

col−89

col−130

col−49

col−144

col−157

col−77

col−162

col−13

col−133

col−91

col−161

col−141

col−60

col−88

col−137

col−96

col−9

col−95

col−108

col−101

col−94

col−119

Y69H2.14

col−20

col−45

col−85

col−160

col−92

col−93

col−159

col−127

col−12

col−146

col−39

col−142

col−122

col−178

col−80

col−140

col−143

col−106

col−124

col−129

col−179

col−184

col−181

col−139

col−7

col−62

col−19

col−81

structural constituent of cuticle
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mec−12

Y71G12B.11

act−1

tbg−1

gei−4

act−4

structural constituent of cytoskeleton
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F29B9.10

T08B2.8

Y48E1B.5

F13G3.11

C30C11.1

rpl−39

rpl−11.2

T03D8.2

rps−22

rps−8

rpl−23

rpl−15

rps−24

rps−9

rpl−25.1

Y54E10A.7

rpl−13

rpl−35

rps−21

rpl−24.1

rps−12

T01E8.6

rpl−25.2

rpl−9

rps−16

rpl−14

F43C1.6

M01F1.6

rpl−37

rpl−29

W01D2.1

rps−17

Y37H9A.5

rpl−22

K11H3.6

B0303.15

rpl−24.2

rps−15

Y37E3.8

W06H3.3

B0205.11

F59A3.3

W09D10.3

Y57G11C.34

T14B4.2

srv−31

F33D4.5

F11C1.5

Y48C3A.10

Y39A1A.6

Y92H12BR.8

mrps−5

T04A8.11

B0261.4

F56B3.8

F53F4.11

rpl−32

rpl−2

fshr−1

fbxa−164

rpl−43

F56D1.3

tag−312

fln−1

cyld−1

feh−1

rps−18

Y119C1B.4

rps−11

rpl−6

R11D1.9

rpl−30

rpl−10

W04D2.5

CD4.3

T26G10.3

rpl−34

rpl−7

rpl−27

rps−5

rps−27

rpl−18

rps−29

rpl−17

rps−20

rps−26

rps−1

M28.5

rpl−38

T23B12.3

F45E12.5

rpl−20

rpl−36

rpl−12

rps−2

rpa−0

rps−4

rps−0

Y50D4A.1

T23B12.2

rpl−11.1

ZC262.8

elpc−2

C26E6.6

rpl−3

rps−23

rps−19

rps−7

rpl−1

rps−14

rpl−4

ubl−1

rps−6

rpl−19

rpl−28

Y37D8A.18

F09G8.3

W02A2.5

rpl−21

rpl−5

rpl−31

rps−30

rps−3

rps−13

rpl−33

rpl−26

rpl−41

C37A2.7

rps−28

Y48G1C.5

F55D12.6

B0222.10

B0244.9

Y52B11A.9

spe−41

T06E4.5

structural constituent of ribosome
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Y38H6C.19

K07E8.1

Y37E11AL.4

R105.1

F28A10.8

C18D4.4

T02H6.9

C08G5.3

T02H6.4

Y39F10C.1

F46F5.13

Y9C9A.1

T04B8.1

Y39A3A.3

Y40B10B.1

Y46B2A.3

T23F4.5

C47A10.12

T02H6.7

Y54E2A.9

Y57G11A.2

structural constituent of vitelline membrane
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mec−12

tba−8

clc−2

syd−2

F45G2.4

mua−6

ifa−3

osm−10

che−13

M03E7.1

F53B3.5

cdh−3

chc−1

clic−1

erm−1

ifd−2

ifb−2

tba−4

let−2

hmp−1

ifc−1

F42G2.5

C25D7.12

K07F5.7

bbs−8

tba−5

T08G5.8

tba−2

Y54G11A.9

C01G10.14

tba−1

F40G9.9

ssp−9

R08H2.10

deb−1

mec−7

ifb−1

ifa−1

C54E10.1

ZC196.2

him−10

him−17

Y105C5B.19

tbb−1

tbg−1

unc−76

cle−1

ifc−2

lmn−1

C34D10.1

F58A3.4

tba−9

tbb−4

Y71F9AL.17

F38E11.5

Y25C1A.5

tbb−2

C18F10.9

K08E3.2

T14G10.5

vpr−1

tbb−6

tba−7

Y39B6A.3

M199.2

ifd−1

tba−6

B0336.11

jph−1

F10C1.8

D2007.2

Y19D2B.1

ctn−1

unc−52

che−2

ifp−1

unc−112

itx−1

Y50E8A.2

ben−1

F57A10.2

E03H4.8

C14A4.8

C15H11.1

K06A5.3

F38H4.6

tag−164

Y48B6A.5

C35A5.4

ssp−16

Y116A8A.2

Y23H5A.4

C25D7.1

C35E7.9

Y53C10A.15

F13H8.12

ZK688.12

Y41C4A.7

dct−9

Y116A8A.7

F54H5.3

ifa−4

msp−3

msp−49

msp−76

msp−81

msp−51

msp−55

msp−19

msp−59

msp−56

msp−78

msp−79

F13A7.1

T05D4.5

C36H8.1

F36D3.4

K05F1.9

ZK354.7

F36H12.3

F42A9.7

T22B3.3

C34D4.3

F52F12.8

msp−31

Y38F2AR.10

C35D10.11

W03D8.5

Y53F4B.19

F53B6.4

F44D12.5

C10H11.7

F58E6.5

msp−152

Y59E9AR.1

Y59E9AR.7

Y59H11AM.1

msp−40

msp−33

msp−36

ZK546.3

msp−50

ZK1307.3

ZK1307.4

ssp−11

F44D12.7

ssp−19

ssp−10

msp−64

F21H7.5

W02D9.5

F44D12.3

msp−142

msp−63

msp−32

msp−38

structural molecule activity
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hmit−1.1

hmit−1.2

C35A11.4

F53H8.3

Y37A1A.3

F13B12.2

R09B5.11

H17B01.1

K08F9.1

hmit−1.3

substrate−specific transmembrane transporter activity

−2 −1 0 1 2
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lec−6

lec−5

eva−1

F52E1.2

lec−4

C53D6.7

lec−3

lat−2

W04B5.3

lec−10

lec−9

lec−11

lec−2

C27C7.5

lat−1

F46A8.4

F46A8.5

F49F1.11

F46A8.8

F46A8.3

F49F1.9

DC2.3

lec−7

F40H6.5

T02G6.7

lec−1

lec−8

F49F1.10

F22B3.4

pqn−84

F07A11.2

sugar binding

−2 −1 0 1 2
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ugtp−1

ZK896.9

Y63D3A.8

F44C8.7

B0212.4

srf−3

K06H6.3

abts−3

C29H12.2

C03H5.2

pbs−5

F15B10.1

abts−2

ZC250.3

sugar:hydrogen symporter activity

−2 −1 0 1 2
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str−225

H12D21.4

sulp−7

sulp−5

sulp−3

sulp−4

sulp−8

sulp−2

H12D21.7

sulfate transport
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hst−1

hst−6

C41C4.1

tpst−2

Y48G1BL.7

hst−2

F59D12.3

ssu−1

F55B12.2

T09E11.3

C18B2.2

K07H8.8

F56H6.4

C18B2.1

Y87G2A.16

T15D6.1

F17B5.4

T24A6.16

F40C5.1

F56H6.13

K06H6.5

F49D11.3

C31B8.9

T27C5.12

tpst−1

hst−3.2

hst−3.1

F25E5.2

C54F6.3

F36D1.8

F01D5.10

F49D11.6

ZK1025.2

sulfotransferase activity
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sul−3

F28C6.4

sul−2

Y54E10BR.1

sul−1

sulfuric ester hydrolase activity
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sod−2

sod−1

sod−3

sod−4

sod−5

T01D3.3

superoxide metabolic process
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ehs−1

strd−1

unc−31

glo−4

unc−26

nmr−1

gpa−5

nlg−1

pde−4

dlk−1

magi−1

syg−1

rpy−1

acr−23

D1005.3

sol−1

snn−1

ida−1

syd−2

slo−1

acr−2

acr−11

unc−29

snt−1

unc−38

unc−41

ric−4

ins−1

dyn−1

mak−2

ptp−3

unc−13

gab−1

acr−15

unc−17

rpm−1

cho−1

tbh−1

synapse
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syd−2

syg−2

nid−1

strd−1

cle−1

sad−1

syg−1

synapse organization
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ehs−1

atx−3

unc−37

jkk−1

acr−2

acr−11

acr−23

eat−18

cab−1

aex−3

gab−1

acr−15

synaptic transmission
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goa−1

unc−18

unc−75

eat−6

dgk−1

unc−17

nid−1

unc−32

gar−1

unc−63

nra−2

snb−1

ace−2

cle−1

rab−3

unc−64

unc−104

unc−10

acr−16

ric−4

unc−38

ric−3

synaptic transmission, cholinergic

−2 −1 0 1 2
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nud−2

cdk−5

nud−1

dhc−1

lis−1

unc−25

npr−1

unc−43

cdka−1

dbl−1

sek−1

synaptic transmission, GABAergic

−2 −1 0 1 2
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snb−1

unc−26

cat−1

snt−3

snt−2

itsn−1

lnp−1

sph−1

unc−17

rbf−1

snt−5

snt−1

unc−47

rab−3

unc−25

snn−1

snt−6

sng−1

cho−1

synaptic vesicle
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lis−1

lrk−1

lnp−1

klc−2

sng−1

nud−1

unc−26

unc−116

sad−1

cdka−1

unc−16

nud−2

cdk−5

dhc−1

synaptic vesicle transport

−2 −1 0 1 2
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him−3

rec−8

syp−2

scc−1

syp−1

syp−3

coh−1

synaptonemal complex assembly
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mig−10

eff−1

ceh−10

pdi−3

hlh−2

unc−51

plx−1

exc−9

unc−39

vab−8

hlh−14

bec−1

tail morphogenesis
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ptr−2

lin−53

sin−3

ksr−2

hda−1

ani−1

egl−27

eor−1

mab−20

sma−9

exc−9

lin−9

fem−2

uba−1

rba−1

hda−2

hlh−2

mig−32

ptr−23

ram−5

Y54E10A.16

ptr−20

sma−6

unc−129

cdh−3

lin−44

eff−1

kal−1

sma−2

ina−1

mab−5

sma−3

bro−1

spat−3

lin−59

ref−1

unc−130

efn−4

dbl−1

lin−48

mab−9

plx−2

egl−5

nob−1

dpy−30

lin−32

pdi−3

mab−3

lin−17

sma−4

iff−2

eor−2

vab−3

ptr−1

ptr−18

lon−8

ptr−4

tail tip morphogenesis
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hus−1

clk−2

ceh−37

mrt−2

dog−1

telomere maintenance
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cmk−1

gcy−23

gcy−8

tax−4

gcy−18

ttx−1

ttx−3

tax−6

ceh−14

thermosensory behavior
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tax−4

ttx−7

tax−6

ttx−3

dgk−3

thermotaxis
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B0334.3

T26C12.1

W09G3.6

T22B11.5

ZK836.2

thiamin pyrophosphate binding
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pbs−4

pas−3

pas−5

pas−4

pbs−3

pbs−5

pbs−2

pbs−6

pas−6

pbs−1

pbs−7

pas−2

pas−1

pas−7

threonine−type endopeptidase activity
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tatn−1

C14E2.2

C14F11.1

T01B11.2

C16A3.10

T01C8.4

C44E4.3

T09B4.8

gta−1

T01C8.5

transaminase activity
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rpc−1

rpb−2

pap−1

F14B4.3

rpb−3

F43G6.5

C48E7.2

F09F7.3

F23F1.9

rpb−12

rpb−5

T15H9.6

T24H10.1

M106.7

ckk−1

Y105E8A.23

rpb−7

rpb−4

rpb−9

ZK856.10

Y48E1A.1

ama−1

rpb−11

Y77E11A.6

rpb−8

F58A4.9

H43I07.2

K04C2.2

transcription
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klf−3

pha−4

asc−1

sma−9

skp−1

end−1

brf−1

transcription activator activity
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hmp−2

taf−7.1

sys−1

wrm−1

mdt−15

T13F2.2

bar−1

bro−1

transcription coactivator activity
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sepa−1

C29F9.5

Y49E10.27

ldb−1

cbp−1

C49F5.5

F22F1.3

C29F9.6

F40F12.7

K03H1.10

transcription cofactor activity
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unc−37

hda−4

hda−1

hda−3

hda−2

transcription corepressor activity
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ceh−49
tbx−36
sea−1
Y62E10A.17
tbx−9
T27A8.2
tbx−34
Y53C10A.15
F28C6.2
pal−1
flh−1
fkh−3
fkh−4
F45C12.15
flh−3
nhr−2
tbx−35
nhr−169
nhr−106
nhr−210
srt−58
nhr−285
nhr−141
ets−5
nhr−67
nhr−277
unc−39
nhr−111
nhr−209
nhr−276
daf−8
C34D1.2
nhr−198
srz−96
unc−55
ttx−3
pax−3
nhr−46
vab−15
nhr−257
nhr−283
odr−7
Y67D8B.2
egl−44
ldb−1
nhr−281
nhr−184
nhr−236
nhr−4
Y51H4A.4
nhr−13
vab−7
nhr−27
nhr−165
nhr−11
nhr−95
nhr−242
sta−1
hif−1
nhr−271
nhr−167
nhr−164
nhr−89
med−1
pha−2
srx−41
nhr−124
ttx−1
nhr−268
F45C12.3
nhr−214
nhr−61
ceh−36
atf−6
unc−30
egl−46
nhr−33
nhr−161
R07H5.10
nhr−278
nhr−217
dpr−1
nhr−222
C07E3.5
dve−1
nob−1
T18D3.7
ZK418.10
nhr−183
nhr−146
nhr−35
nhr−216
nhr−140
nhr−126
nhr−128
php−3
nhr−258
nhr−51
nhr−287
dmd−7
mab−9
nhr−15
med−2
nhr−243
nhr−102
nhr−135
ceh−7
ceh−23
nhr−274
nhr−188
nhr−171
ceh−28
nhr−248
C09G12.1
nhr−239
ZK1037.13
lin−26
tbx−32
nhr−38
let−381
ZC204.2
dmd−5
tbx−40
tbx−8
nhr−229
nhr−12
nhr−173
nhr−85
zip−3
W08E12.1
C40D2.4
nhr−262
ceh−51
F23F12.9
nhr−9
nhr−166
let−607
tag−68
nhr−36
nhr−49
daf−16
nhr−247
nhr−267
nhr−264
nhr−55
C52B9.2
nhr−223
nhr−88
ceh−33
nhr−282
nhr−132
nhr−180
nhr−133
fos−1
xbp−1
fkh−9
ces−2
nfya−1
C07E3.6
eor−1
nhr−81
zip−4
lin−40
nfi−1
efl−1
ZC376.7
taf−4
nhr−158
ceh−44
crh−1
tbx−41
F19F10.5
Y47D7A.3
Y66A7A.5
nhr−22
tbx−39
nhr−233
nhr−118
nhr−28
daf−3
nhr−288
lim−6
ceh−18
nhr−187
egl−38
ceh−14
Y53F4B.17
nhr−261
tbx−37
nhr−72
nhr−48
nhr−71
cep−1
efl−2
cnd−1
tbx−43
C02F12.10
nhr−266
Y53C10A.3
fkh−5
ceh−38
stip−1
nhr−66
nhr−152
nhr−192
nhr−34
nhr−82
nhr−119
mxl−1
nhr−75
nhr−174
tbx−11
nhr−253
fkh−2
nhr−5
fax−1
nhr−6
C34D1.1
sknr−1
nhr−199
nhr−252
ceh−24
nhr−77
R03E1.4
end−1
F19F10.1
tbx−31
tbx−30
nhr−241
nhr−70
ceh−31
nhr−45
unc−62
egl−13
C48E7.11
dmd−6
flh−2
egl−18
nhr−275
nhr−149
nhr−197
nhr−14
unc−130
nhr−230
nhr−17
klf−3
egl−5
T23C6.5
dmd−3
nhr−182
nhr−8
nhr−50
elt−4
ceh−12
ceh−19
ceh−30
mls−2
nhr−92
nhr−94
nhr−112
nhr−52
unc−86
ceh−32
unc−4
rnt−1
ceh−10
nhr−54
ceh−27
zag−1
lin−48
unc−42
ceh−8
nhr−269
nhr−138
mef−2
pha−4
daf−12
mab−23
dsc−1
ceh−43
nhr−115
nhr−125
nhr−225
nhr−203
lim−4
nhr−186
F28H6.2
ceh−1
nhr−30
ceh−48
nhr−104
nhr−145
tag−97
nhr−204
nhr−196
nhr−272
nhr−189
elt−2
C50H2.6
T20F5.3
nhr−84
irx−1
nhr−1
nhr−23
C27D6.4
nhr−31
nhr−78
F34D6.2
nhr−256
nhr−286
F43G9.12
fkh−10
nhr−157
lin−11
T22H9.4
elt−3
nhr−170
nhr−80
nhr−41
nhr−87
ceh−37
nhr−238
nhr−18
nhr−96
sma−4
nhr−90
nhr−122
nhr−101
nhr−56
nhr−117
fkh−7
nhr−64
nhr−58
lin−1
alr−1
nhr−218
nhr−110
ZK418.11
nhr−107
nhr−212
nhr−195
nhr−211
nhr−79
tbx−2
ceh−45
nhr−193
nhr−105
nhr−99
nhr−32
zip−2
elt−7
nhr−280
37043
sma−3
aha−1
F54A5.1
nhr−7
ham−2
nhr−215
fkh−6
T13C5.4
nhr−131
atf−5
nhr−213
nhr−26
C50A2.4
nhr−159
Y67D8A.3
sma−2
nhr−208
nhr−59
nhr−150
mab−5
ceh−20
nhr−68
nhr−43
mls−1
nhr−207
dmd−4
nhr−163
nhr−202
nhr−116
nhr−10
mec−3
nhr−201
nhr−16
nhr−205
nhr−237
R04A9.5
nhr−226
nhr−177
nhr−232
nhr−154
nhr−162
nhr−231
nhr−65
nhr−62
nhr−172
lin−39
nhr−220
nhr−123
nhr−98
nhr−179
ceh−41
nhr−57
ZC376.4
nhr−114
nhr−3
ZC123.3
cog−1
ceh−13
unc−120
nhr−153
C24A1.2
nhr−270
lin−31
ceh−22
nhr−147
nhr−155
ceh−34
nhr−60
elt−6
nhr−137
nhr−219
nhr−227
nhr−108
nhr−194
nhr−176
nhr−83
nhr−190
ceh−17
nhr−181
nhr−178
nhr−47
nhr−139
nhr−121
nhr−273
nhr−97
ceh−9
K04C1.3
nhr−168
nhr−20
nhr−63
nhr−25
nhr−120
nhr−37
aptf−1
ceh−16
nhr−40
ast−1
nhr−69
nhr−251
ceh−6
tab−1
vab−3
mab−3
zip−5
nhr−129
egl−43
C49C3.5
nhr−109
ceh−2
Y53C12C.1
ets−4
nhr−130
fkh−8
nhr−44
nhr−143
nhr−142
nhr−136
nhr−260
nhr−228
nhr−103
nhr−100
nhr−42
C30G4.7
nhr−19
nhr−206
nhr−21
nhr−175
nhr−134
F49E12.6
nhr−127
nhr−156
nhr−284
nhr−53
nhr−221
Y38E10A.6
C17E4.6
egl−27
atf−7
ceh−5
Y74C9A.4
lag−1
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elt−1
pes−1
nhr−255
Y48C3A.12
nhr−76
nhr−185
skn−1
C34B4.2
nhr−86
nhr−39
sex−1
T21B4.17
dpl−1
ceh−21
ceh−40
ztf−11
tbx−33
F28C6.1
F42G2.6
spr−1
tbp−1
hsf−1
ceh−39
nhr−254
ceh−60
tbx−38
nfya−2
end−3
lim−7
R06F6.6
nhr−74
nhr−265
nhr−244
nhr−113
atf−2
nhr−235
nhr−148
C33D3.3
nhr−91
nhr−234
tbx−7
nhr−245
F17A9.3
nhr−259
nhr−73
sta−2

transcription factor activity
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wrm−1

pop−1

sys−1
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Y71H2AM.12
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wdr−23
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tbp−1

rab−11.1
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rab−7

unc−37
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rab−10

F55F10.1

bar−1

jnk−1

D2030.2

rab−1

unc−108

fos−1

pmk−1

37043

egl−5

let−756

Y52B11A.4

transcription factor binding
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tbx−9

sma−3

tbx−2

sma−4

daf−8

tbx−8

efl−2

daf−3

tag−68

dpl−1

efl−1

sma−2

F49E12.6

tbx−7

transcription factor complex
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taf−7.1

taf−7.2

taf−4

taf−12

taf−1

transcription factor TFIID complex
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his−38

his−5

his−64

his−18

his−56

his−37

F25B3.6

ttb−1

taf−4

ref−2

taf−12

taf−10

taf−9

brf−1

taf−6.1

his−60

his−1

his−26

his−31

his−67

transcription initiation
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his−38

his−5

his−64

his−18

taf−4

taf−12

his−56

his−37

taf−6.1

taf−6.2

his−60

his−1

his−26

his−31

his−67

transcription initiation factor activity
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taf−11.2

Y111B2A.13

taf−7.2

pqn−51

taf−7.1

taf−11.3

ZK550.4

tbp−1

taf−11.1

tlf−1

F54D5.11

Y39B6A.36

B0336.13

transcription initiation from RNA polymerase II promoter
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php−3

egl−5

mml−1

rpl−7

ceh−37

ceh−7

ceh−23

ceh−1

lin−32

lin−11

ceh−30

vab−7

ceh−8

unc−86

unc−4

zag−1

ceh−12

ceh−19

unc−42

ceh−10

ceh−27

dsc−1

T05C1.4

alr−1

ceh−45

hlh−15

ceh−24

hlh−28

Y48C3A.8

bir−1

K10D2.1

C15H11.8

die−1

irx−1

sdc−3

rpb−9

unc−30

mls−2

ceh−28

hlh−4

hlh−13

ttx−1

pha−2

nob−1

dpr−1

C07E3.5

unc−39

hlh−30

lin−22

ttx−3

hlh−16

vab−15

ceh−33

ngn−1

hlh−27

sre−42

hlh−31

hlh−14

ceh−44

crh−1

mix−1

dis−3

taf−5

hlh−10

hlh−33

ref−1

hlh−2

sdc−1

asc−1

hlh−12

cnd−1

ntl−3

tag−153

hlh−3

C02F12.10

srh−215

hlh−26

sbp−1

lim−6

ceh−18

ahr−1

ceh−14

hlh−11

mxl−3

ntl−2

mxl−2

mxl−1

ceh−60

hlh−8

brf−1

pal−1

ceh−40

hnd−1

T24H10.1

dpy−26

ttb−1

oac−20

ceh−5

lim−7

K06A9.2

ceh−31

mdl−1

nhr−3

hlh−19

hlh−6

ceh−13

mec−3

eya−1

Y77E11A.6

ceh−43

hlh−32

hlh−17

ceh−17

ceh−16

tab−1

vab−3

ceh−9

ceh−6

aha−1

fkh−6

T13C5.4

R06F6.6

ceh−20

mab−5

lin−39

ZC123.3

cog−1

ceh−26

ceh−22

chd−3

ceh−34

ceh−2

Y53C12C.1

hlh−1

dpy−27

pos−1

transcription regulator activity
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dpl−1

efl−1

sma−9

mab−10

zag−1

sdc−2

pos−1

transcription repressor activity
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W09G3.6

F19B6.1

C50D2.9

B0035.16

tag−335

Y54E10BR.1

T26C12.1

Y47D9A.1

R53.1

B0334.5

sptl−3

sptl−2

C41A3.1

fasn−1

math−50

ZK337.1

lrp−1

transferase activity
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oac−32

kat−1

mys−1

oac−20

W01A11.2

oac−9

oac−18

oac−10

oac−23

oac−6

oac−8

oac−27

oac−19

Y53G8B.2

oac−14

oac−57

oac−4

oac−24

oac−5

K07B1.4

oac−22

oac−7

oac−43

T02G5.7

oac−17

oac−35

oac−2

oac−38

oac−33

B0303.3

F53A2.7

oac−16

oac−12

oac−59

aco−2

oac−58

oac−41

oac−21

oac−26

oac−42

oac−53

lsy−12

oac−44

oac−48

oac−45

oac−51

oac−13

oac−36

T08H10.4

mys−4

oac−52

nrf−6

mys−2

oac−11

T02G5.4

oac−3

oac−55

oac−29

rhy−1

oac−54

oac−39

F59A1.10

oac−28

oac−49

oac−1

oac−15

oac−40

oac−37

bus−1

oac−31

daf−22

oac−34

oac−46

oac−56

oac−30

transferase activity, transferring acyl groups other than amino−acyl groups
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uda−1

B0365.1

D1005.1

cts−1

fbxc−21

wrt−1

transferase activity, transferring acyl groups, acyl groups converted into alkyl on transfer
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gyg−2

F56H6.1

C14A4.3

bre−4

T09E11.12

ZC513.5

W02B12.11

sqv−5

F26H9.8

C38H2.2

gyg−1

H12D21.10

E03H4.3

C17A2.3

sqv−3

ZC250.2

F48E3.3

T10B10.8

lge−1

C16D9.6

C02H6.1

Y38C1AB.5

T22B11.2

transferase activity, transferring glycosyl groups
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ugt−57

ugt−9

C01B10.7

K04A8.10

ugt−16

ugt−42

gly−2

C03A7.13

F10D2.12

Y43D4A.2

ugt−29

H10D18.6

F54C1.1

ugt−64

ugt−30

ugt−47

ugt−43

ugt−31

ugt−4

ugt−36

ugt−49

ugt−23

ugt−50

ugt−46

C55H1.1

ugt−27

ugt−35

ugt−44

B0491.1

ugt−3

K09E4.2

ugt−28

C08H9.3

ugt−38

ugt−26

ugt−63

mig−22

sqv−5

ugt−18

ugt−19

ugt−22

ugt−60

ugt−32

tag−179

rib−2

ugt−37

ugt−41

C08B11.8

ugt−53

ugt−62

R10D12.12

ugt−14

ugt−20

ugt−10

ugt−48

ugt−40

ugt−13

ugt−2

ugt−45

ugt−11

ugt−55

ugt−34

ugt−5

ugt−17

F10D2.8

ugt−21

K02E11.4

F22D6.15

ugt−61

ugt−65

H23N18.4

ugt−24

ugt−56

ugt−7

ugt−58

ugt−12

ugt−39

ugt−25

T19H12.3

C23G10.6

K02E11.3

ugt−33

K02E11.5

K02E11.9

K02E11.6

ugt−8

Y73B6A.3

ugt−59

K02E11.7

ugt−51

C03A7.12

ugt−52

ugt−15

ugt−6

chs−2

ugt−1

ugt−54

chs−1

T09B4.1

transferase activity, transferring hexosyl groups
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C12C8.2

sptl−2

sptl−3

T25B9.1

T14D7.1

nkat−3

T01C8.5

cth−1

tatn−1

T04F3.1

C14E2.2

C14F11.1

Y104H12D.3

cth−2

T01C8.4

nkat−1

C44E4.3

C32F10.8

Y71H2B.5

sptl−1

R102.4

spl−1

transferase activity, transferring nitrogenous groups
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T21C9.6

F11G11.13

Y56A3A.36

F46H5.3

pps−1

F44G3.2

let−363

K04F1.1

C33H5.18

F32B5.1

W10C8.5

ZC434.8

transferase activity, transferring phosphorus−containing groups
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sma−6

D1053.4

C08G9.1

F28A12.3

F59F5.5

F44D12.2

F55D12.5

F36H9.1

F36H9.2

transforming growth factor beta receptor activity
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sma−2

lon−1

sma−3

kin−29

sma−4

T21D12.9

daf−8

sma−9

obr−3

daf−3

crh−1

Y54E10A.16

tag−68

transforming growth factor beta receptor signaling pathway
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prs−1

F29B9.10

T08B2.8

T14B4.2

Y105E8A.20

Y43F8C.6

Y48E1B.5

F59A3.3

W09D10.3

B0205.11

Y57G11C.34

K02F3.10

F13G3.11

C30C11.1

rpl−39

Y37E3.10

ife−2

rpl−11.2

T03D8.2

rps−22

rps−8

rpl−23

rpl−15

rps−24

rps−9

rpl−25.1

Y54E10A.7

rpl−13

rpl−35

rps−21

rpl−24.1

rpl−37

rpl−29

W01D2.1

rps−17

Y37H9A.5

rpl−22

K11H3.6

B0303.15

rpl−24.2

rps−15

Y37E3.8

vrs−2

fbxa−141

F53F4.11

ers−3

M01F1.6

F43C1.6

tag−144

W06H3.3

ifg−1

crs−1

eft−4

rps−18

Y119C1B.4

rps−11

rpl−6

R11D1.9

rpl−30

rpl−10

W04D2.5

T18D3.7

rpl−7

rpl−27

Y39A1A.6

T23B12.3

F45E12.5

Y48C3A.10

srv−31

crb−1

T20F5.3

rps−2

rpl−20

rpl−36

rpl−12

elpc−1

Y66D12A.23

C39B5.6

Y50D4A.1

rsks−1

drs−2

ZC262.8

tut−1

elpc−2

B0511.2

ZK384.3

grs−1

Y67D8A.2

frs−3

elpc−3

ers−1

yrs−1

prs−2

Y105E8A.19

T23B12.2

rpl−11.1

lrs−2

F33D4.5

F11C1.5

iftb−1

ars−1

rps−14

hrs−1

lrs−1

Y92H12BR.8

mrps−5

srs−1

F56B3.8

T04A8.11

B0261.4

vrs−1

R74.6

rpl−41

rps−28

let−363

irs−2

nrs−1

rpl−4

eat−2

frs−2

ars−2

rps−12

T01E8.6

rpl−25.2

rpl−9

rps−16

rpl−14

CD4.3

T26G10.3

rpl−34

F11A3.2

F32A7.4

irs−1

mrs−1

wrs−1

wrs−2

ugt−48

ZC434.9

C24G6.8

cyld−1

ers−2

Y54E10A.6

C26E6.6

frs−1

rrt−2

fln−1

rps−4

rps−0

feh−1

trs−1

tag−312

F56D1.3

fshr−1

rpl−32

rpl−2

ubl−1

rpl−19

rpl−28

Y37D8A.18

F09G8.3

rps−6

drs−1

rps−30

rps−3

rrt−1

W02A2.5

rpl−21

rps−5

rps−27

rpl−18

rps−29

rpl−17

rps−20

rpl−5

rpl−31

rps−13

rpl−33

rpl−26

rps−1

M28.5

rpl−38

ZC190.10

rps−26

fbxa−164

rpl−43

rps−23

rps−19

rps−7

rpl−1

rpl−3

srs−2

B0222.10

B0244.9

krs−1

Y52B11A.9

T06E4.5

B0261.5

spe−41

Y48G1C.5

F55D12.6

B0261.6

translation
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T24H10.1

iff−1

C25H3.6

eft−3

F17C11.9

F29C12.4

tsfm−1

F54H12.6

Y41E3.10

eft−4

tufm−1

iff−2

translation elongation factor activity
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ZK856.11

brf−1

ife−3

ife−1

eif−3.B

eif−3.C

eif−3.D

C25H3.4

ttb−1

Y47D3A.21

Y37E3.10

T27F7.3

eif−3.K

H06H21.3

F46B6.6

C37C3.2

iftb−1

ZK858.7

ife−5

iff−1

ife−2

ife−4

translation initiation factor activity
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F29C12.4

tsfm−1

F54H12.6

Y41E3.10

eft−4

tufm−1

rpa−0

C37A2.7

F17C11.9

eft−3

translational elongation
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ZK856.11

brf−1

ife−3

ife−1

eif−3.B

eif−3.C

eif−3.D

C25H3.4

ttb−1

Y47D3A.21

T27F7.3

eif−3.K

H06H21.3

F46B6.6

C37C3.2

iftb−1

ZK858.7

ife−5

iff−1

ife−2

ife−4

translational initiation
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srb−16

srg−58

srv−4

sru−12

srg−42

sre−16

srg−45

srb−7

sra−35

srv−10

R11G10.3

srab−23

srg−60

srg−64

srg−4

srg−66

srv−6

srg−55

sru−15

srb−11

srb−2

sru−47

syg−1

sru−18

srab−10

srg−27

srg−31

srab−25

srb−3

srg−22

sra−29

srab−26

sra−4

srg−46

sra−20

sru−4

sre−5

srg−5

sra−32

srx−62

sru−13

srg−1

srg−13

srg−16

sru−25

srg−29

srg−14

srv−7

srg−32

Y57G11C.46

sre−23

srg−51

srg−59

srg−28

srv−5

srg−6

sra−31

srb−8

srg−7

srb−18

srg−8

srg−56

srg−9

srx−41

srv−29

srg−21

srv−11

srg−57

sru−16

srg−54

sru−19

srg−41

srg−39

sra−8

srg−65

srab−22

sra−3

sra−13

Y54G2A.38

srg−3

srg−20

sre−15

srg−62

srg−61

sra−25

srg−68

sru−11

srx−34

srg−48

srb−13

srg−53

sra−34

srab−13

srg−69

srab−21

srv−13

srg−44

tra−2

sru−21

srab−12

sra−26

srab−20

srab−18

sru−36

sra−37

srb−15

sra−11

srab−9

sre−11

sru−8

srg−23

T10G3.2

srv−30

sru−2

sru−24

srv−3

srab−3

sru−28

srv−14

srv−9

srg−2

srg−38

srv−2

srg−30

srg−33

sra−7

srg−24

srg−37

srb−6

sra−33

sru−23

srg−67

srg−36

sru−17

srv−22

sra−17

sre−21

sra−18

sra−2

D2023.1

srab−6

srg−40

srg−19

sru−6

srg−47

sru−9

sra−38

sra−22

sra−39

srg−34

srg−17

sra−23

srb−5

sra−6

sru−35

srab−1

srab−7

sra−21

lin−12

tol−1

sre−1

sra−10

syg−2

srv−1

srx−68

sru−27

tir−1

sra−9

srg−50

sre−12

srg−10

srb−19

sra−27

srb−12

srb−17

lite−1

srab−2

srg−11

sre−4

srg−25

srab−14

srab−4

srab−24

T10G3.4

srx−36

srv−16

sra−30

srg−15

sru−20

srb−1

sra−24

srg−26

srab−17

F27E5.8

sra−1

srv−8

srv−15

sra−14

sra−36

transmembrane receptor activity
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sma−6

D1053.4

C08G9.1

F28A12.3

F59F5.5

F44D12.2

F55D12.5

F36H9.1

daf−4

daf−1

F36H9.2

transmembrane receptor protein serine/threonine kinase activity
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cam−1

daf−2

let−23

tbc−19

F32E10.5

transmembrane receptor protein tyrosine kinase activity
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ZK829.9
Y39E4B.5
pgp−6
pgp−5
pgp−7
F36G9.3
T28F3.4
T09F3.2
T07A5.3
F59A1.13
Y60A9A.1
C42C1.8
F56C9.3
T05F1.8
spe−41
C33F10.12
Y43C5B.3
sfxn−1.3
B0361.11
F31D5.1
F47E1.4
pes−23
F23F1.6
sfxn−1.2
sfxn−1.1
ZK892.3
Y52E8A.4
C27A7.6
Y43D4A.3
Y57G11C.23
C14C10.1
K07G5.5
K11D9.3
sulp−2
F41C3.2
Y4C6B.4
aqp−2
K09C4.1
ncx−4
sulp−4
sulp−8
F10E7.9
exp−2
kcc−3
sulp−1
F41E7.1
F44E7.7
ncx−3
C53B4.3
trp−1
cft−1
nlp−14
T28H11.8
kqt−1
F32H5.4
misc−1
C39E9.7
F41E7.2
C39E9.10
ncx−8
twk−46
cho−1
pgp−10
F30B5.7
haf−6
C18A3.2
aat−6
eat−4
nhx−8
abtm−1
Y53G8AR.7
K01C8.7
C35A5.3
haf−3
C18E9.6
Y105E8A.3
toc−1
T11G6.3
cdf−1
F20D1.9
mrp−6
C13C4.5
twk−28
F14D7.6
K11G9.5
shl−1
F17E5.2
haf−7
ncx−2
unc−2
R05G6.7
egl−19
Y54E10A.17
W02B12.9
F58G11.4
Y53F4B.12
kvs−1
Y47G6A.7
tag−348
unc−17
Y48A6B.6
C53B4.6
nac−3
T02B11.6
F14F11.1
B0285.6
Y73E7A.3
hmt−1
C46C11.2
C29H12.2
hut−1
C06H5.6
T28C12.1
pgp−12
aat−9
pgp−8
Y51B9A.6
Y11D7A.3
M03B6.2
tag−140
aat−3
clh−5
T22F7.1
Y55F3C.3
nac−1
nhx−3
H11E01.2
nhx−1
T12B3.2
T27D12.1
Y4C6B.3
Y70G10A.3
pgp−11
ncx−7
W01B6.3
folt−1
F45E4.11
slo−1
hmit−1.2
pgp−1
pbo−4
K02F3.2
T01H3.3
haf−1
K05F1.6
F59F5.1
T22F3.7
K09E9.1
aat−5
B0303.11
ocr−1
gtl−2
C18D1.2
C53B4.1
H17B01.1
C46C2.2
R13A5.9
T10F2.2
C05G5.1
Y66D12A.13
C14H10.1
srf−3
C50D2.2
tag−141
K08H10.6
pes−22
F53H8.3
Y37A1A.3
F21F8.11
F25G6.7
hke−4.2
ZK6.8
oct−2
nhx−5
F10D7.2
sfxn−5
K08C7.1
C03H5.2
T09B9.2
C27C12.4
haf−9
pgp−3
shw−3
PDB1.1
pgp−4
F23F12.13
F21G4.1
F41C6.7
nca−2
B0416.5
F13B12.2
M153.2
F57G8.5
D1046.4
R09B5.11
pgp−2
mrp−5
unc−68
Y32F6B.1
nac−2
F10C2.7
Y39B6A.29
C09D4.1
F52H2.4
K11G12.5
C06G8.3
dif−1
aat−8
F55A4.8
nhx−6
trp−4
C01B4.8
R02F11.3
F09A5.1
F45E6.1
itr−1
T25D3.4
oct−1
F55G1.5
F12B6.2
C44C10.3
Y19D10A.11
C08D8.1
W05E10.1
ZK822.5
F25B4.7
C02C2.4
ocr−3
cat−1
egl−2
F56A4.11
gon−2
T05A1.5
osm−9
haf−8
amt−3
ant−1.1
T22F3.8
slcf−2
unc−103
trp−2
amt−2
B0252.3
F45E10.2
pkd−2
T04B8.5
C42C1.10
shk−1
clh−4
F44A2.2
cng−3
kqt−2
sfxn−1.5
kcc−1
ZK54.1
K09C4.4
ant−1.2
ncx−5
twk−7
F27D9.2
aat−2
clh−2
aqp−7
C01B4.7
T22F3.10
ZK550.2
F47B8.10
M162.5
C14A6.2
K08F9.1
C13C4.6
W04C9.6
T22F3.11
hmit−1.3
C18H9.5
T07G12.5
F11A5.9
R10D12.1
mrp−4
amt−1
pgp−14
ncx−10
sulp−5
ncx−6
Y55F3BL.2
hmit−1.1
ucp−4
F48E3.2
F31C3.4
F28B3.5
clh−6
Y71H2AM.9
F11D5.7
haf−2
F55F8.9
T02G5.12
F55A11.4
mrp−8
aat−7
R11E3.2
ttm−1
T10C6.6
ncx−9
nhx−4
pgp−9
T20D3.5
egl−36
C49F8.2
C47E12.2
Y111B2A.19
clh−3
F13G3.7
sulp−7
Y59E9AL.4
nkcc−1
Y39B6A.41
sulp−6
C16C10.1
F59A3.4
F53B1.8
pst−1
C54G10.4
Y82E9BR.16
Y39D8A.1
kqt−3
ZK185.5
pgp−13
K10H10.1
R11.1
hke−4.1
mrp−7
Y59A8B.21
ant−1.4
ant−1.3
sfxn−1.4
Y37E3.17
T08B1.1
F01G4.6
rps−7
rhr−1
clh−1
gtl−1
cng−1
C03B1.13
C32C4.1
T01D3.5
pept−2
C38C10.2
F57A8.7
C01B4.9
C10E2.6
F43G9.3
C51E3.6
Y37B11A.3
Y61A9LA.1
K10G9.1
mrp−3
B0454.6
M117.1
Y15E3A.4
ncx−1
kcc−2
T11G6.2
nhx−2
rhr−2
F15B10.1
F17C11.12
T19D12.10
T19D12.9
Y51A2D.18
pst−2
F23F12.3
K09C4.5
D1046.3
Y19D10A.8
tax−4
C50F4.14
ZK637.1
K11H3.3
ZK682.2
amt−4
F31D5.2
mrp−1
twk−2
cca−1
F40F9.5
aat−4
R07E3.4
ZK6.6
T28C12.2
C35A11.4
Y54G9A.4
F47E1.2
F14E5.1
oat−1
Y4C6B.5
B0554.5
mrp−2
R07B7.10
K11H3.7
Y54G2A.4
W03C9.6
F10G7.5
sfxn−2
K02G10.5
sulp−3
haf−4
F16H11.1
ocr−4
Y43F8A.5
trpa−1
T11G6.4
cdf−2
Y71G12B.25
nhx−9
aat−1
F52F10.2

transmembrane transport
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C50E3.11
F16H11.3
Y39E4B.5
ZK829.9
F47E1.4
pes−23
F23F1.6
ZK892.3
Y57G11C.23
C14C10.1
pgp−6
pgp−5
pgp−7
T28F3.4
T09F3.2
F59A1.13
Y60A9A.1
C42C1.8
ptr−2
lbp−9
F27E11.1
Y43C5B.3
ent−3
C33F10.12
T05F1.8
wht−4
wht−3
B0361.11
mrp−4
amt−1
hmit−1.1
ucp−4
F48E3.2
lgc−4
mrp−7
acr−18
lgc−13
F27E11.2
lgc−18
B0454.6
ant−1.3
ant−1.4
aqp−3
C51E3.6
Y37B11A.3
K08F4.2
T23G5.2
F43G9.3
ZK867.2
slcf−2
glr−3
lgc−20
haf−8
amt−3
ant−1.1
lbp−5
acc−4
unc−49
acr−21
acc−3
pbo−6
T04B8.5
ced−7
T25D3.4
smf−2
lgc−37
lgc−14
lgc−47
C42C1.10
acr−5
B0252.3
F45E10.2
lgc−5
aqp−12
lgc−48
lgc−16
pbo−5
snt−3
lgc−6
abtm−1
Y82E9BR.16
nmr−2
glr−7
lgc−15
nmr−1
C08B6.5
C54G10.4
lgc−9
avr−14
lgc−35
glr−8
W02A2.5
lgc−51
lgc−17
haf−6
hmt−1
C06H5.6
unc−63
F20D1.9
folt−3
mrp−6
aat−6
amt−2
lgc−33
lgc−45
Y37A1A.3
F21F8.11
F53B1.8
exp−1
kcc−1
lgc−36
aat−9
ran−4
aqp−1
W02B12.9
mod−1
lgc−46
haf−7
snt−6
Y54E10A.17
eat−2
aqp−7
abts−3
ant−1.2
K09C4.4
lgc−52
sel−9
Y37E3.17
T08B1.1
F01G4.6
F47A4.5
rps−7
Y66D12A.13
F53H8.3
lgc−31
pmp−4
C50D2.2
lgc−8
lgc−7
lbp−7
T08D2.1
K02F3.2
aat−8
smf−1
K08H10.6
mrp−3
lgc−49
pgp−2
glr−5
C53B4.1
ggr−2
H17B01.1
F44D12.9
acr−9
mrp−5
C13C4.5
acr−2
C01B4.8
lgc−55
F09A5.1
K09E9.1
B0303.11
glr−4
aat−5
haf−1
K05F1.6
aat−2
gab−1
ggr−3
clh−2
lgc−40
Y53F4B.12
acr−15
avr−15
ZK822.5
F25B4.7
acr−10
pgp−11
lgc−38
lgc−29
acr−23
ttr−47
K08F9.1
ZK697.8
F47B8.10
Y70G10A.3
F45E6.1
C03B1.13
lgc−42
F36H2.2
M01F1.7
catp−2
pmp−5
ent−2
sulp−6
Y39B6A.41
Y54F10AR.1
sdz−31
oct−1
F55G1.5
T20D3.5
pmp−3
F11D5.7
npp−13
npp−5
F12B6.2
C44C10.3
T10C6.6
C16C10.1
lgc−54
T05E7.3
haf−2
folt−2
pgp−9
snt−2
sulp−7
F13G3.7
C47E12.2
Y111B2A.19
nkcc−1
npp−10
Y59E9AL.4
ent−1
mut−7
Y61A9LA.1
zwl−1
mrp−8
aat−7
R11E3.2
F55A11.4
pgp−13
R11.1
C18H9.5
glc−2
rhr−1
acr−17
sulp−5
pgp−14
aqp−8
T12B3.2
glc−1
T07G12.5
hmit−1.3
lgc−21
acr−20
aat−4
R07E3.4
C35A11.4
lbp−8
D1046.3
snt−5
pgp−12
pgp−8
mog−4
K01C8.7
haf−3
hmit−1.2
pgp−1
smf−3
T10F2.2
T22F7.1
glc−4
glc−3
F17E5.2
acr−3
pgp−10
sulp−8
C46C2.2
rhr−2
kcc−2
pmp−1
C26C6.9
F17C11.12
glr−1
acr−7
acr−19
pmp−2
lgc−44
sulp−1
lgc−30
acr−11
kcc−3
lgc−50
ggr−1
aat−3
F23F12.3
K09C4.5
folt−1
acr−12
acr−16
abts−2
aqp−5
lgc−12
lev−8
K11H3.3
sulp−2
K11D9.3
EEED8.2
Y73B6BL.36
lgc−11
C39E9.10
aqp−4
ZK682.2
lgc−10
amt−4
cho−1
deg−3
des−2
pgp−3
F13B12.2
lgc−39
lbp−6
F21G4.1
lgc−24
F23F12.13
lgc−34
acr−14
acc−1
misc−1
glr−2
lgc−41
unc−29
lgc−53
sulp−4
lgc−25
F10E7.9
snt−1
mrp−1
aqp−10
pgp−4
lgc−19
lgc−1
F32H5.4
aqp−9
acr−24
T22F3.7
rbf−1
acr−6
acc−2
aqp−6
lbp−1
R09H10.3
nxt−1
K08E4.6
aqp−11
H12D21.7
glr−6
ZK637.1
lbp−2
F52H2.4
K11G12.5
dif−1
oct−2
F47G9.1
haf−9
Y32F6B.1
aqp−2
wht−1
F14E5.1
bicd−1
lbp−3
C47A4.2
lev−1
F10D7.2
lgc−43
F57B10.5
K02G10.5
sulp−3
haf−4
Y60A3A.9
nlp−14
F10G7.5
sph−1
ptr−14
Y71G12B.17
R09B5.11
F47E1.2
oat−1
acr−8
R07B7.10
T19D12.10
Y51A2D.18
acr−25
K09C4.1
unc−38
lbp−4
lgc−28
lgc−32
mrp−2
lgc−23
cft−1
cup−4
aat−1
lgc−26
cdh−12
lgc−22
lgc−27

transport

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK829.9

pes−23

F47E1.4

Y57G11C.23

ZK892.3

Y39E4B.5

glr−7

nmr−1

C08B6.5

aqp−12

F11D5.7

Y82E9BR.16

nmr−2

F53B1.8

T10C6.6

C06H5.6

Y37E3.17

T08B1.1

F47A4.5

rps−7

ucp−4

F48E3.2

F12B6.2

C44C10.3

T05E7.3

haf−2

C47E12.2

Y111B2A.19

F45E6.1

C03B1.13

snt−3

T25D3.4

catp−2

Y39B6A.41

sulp−6

snt−2

sulp−7

C51E3.6

Y59E9AL.4

smf−1

K08H10.6

K01C8.7

C01B4.8

F09A5.1

hmit−1.2

smf−3

K02F3.2

oct−1

T22F7.1

mrp−4

mrp−7

hmit−1.1

T28F3.4

F59A1.13

C42C1.8

ptr−2

B0361.11

aqp−3

pept−2

T23G5.2

mut−7

Y61A9LA.1

zwl−1

lbp−9

ant−1.3

ant−1.4

T07G12.5

C18H9.5

sulp−5

aqp−8

nac−1

T12B3.2

ZK822.5

F25B4.7

R11E3.2

R11.1

Y66D12A.13

F52H2.4

Y32F6B.1

nac−2

pept−3

hmit−1.3

F10D7.2

F10G7.5

sph−1

haf−9

oct−2

lbp−6

aqp−2

aqp−9

aqp−10

F21G4.1

F23F12.13

C39E9.10

aqp−4

nlp−14

sulp−2

K11D9.3

EEED8.2

K09E9.1

K05F1.6

sulp−8

C46C2.2

K09C4.1

aqp−5

ZK682.2

sulp−4

snt−1

mrp−1

F32H5.4

glr−2

F13B12.2

glr−6

ZK637.1

lbp−2

sulp−1

aqp−6

snt−5

pept−1

rbf−1

C13C4.5

glr−5

C53B4.1

H17B01.1

aqp−11

H12D21.7

F53H8.3

Y37A1A.3

F21F8.11

ant−1.2

K09C4.4

lbp−5

glr−8

W02A2.5

ant−1.1

lbp−7

K08F9.1

F47B8.10

Y70G10A.3

F20D1.9

dyf−11

ZK867.2

slcf−2

glr−3

dif−1

smf−2

C42C1.10

B0252.3

F45E10.2

ttr−47

lbp−1

aqp−1

snt−6

Y54E10A.17

aqp−7

clh−2

glr−4

nac−3

T22F3.7

B0285.6

cho−1

cdh−12

R07E3.4

C35A11.4

ced−8

lbp−8

F47E1.2

mrp−2

R07B7.10

oat−1

glr−1

F17C11.12

T19D12.10

Y51A2D.18

F23F12.3

K09C4.5

F14E5.1

lbp−4

lbp−3

R09B5.11

ptr−14

K02G10.5

sulp−3

haf−4

transporter activity
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tre−1

tre−3

tre−4

tre−2

tre−5

trehalose metabolic process
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Y51A2B.4

K03H6.2

Y49E10.18

B0035.13

K11E4.1

C40H1.7

F58B6.1

F28H7.3

T08B1.4

T10B5.7

Y49E10.16

T21H3.1

Y49E10.25

Y110A7A.7

Y51H4A.5

C14E2.6

Y54G2A.45

C40H1.8

F42G9.6

F46G10.4

Y46H3A.5

F25A2.1

H41C03.2

C40H1.9

ZK262.3

ZK262.2

K08B12.1

triacylglycerol lipase activity
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Supplementary file E | Dynamic gene expression patterns of all Gene Classes.  

The “heatmap” function of “R” was used to cluster genes of each individual Gene Classes according to 

their expression pattern. Gene Class name is shown per page as figure title. The time in hours is 

shown on the x-axis. Gene names are shown on the y-axis. The scale bar shows the log2 ratio with 

the mean for each time-point. Blue is lower than the mean and yellow is higher than the mean. 
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Supplementary file F | Dynamic gene expression patterns of all Anatomy terms.  

The “heatmap” function of “R” was used to cluster genes of each individual Anatomy terms according 

to their expression pattern. Anatomy term name is shown per page as figure title. The time in hours is 

shown on the x-axis. Gene names are shown on the y-axis. The scale bar shows the log2 ratio with 

the mean for each time-point. Blue is lower than the mean and yellow is higher than the mean. 
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ztf−6
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ttr−8
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clc−2
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ceh−20

mab−5

nhr−43

dre−1

peb−1

eff−1

dpy−31

vab−9

egl−15

mce−1
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K11G9.2
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gly−12

gstk−1

ftn−2

msra−1

gsnl−1

nhr−68

cdo−1

C33A12.1

fmo−3

C49C3.5

ZC116.3

dhs−19

dhp−1

daf−9
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ceh−13

F53E10.1

C01B12.3

ife−4

F44D12.1

apm−3

gale−1

tag−123

fmo−4
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dnj−9
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gly−13

idh−1

snf−3

pdk−1

ZC376.4

flt−1
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ced−11
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C50D2.7

ced−1
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C05D11.10

Y40B1B.7
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daf−19

flh−2

nlp−23
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W01A8.4

C25E10.12

kin−29

nhr−69

mca−2

trim−9

T14B1.1

F33H2.3

glt−1
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C03H5.2

rpl−11.2

eps−8

nhr−25

syg−2

mab−3

cst−1

Y71G12B.16

tax−2
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F18F11.1

tag−320
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prx−6

F08G12.1
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F10D7.2

sma−1

nhr−3
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mig−10

dlg−1
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T09B4.8
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asd−2

unc−52

ttx−7
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die−1
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cdc−42

goa−1

ncr−1

tax−6

gpa−13

osm−3

daf−4

kqt−3

Y58G8A.4

fbxb−103

srg−13

ceh−14

lin−35

ser−3

set−2

gpa−14

sra−39

ina−1

chd−3

trpa−1

Y55D5A.1

C33A12.4

osm−10

flp−15

ida−1

nlp−14

egl−43

inx−13

R102.2

flp−4

dkf−1

PHAR
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nnt−1
erm−1
spk−1
F36D4.5
stam−1
gem−4
C34F11.3
fkh−9
sknr−1
F41E7.6
srp−6
elo−3
ace−2
pcs−1
E02D9.1
ifb−1
nurf−1
ifa−1
R05F9.1
snr−1
orai−1
gly−2
srbc−58
lec−8
egl−26
mig−13
Y45G12C.10
ced−7
bec−1
F26A1.8
let−23
smo−1
vps−32.2
clh−6
M03F8.3
mpk−1
F25B3.6
bath−15
abt−4
nrd−1
kin−18
rsp−8
nud−2
pde−2
hsp−43
inx−2
pak−2
gon−14
clec−159
ifa−4
nhr−208
nhr−207
djr−1.2
lam−3
peb−1
eff−1
ife−4
cpr−3
F52D10.2
eif−3.E
ttyh−1
tbc−11
W01A11.1
dyn−1
cyp−37A1
aakb−1
cgt−1
wrt−5
fbxa−128
tbc−4
ref−1
nas−25
F40F11.2
act−5
R04F11.5
cgt−3
rpt−3
pmr−1
ipla−1
itr−1
Y32H12A.8
D2085.3
add−1
oct−1
glod−4
smf−2
vav−1
ZK757.4
nhx−8
pld−1
vha−6
F55A12.8
Y54G11A.7
ZC328.3
F40E10.6
miz−1
C17G10.9
sel−2
C25A1.5
apm−1
pat−4
unc−52
ftn−1
C07H6.3
ubq−2
T27F7.3
pha−4
hum−5
C17H11.6
lev−11
sra−25
rpl−12
cdf−1
C13C4.5
rom−1
lin−4
mrp−1
T04B2.5
snr−5
Y73B6BL.30
cdh−4
F33H2.3
fut−1
clh−2
elt−3
C14A4.12
nhr−20
tag−224
Y48C3A.1
pqn−35
B0507.1

pharyngeal−intestinal valve
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sup−35

cep−1

rpl−5

ruvb−1

K10C3.4

F47B8.3

ref−1

lin−29

vab−1

unc−33

pha−4

eng−1

efn−4

R04B5.6

ugt−9

pharyngeal cell
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inx−6

peb−1

let−413

pha−4

dlg−1

inx−20

inx−3

xrn−2

inx−7

inx−11

agr−1

vav−1

inx−10

mlt−10

pharyngeal epithelial cell
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mig−23

nlr−1

F40F9.6

pst−2

tsn−1

Y41D4A.4

Y25C1A.5

smf−1

pps−1

nhr−47

Y54F10AL.1

snx−1

let−754

H27A22.1

nhr−112

lin−4

pha−4

nhr−50

C38H2.2

hsp−3

C03H5.2

rer−1

tap−1

tag−320

F48E3.3

ckb−2

phat−3

hlh−6

Y76B12C.3

peb−1

nhr−60

F52H3.5

nas−12

C17G10.2

npp−15

pbrm−1

dog−1

F53B1.2

cct−4

B0361.6

vav−1

B0336.3

cpl−1

sel−9

cav−2

srf−3

phy−4

C30H7.2

C06G3.5

atf−6

cpi−2

T11A5.6

F26A1.8

tag−96

C13B9.3

D2085.5

hut−1

moc−1

W09G3.2

C23H4.6

nhr−48

pst−1

tbb−2

sams−3

unc−75

rpl−34

rpl−12

srr−6

nas−5

F56B6.6

C44H4.4

Y71H10B.1

fbxc−20

frl−1

trs−1

ubc−3

C47D12.8

dhc−1

C10E2.6

pqn−47

Y54G2A.4

aat−1

B0507.1

phat−1

B0280.7

Pharyngeal gland cell
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nas−1

ubq−1

ubc−25

lat−1

lsy−22

drp−1

C05D2.6

nas−19

tba−2

tbc−2

daf−15

num−1

lst−1

akt−1

xbx−6

mek−1

sea−2

kin−18

nud−2

nas−39

pept−2

acs−4

puf−8

bath−42

C01G6.4

eip−24

T28B8.1

acs−2

C17E4.3

hsp−16.41

sma−6

src−2

gpb−2

tag−123

eva−1

lit−1

vem−1

R09A8.5

peb−1

dre−1

sph−1

F42G8.5

rig−1

unc−96

arf−3

nra−4

erv−46

mboa−7

zig−8

ZK792.7

trpa−1

ife−4

cwn−2

dig−1

ric−3

M03D4.4

gpn−1

C28C12.4

igcm−1

egl−30

arf−1.2

gsa−1

goa−1

tag−120

unc−2

dpy−22

cfz−2

gcy−11

alp−1

nfm−1

cpi−2

unc−103

gap−2

mlc−1

lgc−46

rgs−2

rsbp−1

mboa−6

dys−1

ctn−1

eat−16

asd−2

unc−52

kcc−1

gcy−35

lev−11

sel−7

T18D3.7

F23H11.5

daf−28

unc−51

myo−2

pfd−3

rig−4

uig−1

sft−4

pfd−1

gas−1

ppk−3

C48B6.2

pfd−6

nhr−154

unc−36

nhr−40

mkk−4

pfd−5

kin−29

kqt−1

ver−3

tni−4

frh−1

pak−1

dyb−1

npr−1

daf−12

cdh−4

ced−1

gtl−2

lim−9

src−1

cca−1

exc−5

lis−1

sti−1

hut−1

nra−2

cgt−3

elo−2

flp−15

flp−5

akt−2

pcm−1

ctl−3

cki−1

mdl−1

jph−1

unc−68

Y37D8A.22

slo−2

unc−45

F08G12.1

exp−2

gpa−2

gar−3

hen−1

F41C3.8

F39B2.8

T07C12.9

gnrr−1

ztf−12

gpa−12

nlp−15

ari−1

C01B10.3

unc−89

cpna−2

obr−3

sulp−7

rep−1

cct−2

clh−6

csk−1

pink−1

C49F8.2

tcl−2

cam−1

rpl−10

tph−1

unc−50

vav−1

fli−1

Y41G9A.3

nhx−8

scpl−1

tpk−1

unc−87

mtm−1

ser−1

nas−28

egl−44

unc−73

ant−1.2

nas−32

tag−130

nhr−22

drr−2

T27A3.1

ifb−1

arf−6

tag−250

exc−4

W06H8.6

cct−7

sca−1

act−4

unc−27

unc−94

daf−5

ifa−1

T12D8.9

ncr−1

igcm−3

cgt−1

lagr−1

tag−141

nucb−1

lim−8

adt−1

smf−1

fre−1

tig−2

C56C10.12

B0495.9

phf−5

gpa−9

mlc−2

atg−13

nas−7

nas−23

pqn−95

nas−14

pqn−35

nas−6

pharyngeal muscle cell
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T27A8.2

cey−3

ZK370.4

pptr−2

R11A8.7

sams−5

E01A2.6

F31C3.3

abt−4

ppk−1

hnd−1

cdc−25.2

ztf−1

mcm−2

grd−5

unc−17

mai−2

hex−1

dbl−1

pha−4

snx−1

let−754

stn−1

bro−1

pqn−44

C06A8.1

mksr−1

nlp−21

nlp−15

nlp−24

C02C2.4

gly−2

T19D7.4

R05F9.1

F26A1.14

R11.3

lat−1

wht−2

ets−5

ceh−28

cam−1

vav−1

sra−11

klp−8

rsbp−1

vab−8

F27D4.6

oct−1

F57B10.9

dog−1

clh−6

ztf−4

C17H12.13

ccr−4

dct−13

ipla−1

klp−20

K10C8.3

akt−1

nhr−71

frl−1

clp−1

unc−44

ttx−3

unc−73

rpa−2

ztf−2

aat−1

nlp−18

nlp−3

unc−122

nhr−207

lnp−1

F29G6.2

slo−1

T28D6.4

gly−1

ife−4

Y4C6B.5

sra−10

glb−6

ZC376.4

C25A1.5

dyn−1

siah−1

tbx−2

nlp−13

mig−10

nlp−10

unc−64

rig−1

abf−2

nlp−19

aptf−1

nlp−20

nhr−208

akt−2

ins−1

fkh−10

rig−3

ral−1

nlp−8

R13A5.9

srab−4

fbxa−57

Y73F8A.5

T19B4.1

cca−1

olrn−1

srab−14

nca−2

glb−18

pharyngeal neuron
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C36C9.1

gna−2

cey−2

M88.3

T07F10.1

F13A2.4

glp−1

vrk−1

rga−3

cyk−4

ZK370.4

C18F10.7

T09F3.2

pgp−6

cye−1

tre−2

ZK177.8

F22D6.2

C11E4.1

smo−1

csn−5

uaf−2

eft−3

F40E3.2

vps−32.2

rpt−4

Y71F9AL.9

dnj−25

tbc−3

C14C10.5

sup−35

D1005.3

H37N21.1

tsg−101

Y37D8A.17

dnj−11

Y75B8A.7

Y39A3CR.3

D2096.11

dao−5

smk−1

rme−1

pbrm−1

M03C11.3

lim−8

F20H11.4

twk−6

kel−3

vbh−1

clec−159

acs−2

lgg−2

C54D10.10

abu−1

D2096.6

grl−4

nas−1

T07F8.4

pac−1

ubxn−2

mlk−1

rpl−19

paa−1

let−19

hmg−1.2

ten−1

B0035.1

emr−1

plx−1

zip−4

tbc−10

atg−2

daf−4

ntl−2

ifc−2

pbs−6

mbf−1

let−418

Y46G5A.4

eel−1

C27H5.3

nmt−1

rpt−5

rsp−3

emb−5

glo−4

C34F11.3

tatn−1

R07B1.9

feh−1

fhod−1

ubc−3

rps−0

abt−4

W08E12.7

pgp−9

rrt−2

pad−1

wwp−1

C34G6.1

hmp−1

gld−2

hmg−1.1

cfim−1

acl−4

tag−290

upp−1

inx−3

fpn−1.2

Y53C12B.1

rpt−3

hgrs−1

cacn−1

F14B4.3

tag−246

rgr−1

Y50D7A.8

twk−22

C16C10.1

gpa−16

C17G10.2

num−1

dcp−66

rpt−2

lin−40

fkb−6

Y110A7A.9

ivd−1

seu−1

trs−1

acs−13

ptp−2

chin−1

ucp−4

zfp−2

ceh−38

tag−232

F16A11.2

nhr−152

clh−6

F54C8.4

cfim−2

C49F8.2

F25B3.6

C13F10.7

C16C10.4

him−17

cep−1

rfl−1

egrh−1

F35D11.3

T23B12.6

F23H11.4

chn−1

wdr−23

tli−1

C01G10.7

nhr−185

cle−1

B0024.10

mdt−6

bath−44

rict−1

atx−3

W01G7.4

mdt−8

pme−3

dkf−2

cnt−2

let−502

nhr−156

F53E4.1

ccch−1

atg−18

K08F8.1

C37H5.6

B0222.3

W03F8.6

F55H12.4

xnd−1

lin−3

cpb−3

lin−54

mcm−7

lin−41

apx−1

unc−71

abf−1

ing−3

F07A11.2

srgp−1

C29F7.3

mig−22

jmjd−2

rfp−1

F53C11.5

Y18D10A.1

nrd−1

C05C8.6

F39B2.1

inx−2

cdc−25.2

pak−2

hnd−1

F16D3.4

vps−35

F11A10.5

hmg−4

bath−15

W08F4.3

ehbp−1

sin−3

F31E3.4

nhr−76

rsp−8

C09E7.8

kin−18

lin−24

K08E7.1

prmt−1

K10C8.3

zyx−1

F52E1.13

T24H10.1

F35G2.1

tlk−1

nhl−2

paqr−1

hipr−1

bcat−1

Y71H10B.1

max−2

lap−1

mbk−2

tag−332

sax−7

uba−1

rpn−7

cit−1.2

F54D7.2

C18A3.5

nhr−86

cyn−4

lat−1

C12D8.1

M70.5

F58E10.3

dhc−1

pxf−1

mel−11

hum−1

dgk−4

sel−10

R11A8.7

cup−5

tat−3

npp−19

krs−1

rnr−1

M106.3

C05D11.7

ubxn−6

kat−1

nud−2

rpn−5

F43G9.3

otub−1

pop−1

F36D4.5

R05D3.2

Y73B6BL.4

asd−1

pde−2

C49H3.6

F09G2.8

ztf−18

tbc−9

mtl−1

B0513.9

ZK262.2

Y73F4A.2

fat−5

pgp−1

F20D6.11

ubl−5

Y110A2AL.13

djr−1.2

hgo−1

acs−22

srab−4

rps−17

pgp−2

C16A3.10

sknr−1

lam−1

ech−5

elo−3

phf−5

nhr−213

mlc−2

rpl−12

cpt−1

srr−6

lgg−1

R11F4.1

Y105C5A.15

tag−52

oig−3

ZK792.4

ZK822.5

avr−15

nas−25

pgp−14

pqbp−1.1

str−108

unc−26

M01E11.2

lin−28

daf−3

nhr−28

rsp−1

unc−73

B0334.4

Y34D9A.1

F32B6.2

skp−1

rsks−1

glod−4

oga−1

ZC13.1

let−721

rpl−10

T01H3.3

F39H11.1

bec−1

acl−2

grl−11

ZK632.12

lir−1

dnc−2

ccdc−47

gcs−1

T22C1.6

sru−31

dis−3

ngp−1

F19B6.1

sir−2.1

ZK757.4

eat−4

Y41C4A.9

elpc−1

srh−92

tag−93

Y47A7.1

hyl−1

B0361.6

C18E9.6

Y61A9LA.10

itr−1

abcf−1

F38A1.8

C10G8.8

mtr−4

syn−3

Y54G11A.2

C50F2.3

rpa−1

H06H21.3

har−1

rps−14

rme−6

prs−2

C32F10.8

pas−4

Y73F8A.27

rpia−1

F23B12.5

nsf−1

prp−8

hlh−30

sta−1

T14E8.1

ced−10

shc−1

tph−1

cts−1

hel−1

T04B8.5

srv−4

abts−1

srb−16

tag−130

glb−10

wts−1

ztf−17

B0284.1

lin−22

ZK384.3

nhx−8

pld−1

kin−19

sdha−1

ztf−16

goa−1

daf−16

ptr−19

Y38E10A.2

W03F9.10

eat−6

arl−8

C44H4.4

C56G2.3

ncl−1

nol−6

acl−8

eif−3.B

M88.5

Y55F3AM.3

ccr−4

ZK829.7

epc−1

cash−1

F35F11.1

W02B12.10

M03F8.3

div−1

F13B12.1

cogc−3

R05F9.6

swd−3.2

ztf−4

tkt−1

inf−1

dnj−12

cct−2

K08F11.5

eif−3.D

T04A8.6

T22B11.5

D2085.3

C13B9.3

add−1

D2085.5

sym−4

Y39G10AR.8

C27F2.10

ari−1

E02D9.1

npp−15

cids−1

cel−1

F28D1.2

F09D1.1

pnk−4

rap−2

ztf−3

dog−1

nas−19

srg−62

tbc−4

sdpn−1

clc−1

F38E9.5

B0272.3

Y48B6A.6

lat−2

glt−5

glb−11

pqn−44

fkh−9

rps−27

rpl−32

nex−1

rab−1

crt−1

inft−1

C50D2.2

mlp−1

cav−2

T19D7.4

ant−1.2

srb−6

let−607

arf−1.2

H28O16.1

cct−7

vha−12

isp−1

sdhb−1

lev−11

yop−1

rpa−0

F25H2.5

F37C12.1

Y71H10A.1

rps−4

ZK829.4

rps−23

F15C11.2

C44E4.4

cct−1

unc−116

ags−3

mau−8

frm−4

xbx−6

mek−1

atp−3

nex−2

sel−9

glb−21

C30F12.1

mlc−1

ost−1

gap−2

T11A5.6

acl−14

pdhk−2

F43E2.7

srxa−14

rpl−17

tag−174

rps−29

rpl−31

cpl−1

ins−2

grl−17

calu−1

tre−3

unc−89

cpna−2

srbc−58

cap−1

C04F5.8

scpl−2

Y37E11B.5

C14A4.11

vps−2

rpl−28

C33H5.18

Y54E5A.7

pcs−1

sma−9

zfp−1

T10C6.5

snr−1

R05F9.1

vps−37

F25B5.6

atg−3

F56D1.3

clic−1

F23C8.6

F01G4.6

unc−108

C30H7.2

C46F11.2

ifa−1

F43G9.1

nhr−64

arr−1

fkh−7

nhr−56

nlp−15

atn−1

K02G10.1

ifc−1

tag−60

C17H11.6

Y38F1A.6

klp−8

cap−2

C15C7.1

dlc−1

gck−4

rpl−34

ZC395.10

ketn−1

act−3

F35H12.4

apl−1

dve−1

vhp−1

C07H6.3

lbp−5

ubc−20

nob−1

pha−2

lfe−2

C25H3.9

cbp−1

gon−2

F15D3.7

sox−3

vps−32.1

ant−1.1

nipi−3

R03D7.1

tbx−2

ceh−45

lgc−38

DH11.1

T21D12.9

nhr−4

C09E9.1

C23H4.6

glb−5

W09C5.1

nhr−54

cdr−2

C37C3.7

F40F8.1

prx−19

arx−4

K07E3.4

alh−1

K12H4.5

gnrr−1

gpa−12

let−75

W09G3.2

hsp−25

C06A8.1

aak−2

apm−1

T12D8.6

mag−1
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Supplementary file G | Dynamic gene expression patterns of all KEGG pathways.  

The “heatmap” function of “R” was used to cluster genes of each individual KEGG pathway terms 

according to their expression pattern. KEGG pathway name is shown per page as figure title. The time 

in hours is shown on the x-axis. Gene names are shown on the y-axis. The scale bar shows the log2 

ratio with the mean for each time-point. Blue is lower than the mean and yellow is higher than the 

mean. 
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Galactose metabolism
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Glutathione metabolism
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Glycerolipid metabolism
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Glycine, serine and threonine metabolism
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Glycosaminoglycan biosynthesis − chondroitin sulfate / dermatan sulfate
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Glycosylphosphatidylinositol (GPI) − anchor biosynthesis
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Glyoxylate and dicarboxylate metabolism

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

K04C1.5

E02H4.6

mom−2

ptc−2

lrp−1

R03D7.5

hda−2

tra−1

dbl−1

C44H4.6

F47F2.1

kin−19

kin−1

gsk−3

ptc−1

csnk−1

Hedgehog signaling pathway
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Hepatitis B
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Histidine metabolism
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Inositol phophate metabolism
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Jak−stat signaling pathway
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Lysine degradation
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Lysosome
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MAPK signaling pathway
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Metabolism of xenobiotics by cytochrome P450
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Mismatch repair
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mRNA surveillance pathway
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mTOR signaling pathway
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Mucin type o−glycan biosynthesis
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N−glycan biosynthesis
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Natural killer cell mediated cytotoxicity
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Neuroactive ligand−receptor interaction
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Nicotinate and nicotinamide metabolism
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One carbon pool by folate
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Other glycan degradation
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Oxidative phosphorylation
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Pantothenate and CoA biosynthesis
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Pentose phosphate pathway
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Phagosome
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Supplementary file H. Dynamic gene expression patterns of all Protein Domains.  

The “heatmap” function of “R” was used to cluster genes of each individual Protein Domain according 

to their expression pattern. Protein Domain name is shown per page as figure title. The time in hours 

is shown on the x-axis. Gene names are shown on the y-axis. The scale bar shows the log2 ratio with 

the mean for each time-point. Blue is lower than the mean and yellow is higher than the mean. 
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T09A5.8

T12E12.2

C29H12.5

hpl−1

cec−1

chd−3

let−418

hpl−2

Y55B1BR.3

H06O01.2

F32E10.6

tag−192

ZK973.2

F32E10.2

'chromo' (CHRromatin Organisation MOdifier) domain
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lin−28

cey−1

cey−4

cey−2

cey−3

'Cold−shock' DNA−binding domain
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R13.2

C09G9.7

F48B9.5

pax−3

pax−1

egl−38

pax−2

Y53C12C.1

F21D12.5

vab−3

'Paired box' domain
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tatn−1

C32F10.8

nkat−1

T04F3.1

nkat−3

1−aminocyclopropane−1−carboxylate synthase
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ZK669.4

W02F12.5

F23B12.5

F08C6.5

moc−3

W09B6.5

R155.3

unc−71

C15A11.4

2−oxo acid dehydrogenase, lipoyl−binding site
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T05C12.3

D1054.8

dhs−25

C06E4.3

R05D8.7

dhs−19

ZK829.1

dhs−23

F25D1.5

T01G6.1

R05D8.9

F53C11.3

F55E10.6

dhs−21

F28H7.2

F54F3.4

C06E4.6

F12E12.11

Y47G6A.21

Y47G6A.22

F02C12.2

T01G6.10

dhs−14

dhs−11

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

dhs−15

dhs−4

2,3−dihydro−2,3−dihydroxybenzoate dehydrogenase
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rpt−6

rpt−3

rpt−5

rpt−4

rpt−1

rpt−2

F56F11.4

C10G11.8

26S proteasome subunit P45
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wdfy−2

dis−3

F15E6.6

srx−26

sdhb−1

Y55F3C.10

ngn−1

srt−23

srt−59

srt−24

W08E12.4

W08E12.3

F32B5.7

F55B11.1

W08E12.2

B0222.9

2Fe−2S ferredoxin, iron−sulphur binding site
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F15E6.6

Y73F8A.27

nuo−5

F55B11.1

B0222.9

2Fe−2S iron−sulfur cluster binding domain
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C14E2.4

egl−9

phy−4

Y51H7C.5

C14B1.10

B0564.2

F09F7.7

phy−3

phy−2

dpy−18

2OG−Fe(II) oxygenase superfamily
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W04A8.4

mut−7

crn−3

Y57A10A.13

egal−1

W05H12.2

ZK1098.3

3'−5' exonuclease
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BE0003N10.1

exos−9

exos−7

exos−4.2

crn−5

exos−8

3' exoribonuclease family, domain 1
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pde−5

pde−6

pde−4

pde−3

pde−1

pde−2

3'5'−cyclic nucleotide phosphodiesterase
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hsd−1

sqv−1

C33F10.14

hsd−2

F08F3.4

Y53G8AL.2

Y71H10A.2

C01F1.3

F13D11.4

dhs−29

C32D5.12

hsd−3

gale−1

F53B1.4

3−beta hydroxysteroid dehydrogenase/isomerase
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hsd−1

sqv−1

C33F10.14

hsd−2

F08F3.4

Y53G8AL.2

Y71H10A.2

C01F1.3

F13D11.4

dhs−29

C32D5.12

hsd−3

gale−1

F53B1.4

3−beta hydroxysteroid dehydrogenase/isomerase family
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ech−1

T08B2.7

B0272.3

Y71F9B.9

ech−8

ech−9

F54C8.1

3−hydroxyacyl−CoA dehydrogenase, C−terminal
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ech−1

T08B2.7

B0272.3

Y71F9B.9

ech−8

ech−9

F54C8.1

3−hydroxyacyl−CoA dehydrogenase, C−terminal domain
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F21C10.10

F54C8.1

ech−1

T08B2.7

B0272.3

hacd−1

Y71F9B.9

ech−8

ech−9

3−hydroxyacyl−CoA dehydrogenase, NAD binding
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F21C10.10

F54C8.1

ech−1

T08B2.7

B0272.3

hacd−1

Y71F9B.9

ech−8

ech−9

3−hydroxyacyl−CoA dehydrogenase, NAD binding domain
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dop−2

F41E7.3

tyra−2

K10C8.2

gar−3

srab−14

C17H11.1

srv−1

srx−68

F57H12.4

dop−3

K06C4.8

npr−16

F57C9.6

F39B3.2

C16D6.2

Y41D4B.24

C26F1.6

AH9.4

npr−1

gnrr−5

srsx−27

srx−33

srsx−33

T23C6.5

C56G3.1

srsx−35

npr−15

F14F4.1

F59B2.13

T21B4.4

F57A8.4

K06C4.9

B0034.5

ZK813.5

srx−36

gnrr−1

Y41D4A.8

srx−55

F35G8.1

F42C5.2

srsx−12

srv−16

T10E10.3

Y57A10C.8

srsx−17

F02E8.2

srsx−25

C06G4.5

Y116A8B.5

T11F9.1

Y48C3A.11

ZK1307.7

srx−67

ser−6

C43C3.2

tkr−1

tag−89

C06H5.7

ckr−1

K03H6.5

C24A8.1

F31B9.1

H23L24.4

fshr−1

T19F4.1

ckr−2

srx−66

B0244.6

srx−54

srv−14

srx−47

F59D12.1

srx−56

R13H7.2

dop−1

ser−2

gar−1

srx−48

srw−143

Y34D9A.2

C50H11.13

AH9.1

gnrr−8

srw−119

srsx−22

srx−51

srx−60

srx−64

srv−30

srw−103

F54E4.2

srx−34

C49A9.7

C25B8.5

K06C4.17

srsx−26

srv−13

C54E10.3

sro−1

K03H6.1

npr−9

C02H7.2

npr−11

srw−69

gnrr−3

ser−1

ser−5

srsx−28

srtx−1

srx−62

srsx−39

T07D10.2

srx−50

Y59H11AL.1

Y54E2A.1

srx−26

srx−42

Y23H5B.4

Y58G8A.4

H10E21.2

srsx−24

F10D7.1

srsx−34

srv−26

srx−21

npr−14

npr−10

srsx−36

ser−7

srx−39

R106.2

srx−63

F53A9.5

W10C4.1

srx−17

srx−35

T07D4.1

H09F14.1

srsx−29

C50F7.1

srx−59

srw−90

ZK721.4

C48C5.1

srx−12

sprr−1

gnrr−4

tyra−3

srsx−31

srv−34

C01F1.4

gnrr−6

srw−99

B0563.6

C04C3.6

srsx−37

C25B8.7

srx−38

ser−3

srsx−38

dop−4

sprr−2

egl−6

gnrr−7

F55E10.7

tag−24

npr−13

B0244.7

srx−13

Y70D2A.1

tag−49

F16C3.1

C09F12.3

R12C12.3

ZC84.4

C35A5.7

C39B10.1

T02E9.3

ser−4

T02E9.1

F40A3.7

T07F8.2

npr−2

T02D1.6

srsx−19

C56A3.3

F53B7.2

C30F12.6

srsx−18

ZK418.7

aex−2

K10B4.4

F21C10.12

gar−2

npr−12

F32D8.10

C54A12.2

srsx−30

gnrr−2

C35A11.1

npr−3

C24A8.6

F36D4.4

srx−58

B0334.6

ZK418.6

C30B5.5

D1014.2

7 transmembrane receptor (rhodopsin family)
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ZK643.3

lat−1

lat−2

pdfr−1

C18B12.2

7 transmembrane receptor (Secretin family)
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F35H10.10

mgl−1

mgl−3

mgl−2

gbb−2

gbb−1

F39B2.8

7 transmembrane sweet−taste receptor of 3 GCPR
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sru−40

sru−27

sru−37

sru−21

sru−28

sru−38

sru−8

sru−7

sru−36

sru−39

sru−18

sru−26

sru−42

sru−3

sru−31

sru−2

sru−1

sru−29

sru−20

sru−24

srg−69

sru−15

srg−26

sru−30

sru−35

sru−9

srg−34

srg−29

sru−11

srg−27

sru−45

sru−19

sru−16

sru−48

sru−6

sru−47

sru−25

srg−2

sru−17

sru−12

srg−5

sru−4

sru−13

sru−23

C45H4.18

sru−22

sru−33

7TM GPCR , serpentine receptor  class u (Sru), Nematode
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sra−14

sra−36

sra−21

sra−10

sra−6

srab−7

srb−5

srb−7

sra−33

srb−16

sra−35

srb−13

srab−21

sra−34

srab−13

srab−25

sra−7

srb−6

srb−3

sra−17

sra−32

sra−20

sra−29

sra−4

srab−23

sra−18

sra−2

srab−4

srab−6

sra−25

srab−20

sra−9

sra−26

srab−12

sra−27

srab−24

srb−18

srb−1

srb−12

srb−17

sra−13

srb−15

sra−11

srab−9

sra−8

srab−22

sra−24

sra−37

sra−1

sra−30

sra−3

srb−19

sra−38

sra−22

sra−39

sra−31

sra−23

7TM GPCR , serpentine receptor class a  (Sra), Nematode
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srb−8

srab−1

sra−39

srb−7

srb−16

srab−23

Y57G11C.46

sra−38

srab−14

srab−4

srab−12

srb−13

srab−13

srb−15

sra−11

srab−9

srab−24

srab−3

srb−11

srb−2

srab−25

srb−3

srb−6

srb−1

srb−17

srab−2

srb−12

srab−10

srab−18

srab−26

srab−17

sra−37

sra−1

srb−5

sra−10

7TM GPCR , serpentine receptor class b (Srb), Nematode
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sra−38

sre−23

srb−16

R11G10.3

sre−16

sre−21

sre−5

sre−11

F27E5.8

D2023.1

sre−1

T10G3.4

T10G3.2

srab−12

sre−12

srab−24

srab−14

sre−4

srb−17

srab−2

sre−15

srab−1

sra−39

7TM GPCR , serpentine receptor class e (Sre), Nematode
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srv−11

srg−57

sru−16

srg−54

sru−19

srg−41

srg−39

srg−6

srg−7

srg−8

srg−56

srg−11

srg−9

srv−29

srg−21

srg−59

srg−28

srg−51

srv−5

srg−66

srv−6

srg−55

sru−15

sru−47

sru−18

srg−30

srg−33

srv−2

srv−22

srx−34

srg−48

srg−53

srg−69

srg−26

srv−13

srg−44

srx−62

srg−65

srg−22

srx−41

srv−30

sru−2

sru−24

srv−3

sru−11

sru−8

sru−36

srg−23

srv−14

srg−68

srg−46

sru−4

Y54G2A.38

srg−27

srg−31

srg−60

srg−64

srg−4

sru−25

srg−13

srg−16

srv−10

srv−9

srg−2

srg−38

srg−24

srg−37

srg−67

srg−36

sru−17

srg−58

srv−4

sru−12

srg−42

srg−45

sru−23

srg−5

sru−13

srg−1

srv−1

srx−68

sru−27

sru−21

sru−28

srv−16

sru−20

srg−15

srx−36

srg−25

srg−50

srg−10

srg−40

srg−3

srg−20

srg−62

srg−61

sru−35

srg−19

sru−6

srg−47

sru−9

srg−34

srg−17

srv−7

srg−32

srg−29

srg−14

srv−15

srv−8

7TM GPCR , serpentine receptor class g (Srg), Nematode
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srxa−10

srxa−15

srx−21

srxa−16

srxa−12

srxa−8

srxa−2

srxa−14

srxa−11

srxa−4

srxa−13

srxa−18

srxa−1

srxa−6

srxa−19

srxa−7

srxa−9

srxa−5

7TM GPCR , serpentine receptor class xa (Srxa), Nematode
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srt−73

srx−18

srt−22

srt−27

srt−17

srt−33

srt−47

srt−28

srt−12

srt−36

srt−13

srt−8

srt−56

srt−49

srt−19

srt−20

srt−3

srt−45

srx−5

srt−30

srt−62

srx−80

srt−7

srt−59

srt−44

srt−54

Y55F3C.10

srt−52

srt−38

srx−34

srt−64

srx−87

srt−25

srt−39

srt−67

srt−48

srt−43

srt−4

srt−11

srt−53

srt−1

srt−72

srt−40

srt−55

srt−6

srt−9

srt−74

srt−71

srt−32

srt−23

srt−35

srt−15

srt−42

srt−58

srt−29

srt−18

srt−41

srt−61

srt−5

srt−34

srt−24

srt−31

srt−16

7TM GPCR chemoreceptor, Srt, serpentine type
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D1014.2
C30B5.5
ZK418.6
K07F5.6
srw−119
srsx−22
srv−26
srsx−26
srx−21
gnrr−7
F55E10.7
C44B9.2
C50F7.1
Y59C2A.1
tag−49
Y70D2A.1
B0244.7
srx−13
D1069.4
rad−26
tag−24
npr−13
srsx−29
srx−8
ego−1
npr−14
npr−10
srsx−36
ser−7
srx−39
R106.2
srx−63
F53A9.5
srw−44
T07D4.1
ZC404.11
W10C4.1
srx−17
srx−38
ser−3
srsx−38
dop−4
gcn−2
sprr−2
egl−6
F39B3.2
T14C1.1
C16D6.2
ZK418.7
aex−2
srsx−18
K10B4.4
F21C10.12
gar−2
npr−12
srv−1
srx−68
F41E7.3
tyra−2
K10C8.2
gar−3
srab−14
C17H11.1
F57H12.4
dop−3
K06C4.8
dop−2
C26F1.6
Y41D4B.24
AH9.4
npr−1
gnrr−5
npr−15
srx−67
srsx−25
F57C9.6
srv−16
T10E10.3
Y57A10C.8
npr−16
srsx−35
F57A8.4
K06C4.9
T21B4.4
B0034.5
ZK813.5
srx−36
F59B2.13
Y41D4A.8
srx−55
gnrr−1
srsx−27
sra−27
T23C6.5
C56G3.1
F14F4.1
srx−33
srsx−33
srw−29
B0244.6
srx−66
srx−54
Y54G11B.1
Y54E2A.1
T19F4.1
ckr−2
F35G8.1
F42C5.2
sre−56
srsx−12
srx−64
srv−30
srw−103
F54E4.2
srx−34
C49A9.7
C25B8.5
K06C4.17
srx−1
C43C3.2
ZK1307.7
T15B7.11
T11F9.1
Y48C3A.11
Y116A8B.5
dop−1
ser−2
tyra−3
srsx−31
C06G4.5
srx−56
R13H7.2
srsx−28
srx−9
C01F1.4
srv−34
B0563.6
C04C3.6
srsx−37
C25B8.7
srsx−17
srw−143
K01A12.3
srx−50
F02E8.2
F59D12.1
Y59H11AL.1
srv−13
C54E10.3
sro−1
K03H6.1
C50H11.13
AH9.1
gnrr−8
Y23H5B.4
Y58G8A.4
ckr−1
K03H6.5
C24A8.1
H10E21.2
srw−57
srsx−24
F10D7.1
srsx−34
ser−6
tkr−1
tag−89
srx−48
gar−1
srx−51
srx−60
srx−5
fshr−1
Y34D9A.2
C06H5.7
srv−14
srx−47
F31B9.1
H23L24.4
E04D5.2
srx−7
srw−33
srw−51
srx−137
srx−35
H09F14.1
gnrr−4
R11F4.2
ZK721.4
C48C5.1
srx−12
sprr−1
srx−26
srx−3
Y40B10A.5
K07E8.5
srx−4
npr−9
C02H7.2
F52D10.4
gnrr−6
srw−99
srw−102
srw−42
srw−90
srw−59
srx−59
srg−31
srx−42
T07D10.2
npr−11
srw−69
gnrr−3
ser−1
ser−5
srtx−1
srx−62
srsx−39
F16C3.1
T02D1.6
C09F12.3
R12C12.3
ZC84.4
C24B5.1
C35A5.7
C39B10.1
T02E9.3
ser−4
T02E9.1
F40A3.7
T07F8.2
F57B7.1
npr−2
F32D8.10
C54A12.2
srsx−30
gnrr−2
C35A11.1
srsx−19
C56A3.3
F53B7.2
C30F12.6
npr−3
C24A8.6
F36D4.4
srx−58
B0334.6
Y47D3B.1
JC8.12

7TM GPCR, rhodopsin−like
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srbc−22

T10H9.1

K09C6.6

srbc−43

srv−10

gar−3

ZC443.7

F09C12.6

R13D11.3

srbc−5

srbc−42

srbc−24

R13D11.1

srbc−27

srbc−26

srbc−44

F10A3.16

dct−12

srbc−6

srbc−18

srbc−3

F41H8.1

srbc−7

srx−62

C30G7.5

srbc−60

srbc−1

srbc−21

srbc−10

srbc−23

srbc−45

srbc−9

srbc−14

srbc−77

srx−60

Y57A10C.10

srbc−64

srbc−8

srbc−25

Y57A10C.8

srbc−2

srbc−19

srbc−49

srbc−11

srx−85

F41H8.2

7TM GPCR, serpentine chemoreceptor Srbc
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str−178
str−181
str−109
srh−240
str−187
str−46
srh−275
srd−64
str−225
sri−2
str−4
srh−236
str−228
str−14
str−153
str−175
str−23
str−89
str−69
T23F1.3
srd−44
srh−304
srh−264
srh−45
srh−266
str−86
srj−57
srh−186
Y45G12C.10
srj−38
str−158
str−193
W08G11.5
srj−26
srh−287
str−160
srh−119
srh−300
str−183
srh−268
srd−50
str−246
str−102
str−106
C06B3.1
srj−15
str−82
str−38
str−220
srh−265
srj−18
srj−13
srh−219
str−45
srh−234
sri−78
srh−223
str−33
srh−132
str−222
srh−112
srj−55
str−6
T10C6.2
str−40
Y32H12A.1
sri−42
Y9C9A.17
srj−10
sri−34
srh−231
srd−32
str−226
srh−213
str−230
str−172
sri−73
srh−233
sri−67
srd−69
str−140
str−2
srd−2
Y27F2A.11
srh−258
str−18
srj−19
srj−45
str−134
sri−69
srh−16
srd−59
str−148
str−238
srd−58
srd−9
str−16
srh−190
srh−1
str−223
str−173
str−3
str−114
str−144
R10E8.5
str−136
srh−11
srh−3
srh−141
sri−62
srh−133
srh−142
C46E10.2
str−81
str−99
str−57
srh−33
str−101
str−118
str−125
srh−290
srd−31
srd−55
str−185
srj−40
srd−16
str−115
sri−28
str−217
Y9C9A.5
sri−9
str−248
srh−192
srj−37
str−74
sri−1
srd−29
sri−54
srj−25
srh−129
srd−46
srh−183
srh−281
str−129
srd−30
str−1
str−205
srh−109
srh−179
sri−29
srh−298
str−256
str−161
srd−68
srh−286
C04C3.7
str−245
srh−41
srh−217
sri−57
srh−40
srd−74
sri−61
srh−215
sri−21
str−96
srj−20
srj−11
sri−60
str−15
srh−292
str−28
srh−301
str−71
srd−47
srd−28
srd−27
str−112
odr−10
srh−46
str−55
srh−140
srj−5
srd−21
srj−8
srh−128
srh−283
str−204
srn−1
srh−76
sri−45
str−143
srh−180
F25E2.1
str−94
srh−59
str−244
srh−57
sri−48
srh−271
srd−18
srh−193
sri−19
str−240
srh−15
srd−48
str−48
str−37
str−162
srj−21
str−124
str−10
srh−212
str−121
srh−269
srh−78
str−206
srh−111
str−253
srd−35
sri−30
C06C6.1
srj−4
sri−43
srd−45
str−141
str−130
srd−12
srh−204
str−155
srh−246
str−254
str−116
str−209
srd−61
sri−10
srd−36
sri−4
str−52
srd−11
str−263
srh−159
srh−7
srd−23
str−90
srd−40
srh−20
srd−49
srd−26
sri−31
sri−36
srh−130
str−43
srh−297
srh−303
str−44
srj−29
srh−135
str−64
str−166
srj−16
srd−13
srh−272
F10A3.7
str−214
srd−70
str−77
srh−282
str−13
str−92
str−156
srh−291
srd−10
sri−14
srh−277
str−163
srh−27
str−76
srj−39
srh−125
srh−116
srd−8
str−168
srd−19
srd−20
Y19D10A.2
str−20
srh−279
srd−15
sri−32
str−207
str−87
str−67
str−145
srd−25
srh−17
srh−210
srh−74
Y77E11A.16
srd−43
srd−33
sri−33
srh−120
srj−49
str−139
srh−22
str−149
str−247
srh−138
srj−53
VC27A7L.1
srh−247
str−233
str−260
str−231
srd−38
srj−7
str−60
srj−14
str−9
Y6E2A.1
str−12
srh−201
srd−4
sri−51
T06E4.7
str−171
str−138
srh−172
srj−22
srh−171
F10A3.12
srh−60
srh−167
str−84
srd−71
str−208
srh−127
srh−100
srd−65
F22B8.3
str−177
str−164
str−120
str−32
srj−32
str−7
srj−33
srh−113
str−41
str−190
str−211
str−221
str−122
srh−295
srd−56
srd−34
str−30
str−159
srh−248
srh−216
srh−228
str−243
srh−37
sri−39
str−25
srh−35
srh−134
str−68
srh−235
str−8
sri−12
srh−137
sri−20
srh−229
srh−284
str−135
srm−2
str−93
srd−66
srd−60
str−108
srh−293
srh−274
srd−42
str−88
str−262
srh−220
srd−5
srd−3
srh−154
str−111
srh−8
str−255
str−79
srh−148
srh−170
srh−147
srd−51
srd−67
str−56
C31E10.1
srd−39
srh−31
srh−139
srj−23
srh−56
str−85
str−27
str−73
srh−115
str−47
srh−222
srh−199
srh−182
sri−7
str−165
srd−1
srj−24
srj−6
srj−54
str−39
str−227
srh−104
str−123
sri−27
srj−9
str−261
str−198
srj−1
str−174
sri−53
str−224
srh−203
str−97
srh−38
str−154
str−196
sri−63
srh−261
srh−118
srh−299
str−257
srh−47
srh−289
str−252
str−151
srh−95
str−113
srd−41
str−236
srh−23
sri−70
srh−80
srj−44
srh−177
sri−16
str−150
srh−131
srh−195
str−63
srh−136
srh−181
sri−47
str−169
srd−17
srh−255
srh−166
sri−37
srh−200
srj−27
srh−218
str−103
sri−15
B0391.3
srh−21
str−232
str−170
srh−296
T06C12.11
sri−38
srh−194
str−19
srh−97
sri−46
sri−17
str−78
str−229
str−250
srj−50
srd−53
str−31
srd−7
srh−206
sri−40
srd−63
str−131
str−146
str−180
srh−211

7TM GPCR, serpentine chemoreceptor Srd
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str−178
srh−245
srh−178
str−181
str−228
str−14
str−4
srh−236
str−109
srh−240
srh−244
str−207
sri−65
srh−286
str−161
srh−50
srv−15
sri−40
str−131
str−180
sri−69
srh−16
srd−59
str−148
str−16
srh−190
str−66
srh−1
str−223
str−245
C04C3.7
sri−73
srh−233
str−3
srh−25
srd−2
sri−5
srh−41
sri−61
srh−215
sri−21
srj−20
sri−60
str−68
str−96
str−2
sri−11
srh−290
str−118
str−125
srd−55
str−114
str−144
R10E8.5
str−140
str−81
str−64
srh−18
srh−3
srh−141
sri−62
str−115
sri−28
str−217
srd−16
sri−9
str−185
srj−40
Y62H9A.1
sri−71
srj−50
srh−24
Y27F2A.11
srh−258
str−136
srh−11
srj−11
srh−217
sri−57
srh−40
srd−74
srh−2
str−112
odr−10
srh−46
T03E6.8
str−28
srh−301
str−71
srd−47
str−55
srh−169
srh−140
srj−5
srj−8
srh−128
srd−10
srd−12
srh−204
str−155
srh−246
srh−130
str−43
srh−102
srh−297
srh−303
srh−33
str−101
srh−214
str−15
srh−292
str−13
str−92
srh−99
str−156
srd−13
srd−70
srj−16
str−214
srh−291
str−77
srh−282
srh−19
str−76
srj−39
srh−125
srh−42
str−254
sri−14
srh−277
str−163
srh−27
srn−1
str−204
srh−193
sri−19
str−240
srh−269
srh−207
ZK105.8
srj−21
srh−78
srh−83
srh−76
sri−45
str−143
srh−180
str−94
str−168
srd−20
srd−19
str−206
srh−111
srh−116
str−248
str−205
srh−109
srd−46
srh−4
srh−192
srj−37
srh−82
srh−179
sri−29
srh−298
str−256
sri−1
srh−129
sri−54
srh−39
srj−25
sri−39
str−25
srh−77
str−170
srh−183
srh−105
str−1
srh−281
str−129
srm−5
srh−272
sri−66
srh−135
sri−24
str−166
srh−132
srh−304
srh−264
srh−45
srh−266
str−86
str−69
sri−34
str−18
srj−19
srj−45
str−153
str−23
str−175
srh−10
srh−159
srh−72
srh−75
sri−33
str−40
srh−231
srm−6
srd−32
str−226
srd−58
srd−9
sri−42
Y9C9A.17
srj−10
F18E3.10
srj−38
str−158
srh−71
sri−67
srh−257
srh−287
str−160
srh−59
str−244
sri−48
srh−271
srd−18
str−162
srh−212
str−116
str−209
str−44
sri−31
srh−28
sri−4
srj−29
T03E6.9
srh−49
str−124
F49C5.9
srj−4
sri−43
C06C6.1
str−141
str−130
srh−15
srh−283
sri−18
sri−74
srh−210
srh−74
Y77E11A.16
srd−33
srh−127
srh−165
str−253
str−90
srd−40
srh−30
srh−115
str−67
str−10
srh−60
srh−34
srh−184
srh−20
srj−53
srh−167
str−84
srh−100
srh−170
Y70C5A.2
srh−38
str−174
sri−53
str−224
srh−203
srj−1
str−97
srh−98
str−159
srh−241
Y6E2A.1
sri−51
srh−187
T06E4.7
str−171
srd−51
srh−200
str−47
srj−27
srh−218
srh−31
srh−139
srj−23
srh−56
str−85
str−27
srh−243
srh−173
srh−122
srh−87
srd−48
F59B1.4
srh−199
srh−7
srh−154
srh−73
srj−6
srh−222
srh−55
str−52
srd−11
str−263
srh−209
str−220
srh−8
str−255
sri−20
str−8
sri−12
srd−1
srj−24
str−38
srh−284
srj−54
str−61
str−246
srh−296
sri−38
srh−194
srd−61
sri−10
str−19
srh−97
sri−46
srh−182
sri−37
str−89
srh−21
str−232
sri−36
F59B1.6
srh−68
srh−171
srh−276
srj−22
sri−77
srh−119
srh−268
srd−50
str−102
str−106
str−73
srh−61
srj−57
srj−55
str−6
T10C6.2
srj−15
str−82
srj−42
str−222
srh−112
srh−288
str−172
srh−235
srh−208
srh−229
srh−137
srh−228
str−135
srm−2
srh−37
sri−6
str−243
str−264
srh−133
str−193
W08G11.5
srj−26
str−257
srh−47
srh−195
str−63
C55A1.1
srh−234
sri−78
srh−44
srh−219
srh−308
str−238
str−230
srh−213
srd−60
srh−252
str−122
srh−186
Y45G12C.10
srh−295
srd−56
str−99
str−57
srh−223
str−33
srj−13
str−45
srd−5
srd−3
srh−185
srd−69
Y37H2C.4
Y19D10A.2
str−20
srh−279
srd−15
sri−32
srh−89
srh−80
srh−120
srj−49
str−139
srh−22
sri−25
str−149
str−247
srh−138
str−12
srh−201
str−138
srh−172
srh−23
sri−70
str−151
srh−95
str−113
srd−41
srj−44
srh−177
F07B10.4
sri−63
srh−32
srh−145
str−236
srh−67
str−183
srh−300
str−211
str−221
sri−26
srh−147
srh−88
srh−35
srh−134
srh−5
str−79
srh−148
srh−62
srh−289
srh−248
srh−216
str−30
srh−36
str−252
srd−42
srh−52
str−188
str−88
str−262
srh−220
str−7
srj−33
srh−113
str−41
str−93
srh−250
srd−66
str−108
srh−293
srh−274
srh−265
srj−18
srh−239
srh−270
str−231
srj−7
str−60
srh−181
sri−47
sri−7
srh−174
srh−251
B0391.3
str−9
srh−166
str−169
srh−255
sri−30
srh−104
str−123
Y27F2A.10
srh−70
srh−247
sri−16
str−150
sri−27
srj−9
str−261
srh−131
str−165
str−233
str−260
srh−136
srh−17
srd−71
srh−48
srj−32
srj−14
str−154
F07B10.7
str−87
srh−261
srh−51
srh−278
srh−149
sri−15
str−103
srh−118
str−229
srh−79
srh−299
str−196
str−208
F10A3.12
str−227
str−48
str−37
str−78
srh−142
sri−17
srh−92
srh−69
str−46
srh−123
sri−2
str−225
nhr−36
srh−275
str−83
str−173
str−177
srh−63
str−164
str−120
str−32
srd−53
str−31
srh−206
srh−211

7TM GPCR, serpentine chemoreceptor Srh

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

srh−245
srh−178
srd−53
str−31
srh−206
srh−24
Y27F2A.11
srh−45
srh−25
srh−217
srh−40
sri−69
srh−16
str−148
str−16
srh−190
C04C3.7
sri−73
srh−233
sri−5
srh−41
srj−11
sri−60
str−136
srh−11
sri−61
srh−215
sri−21
str−144
str−3
str−134
sri−14
srh−277
srh−27
srh−50
srh−286
str−131
srh−167
str−84
srh−30
srh−115
sri−74
srh−187
srj−53
srh−100
srh−200
srh−149
sri−15
srh−51
srh−278
srh−118
srh−79
srh−299
str−87
str−67
srh−28
sri−4
T03E6.9
srh−49
srh−123
srh−68
srh−171
srh−276
srj−22
sri−77
srh−59
srh−271
srh−57
str−141
srh−15
srh−111
str−9
sri−30
srh−166
srh−255
srd−38
sri−16
srh−131
srj−9
str−261
sri−27
str−60
F07B10.7
srh−139
srh−251
srh−222
srh−182
srh−209
sri−10
srj−27
srh−218
str−113
sri−7
srh−174
str−165
srh−181
srh−194
srh−39
srj−54
srh−183
srh−105
Y62H9A.1
sri−71
F59B1.4
srh−199
srh−7
str−38
srh−55
srh−248
srh−216
sri−6
srh−208
srh−229
srh−44
srh−219
srh−154
srh−73
srh−62
srh−289
srh−148
srh−203
srh−98
str−222
srh−112
srh−288
srh−8
sri−20
srh−137
str−64
sri−28
srh−113
str−8
srh−250
srh−284
sri−12
str−229
str−99
srh−77
srh−133
srh−142
sri−17
srh−92
sri−54
srh−134
str−19
srh−97
sri−46
Y19D10A.2
str−20
srh−120
srh−279
sri−25
srh−138
srj−57
srj−55
srj−15
srh−235
srh−228
srh−185
srh−213
srh−186
Y45G12C.10
srh−308
str−198
srh−170
str−227
srh−104
str−123
str−159
srh−241
str−135
srh−145
T06E4.7
str−257
srh−47
srh−195
str−63
srh−136
str−12
srh−201
str−138
srh−172
srh−95
srh−60
sri−70
srh−89
srh−173
srh−80
srh−159
str−85
srh−56
srh−243
T06C12.11
srh−122
srh−87
srd−48
srh−247
Y27F2A.10
srh−70
str−32
F22B8.3
srh−63
srh−119
srh−67
sri−26
srh−147
srh−61
srh−5
srh−300
srh−220
srh−88
srd−34
srj−38
srh−71
sri−67
srd−60
srh−252
str−122
srh−265
srh−239
srh−270
srh−52
str−40
srh−48
F07B10.4
sri−63
srj−32
str−7
srj−33
str−221
srh−293
srh−274
srh−135
srh−231
srh−234
srh−132
str−23
str−89
sri−31
srh−304
srh−223
str−33
srh−287
str−160
srh−10
srh−214
str−18
srj−45
sri−24
srh−272
sri−66
str−156
str−228
str−14
str−46
srh−69
str−225
T12A7.7
srh−275
str−109
srh−240
sri−65
srh−244
str−4
srh−236
str−28
srh−301
str−71
srh−42
srh−125
srh−116
srh−83
srh−76
sri−45
srn−1
str−143
srh−180
srh−283
sri−18
str−10
str−124
F49C5.9
srh−184
srh−193
sri−19
srh−207
ZK105.8
srj−21
srh−78
str−94
srh−212
srh−204
srh−130
str−43
srh−102
srh−246
str−155
srh−75
srj−44
srh−177
srh−210
srh−74
Y77E11A.16
srd−33
str−48
srh−127
srh−165
str−15
srh−292
str−13
str−92
srh−99
str−214
srh−282
srh−291
str−112
odr−10
srh−46
srh−140
sri−11
srh−290
F59B1.6
str−118
srh−3
srh−141
sri−62
srh−281
str−129
sri−9
srh−82
srh−179
srh−298
srh−129
sri−29
srh−192
srj−37
srh−4
srh−169
srh−109
srh−128
srh−211

7TM GPCR, serpentine chemoreceptor Sri
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srb−3

sra−29

sra−28

sre−5

srab−26

srb−11

srb−2

F57G9.7

sre−11

sre−51

sra−33

srb−13

sre−9

srb−7

srb−16

sra−35

srab−23

sre−23

srab−25

sra−23

K08B5.1

F27E5.5

srb−8

srab−1

sra−39

srb−5

sra−38

D2023.1

sre−2

srab−14

sra−26

sre−1

sra−27

srb−12

srab−2

sre−56

sre−15

srab−24

srab−3

sre−8

T10G3.2

srab−12

sre−12

srb−15

sra−11

srb−1

sra−37

F27E5.8

sra−1

7TM GPCR, serpentine chemoreceptor, Srab
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str−178
str−181
str−31
srh−206
srh−283
str−204
str−206
srd−8
str−162
srd−19
srj−4
str−240
srh−269
str−141
C06C6.1
srh−167
str−84
str−143
srh−180
srh−125
VC27A7L.1
str−233
str−260
str−13
srd−20
str−254
str−155
srd−12
srh−297
str−43
srh−214
srh−209
str−38
str−220
srh−154
str−111
str−255
srh−141
srh−137
srj−6
str−263
srd−11
str−230
str−172
str−108
str−85
str−27
str−41
srh−293
srh−274
str−231
srj−7
str−60
srd−1
str−232
srh−222
srh−139
srh−218
str−113
str−165
srh−131
sri−27
srj−9
str−261
srh−195
srh−136
str−67
srh−49
str−174
str−97
str−224
str−198
srj−1
str−79
srh−148
str−253
srd−40
str−196
str−208
srh−127
srh−200
str−47
str−10
srd−15
srh−210
Y77E11A.16
srd−33
str−103
srh−149
B0391.3
str−250
K10C9.4
str−229
str−9
str−151
srh−60
srh−171
str−227
Y6E2A.1
str−48
str−37
srh−57
F10A3.12
str−154
srd−18
srm−1
Y19D10A.2
str−20
srh−279
str−149
str−247
srh−138
str−109
str−46
srh−275
str−225
sri−2
str−4
Y9C9A.8
str−94
srh−42
str−28
srh−301
K08D9.1
str−71
str−112
odr−10
srh−46
str−136
sri−1
str−205
srh−109
srh−290
str−115
str−82
sri−28
str−125
srh−296
str−170
str−118
srh−298
str−256
str−185
str−101
srj−37
srd−16
sri−9
str−1
srh−281
str−129
srh−169
srh−140
srj−5
srd−21
srj−8
srh−128
str−15
srh−292
srh−45
str−86
str−69
srh−24
srh−304
str−158
srh−287
str−40
str−226
str−153
str−23
str−175
srj−29
str−102
str−106
Y9C9A.17
srd−13
str−214
str−116
str−209
srh−272
sri−66
str−77
str−156
str−188
W08G11.5
srh−223
str−33
str−16
F22B8.3
str−177
str−164
str−32
str−83
str−173
str−12
srh−201
str−138
srh−172
srd−4
str−238
srh−276
sri−26
str−160
srh−147
srh−216
T06E4.7
str−171
srh−289
srd−51
str−193
K05D4.9
str−163
srd−3
srh−220
str−264
str−30
srh−235
str−257
T03E6.2
str−78
sri−17
srh−142
str−25
str−190
str−222
str−6
srh−47
str−221
C31E10.1
srh−145
str−236
str−159
str−123
srh−208
srh−229
str−68
str−96
srh−135
str−166
srh−132
str−2
str−223
srh−228
srh−44
str−81
T10C6.2
srh−250
srh−284
srm−3
srh−186
str−135
srm−2
srh−295
str−122
sri−16
str−150
str−7
str−3
str−114
srh−215
str−144
R10E8.5
C04C3.7
str−245
str−228
srh−286
srd−2
srh−41
srh−217
srd−74
sri−14
str−180
srh−211

7TM GPCR, serpentine receptor class j (Srj), Nematode
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str−178
srh−178
str−181
str−228
str−14
str−15
srh−292
srh−217
srd−74
str−55
srh−169
srh−140
srj−5
srd−21
srj−8
srh−128
srh−42
str−76
srj−39
srh−125
srd−10
str−28
srh−301
K08D9.1
str−71
srh−193
sri−19
str−240
srj−4
str−253
srh−269
srh−207
srh−78
str−124
str−10
str−206
srh−283
str−204
srn−1
str−143
srh−180
srh−167
str−84
srd−71
str−208
srh−127
srh−184
srh−20
str−162
srj−21
srd−8
str−168
srd−19
srd−20
Y9C9A.8
str−94
Y19D10A.2
str−20
str−13
str−92
srm−5
srh−272
srd−13
srj−16
str−214
srh−291
str−77
srh−282
str−156
str−69
str−153
str−23
str−175
srd−44
srh−287
str−160
str−18
srj−45
srh−24
str−166
srj−19
srh−135
str−108
srh−234
srh−132
srh−304
srh−45
srh−266
str−86
srd−58
srd−9
srj−38
str−158
srh−186
Y45G12C.10
srh−71
str−40
Y9C9A.17
sri−50
srh−233
str−33
srj−13
str−45
srj−10
srh−270
str−248
srh−192
srj−37
str−185
srj−40
srd−16
str−101
str−140
str−115
sri−28
str−217
Y9C9A.5
sri−9
str−68
str−96
str−2
str−118
str−125
srd−55
str−114
str−144
R10E8.5
str−205
srh−109
srh−82
srh−179
srh−298
str−256
str−74
sri−1
srh−129
srd−29
srh−39
srj−25
srh−281
str−129
srd−30
str−1
srh−15
srh−271
srh−210
srh−74
Y77E11A.16
srd−33
srh−159
srd−23
srh−212
str−116
str−209
str−44
srj−29
srd−12
srh−204
str−155
srh−130
str−43
srh−102
srh−297
srh−303
srh−214
str−254
str−187
str−109
str−46
C03H5.7
srh−275
str−225
sri−2
str−4
str−207
T12A7.7
F22B8.3
str−177
str−164
str−120
str−32
str−83
str−173
K10C9.4
srh−182
srj−6
srj−54
srh−181
srh−194
sri−7
srh−174
str−165
sri−11
srh−290
srd−1
srh−183
str−61
str−246
srh−296
str−170
str−52
srd−11
str−263
srh−49
srd−35
sri−10
srd−36
srh−209
str−220
srh−55
str−38
srh−284
srh−199
str−255
srj−18
srh−44
srh−219
str−19
srh−97
T06C12.11
srh−122
srh−173
str−252
srh−154
str−111
srh−73
srh−51
sri−15
str−103
srh−149
B0391.3
srd−42
str−89
str−232
str−198
srj−1
str−174
str−97
str−224
srh−203
str−79
srh−148
srh−170
str−243
C06C6.1
str−12
srh−201
srd−4
str−138
srh−172
srj−22
str−90
srd−40
srj−44
srh−177
T06E4.7
str−171
srh−187
srh−289
srd−51
str−169
srd−17
srh−255
srh−166
str−9
str−151
srh−95
str−113
srd−41
str−244
F10A3.12
srh−23
Y6E2A.1
str−48
str−37
srh−200
str−47
srj−27
srh−218
srh−113
str−41
str−196
str−183
str−211
str−221
srh−293
srh−274
srh−139
srj−23
str−85
str−27
srj−9
str−261
str−73
srj−33
srj−14
str−154
srd−18
srm−1
str−141
str−130
srh−279
srh−171
srd−15
srh−87
srh−60
srh−34
srh−80
str−231
srd−38
srj−7
str−60
srj−53
VC27A7L.1
str−233
str−260
srh−79
srh−299
str−39
str−227
srh−104
str−123
srh−247
srh−235
str−257
T03E6.2
str−30
str−159
srh−145
str−236
srh−248
srh−216
srh−308
srm−4
sri−16
str−150
srh−131
srh−195
str−63
srh−136
str−264
srh−133
str−193
W08G11.5
srj−26
srh−228
str−135
srm−2
str−93
srh−250
srj−24
srh−208
srh−229
srm−3
srh−35
srh−134
srj−57
srj−55
srj−15
str−82
T10C6.2
srh−213
str−230
str−172
str−238
srh−16
srd−59
srd−5
srd−3
sri−26
srh−239
str−88
str−262
str−122
srh−295
srd−34
str−78
srh−142
srh−147
str−25
str−7
str−81
str−99
str−57
sri−17
srh−70
str−163
srj−32
srj−49
str−139
srh−22
str−149
str−247
srh−138
srh−268
srd−50
str−87
str−67
str−145
srd−25
srh−75
sri−33
str−102
str−106
srh−231
srm−6
srd−32
str−226
srh−141
str−64
str−56
srh−137
str−222
str−6
srh−47
C31E10.1
sri−12
str−229
str−250
srj−50
str−66
T23F1.3
str−148
str−16
srh−190
srh−1
str−223
C04C3.7
str−245
T01G5.6
srh−41
srh−25
srd−2
srh−215
sri−21
srj−20
srj−11
str−136
str−134
str−3
sri−14
srh−277
srh−286
str−161
srh−50
str−131
str−146
str−180
str−112
odr−10
srh−46
srh−2
srd−53
str−31
srd−7
srh−206
srh−211

7TM GPCR, serpentine receptor class r (Str), Nematode
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npr−10

R106.2

ser−7

srsx−8

K09C6.6

tag−24

npr−13

tag−49

srsx−25

srsx−18

gar−3

F41E7.3

tyra−2

dop−2

T23C6.5

C56G3.1

srsx−35

npr−15

srsx−14

srsx−32

F57H12.4

dop−3

C30B5.7

T02E9.3

srsx−30

npr−16

C16D6.2

npr−1

gar−2

npr−12

C24A8.6

srsx−19

npr−2

C30F12.6

tkr−1

ser−6

srsx−34

srsx−29

C50F7.1

srsx−13

srsx−3

srsx−24

F09C12.6

srx−38

ser−3

srsx−38

R02D5.6

srsx−22

srsx−10

Y116A8B.5

F41H8.1

srsx−26

dop−4

Y58G8A.4

F31B9.1

srbc−32

srsx−27

sra−27

ckr−2

srsx−16

srsx−1

Y59H11AL.1

Y54E2A.1

srbc−66

npr−9

srbc−30

sra−29

W05H5.1

Y62H9A.10

srbc−62

C48C5.1

npr−11

tyra−3

srsx−31

B0563.6

srsx−37

srw−4

srsx−28

srsx−15

ser−1

ser−5

srsx−2

srsx−39

srx−60

srsx−36

srsx−7

srsx−11

srx−35

srsx−9

ser−2

srsx−21

F41H8.2

F35G8.1

srsx−12

srsx−17

F02E8.2

dct−12

srsx−33

srsx−5

srsx−6

Y57A10C.8

7TM GPCR, serpentine receptor class sx (Srsx)
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srg−29

srg−32

srv−7

srv−32

srv−16

srv−24

srg−65

srg−26

srv−11

srv−31

F02E8.2

srv−26

srg−68

srg−47

srv−14

srg−38

srg−28

srv−29

srg−21

srg−27

srg−31

srv−36

srv−10

srg−66

srv−6

srv−13

srx−12

srv−21

ser−5

srg−44

srx−62

srg−24

srx−121

srt−53

srg−41

Y54G2A.38

T22C8.1

srbc−31

srt−32

ops−1

srv−9

srv−2

C02H7.2

srv−22

srv−19

srv−4

srg−42

srg−45

srg−36

B0563.6

srv−34

srv−12

srx−122

srg−34

srv−15

srv−8

srv−17

dop−2

srv−1

srg−25

dop−3

srx−116

srv−27

srx−117

srv−28

srv−30

srg−10

srg−61

srg−40

srv−25

C34B4.3

7TM GPCR, serpentine receptor class v (Srv), Nematode
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srw−85

F39B3.2

Y48A6B.1

ZC404.10

K10C8.2

F57H12.4

K01A6.6

F21C10.12

F59B2.13

K06C4.8

C56A3.3

F53B7.2

F40A3.7

C35A5.7

F57B7.1

C35A11.1

R12C12.3

srw−63

srw−127

srw−31

srw−66

srw−61

srw−39

srw−145

srw−58

srw−124

srw−122

T15B7.13

srw−33

srw−71

srw−118

F53A9.5

srw−44

ZC404.11

srw−89

H23L24.4

T26H8.4

srw−123

srw−82

T15B7.12

D1069.4

sprr−2

egl−6

srw−100

srw−53

srw−40

srw−57

srw−9

srw−97

srw−73

srw−130

srw−76

srw−140

srw−95

srw−8

srw−19

srw−23

srw−2

srw−83

srw−30

srw−68

sprr−3

srw−119

srw−134

nhr−210

srw−108

srw−132

srw−67

srw−69

srw−11

B0563.6

srw−99

srw−88

srw−4

srw−115

srw−136

srw−14

srw−59

srw−22

srw−35

npr−9

srw−102

srw−42

srw−90

H34P18.1

srw−13

srw−94

srw−91

C29F9.8

srw−121

srw−20

srw−38

srw−112

srw−137

srw−16

srw−84

srw−29

srw−56

srw−120

srw−133

srw−15

srw−103

srw−75

srw−41

srw−107

M01G12.6

R13H7.2

srw−7

srw−24

srw−144

srw−96

K06C4.9

Y75B12B.10

srw−87

srw−36

T15B7.11

C29F9.9

srw−143

Y48C3A.11

AH9.1

C26F1.6

srw−54

srw−142

srw−141

ZC404.13

Y54G11B.1

srw−32

srw−129

sprr−1

srw−3

K03H6.1

srw−139

srw−12

srw−72

srw−6

F09C6.16

srw−79

srw−43

srw−34

Y23H5B.4

srw−1

srw−51

F38E1.6

srw−117

srw−138

srw−98

srw−60

T19F4.1

srw−17

srw−77

C41G6.16

srw−111

srw−21

srw−26

srw−113

srw−48

srw−10

srw−55

srw−109

srw−101

7TM GPCR, serpentine receptor class w (Srw)
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srv−1

srx−68

srsx−30

dop−3

gar−2

srx−2

C26F1.6

C16D6.2

srx−67

tyra−2

dop−2

srt−62

F53B7.2

C30F12.6

srg−3

srx−79

srt−34

srt−31

srt−16

srt−28

srx−58

srt−36

srx−45

tag−293

srx−110

srx−136

srx−13

srx−18

srx−32

tag−24

srx−78

srt−33

srx−125

srx−22

srx−17

srxa−5

srx−21

srx−29

srx−16

srx−39

srt−35

srx−128

srx−76

ser−7

srx−82

srx−23

srx−118

srx−59

srx−42

srx−4

srt−32

srt−23

srx−10

srx−51

srt−48

srt−49

srx−86

srx−26

srx−135

srx−93

srx−60

ZK721.4

C48C5.1

srx−87

srx−12

srx−85

srv−2

C02H7.2

npr−9

B0563.6

srx−28

srx−114

C15H9.3

srx−77

srx−134

srx−89

srx−133

tyra−3

srx−122

T12A7.7

srt−73

srx−131

srx−63

srx−14

srx−38

tkr−1

ser−6

srsx−29

srt−47

srx−48

srx−20

srx−90

srx−43

srxa−19

srx−98

srx−47

F41H8.1

srx−44

srx−130

srx−117

srt−38

srxa−2

srx−64

srx−101

srx−116

C56G3.1

gnrr−8

srx−1

srx−34

srt−29

srt−39

srbc−25

gar−1

srt−45

srx−97

srx−129

srx−53

srx−119

srx−96

F54E4.2

srt−30

srx−56

srt−53

srx−121

srx−73

srx−74

srx−95

srg−9

srx−108

srx−41

srx−112

srt−41

srx−120

srx−9

srx−80

srx−111

srx−102

srt−59

srx−46

srx−36

srx−31

srbc−29

srx−5

srx−115

srx−88

srx−137

srx−105

srbc−32

srbc−13

srt−40

srxa−11

srx−66

srx−54

srx−19

srx−84

T19F4.1

srx−33

srt−42

K01A12.3

srx−50

F02E8.2

srx−65

K06C4.9

srt−74

srx−35

Y23H5B.4

srx−3

srx−62

srx−8

srx−113

srx−92

7TM GPCR, serpentine receptor class x (Srx)
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srz−100

srz−75

srz−102

srz−79

srz−71

srz−53

srz−37

srz−70

K03D3.14

srz−19

srz−85

srz−94

srz−67

T27E7.5

srz−12

srz−83

srz−31

srz−105

srz−4

srz−62

srz−103

srz−5

srz−42

srz−66

srz−14

srz−48

srz−72

srz−32

C55A1.15

srz−23

T27E7.9

srz−6

srz−43

srz−96

Y105C5B.1

srz−91

srz−9

srz−63

srz−25

srz−74

srz−3

srz−56

srz−16

srz−61

srz−29

srz−18

srz−60

srz−99

srz−11

T27E7.4

srz−58

srz−24

srz−28

srz−47

srz−10

srz−20

srz−44

ZC132.3

srz−97

srz−90

srz−15

srz−38

srz−76

srz−101

srz−64

ZC132.9

srz−13

srz−82

srz−1

srz−95

srz−54

F40G9.15

srz−78

7TM GPCR, serpentine receptor class z (Srz), Nematode
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nsf−1

rpt−3

rpt−6

mac−1

C34B2.6

cdc−48.2

rpt−4

spas−1

mspn−1

rpt−2

rpt−5

cdc−48.1

D2030.2

F56F11.4

K07A3.3

C10G11.8

AAA domain (Cdc48 subfamily)
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ymel−1

rpt−5

cdc−48.2

rpt−4

rfc−4

dhc−1

cdc−48.1

mcm−4

D2030.2

C34B2.6

rpt−3

mspn−1

F55F10.1

rpt−6

F11C1.5

che−3

Y75B8A.4

F56F11.4

pif−1

mcm−2

mcm−7

K07A3.3

C10G11.8

AAA domain (dynein−related subfamily)
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F46B6.8

R11G11.14

F54F3.3

F01G10.7

ZK6.7

Y50E8A.7

K04A8.5

Y57E12B.3

AB−hydrolase−associated lipase region
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F46B6.8

R11G11.14

F54F3.3

F01G10.7

ZK6.7

Y50E8A.7

K04A8.5

Y57E12B.3

ab−hydrolase associated lipase region

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

wht−3

wht−5

wht−4

wht−8

wht−6

wht−7

Y45F10C.6

wht−2

wht−1

ABC−2 type transporter
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haf−6

hmt−1

abcf−3

mrp−6

haf−3

pgp−12

pgp−8

haf−7

haf−1

pgp−3

pmp−2

mrp−1

pgp−4

abcf−2

pmp−1

abce−1

pgp−2

mrp−5

haf−9

pgp−1

pgp−10

haf−4

mrp−2

cft−1

wht−1

abt−1

wht−3

wht−5

wht−4

abt−5

wht−8

wht−6

pgp−6

pgp−5

pgp−7

wht−7

mrp−7

mrp−4

pgp−14

haf−8

pmp−5

pmp−4

mrp−3

abtm−1

abcf−1

abt−2

ced−7

pmp−3

haf−2

pgp−11

mrp−8

abt−4

pgp−9

wht−2

pgp−13

ABC transporter
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haf−6

hmt−1

abcf−3

mrp−6

haf−3

pgp−12

pgp−8

haf−7

haf−1

pgp−3

pmp−2

mrp−1

pgp−4

abcf−2

pmp−1

abce−1

pgp−2

mrp−5

haf−9

pgp−1

pgp−10

haf−4

mrp−2

cft−1

wht−1

abt−1

wht−3

wht−5

wht−4

abt−5

wht−8

wht−6

pgp−6

pgp−5

pgp−7

wht−7

mrp−7

mrp−4

pgp−14

haf−8

pmp−5

pmp−4

mrp−3

abtm−1

abcf−1

abt−2

ced−7

pmp−3

haf−2

pgp−11

mrp−8

abt−4

pgp−9

wht−2

pgp−13

ABC transporter−like
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pgp−6

pgp−5

pgp−7

mrp−4

mrp−7

pgp−2

mrp−5

haf−9

pgp−3

mrp−1

pgp−4

pgp−1

pgp−10

haf−4

mrp−2

cft−1

pgp−14

pgp−12

pgp−8

haf−7

haf−1

haf−6

hmt−1

abtm−1

mrp−6

haf−3

haf−2

pgp−11

haf−8

mrp−3

mrp−8

pgp−9

pgp−13

ABC transporter transmembrane region
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pmp−3

pmp−5

pmp−4

pmp−2

pmp−1

ABC transporter transmembrane region 2
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pgp−2

pgp−3

pgp−4

pgp−1

pgp−9

pgp−10

ABC transporter, ATPase, predicted
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pgp−12

pgp−8

haf−7

haf−1

haf−6

hmt−1

haf−3

abcf−3

fkb−2

mrp−6

abcf−2

pmp−1

abce−1

pgp−3

ZK792.1

pmp−2

mrp−1

pgp−4

pgp−2

mrp−5

haf−9

pgp−1

pgp−10

mrp−2

haf−4

pgp−6

pgp−5

pgp−7

mrp−4

wht−7

mrp−7

F40F8.11

wht−2

abt−5

pgp−14

smc−3

mrp−8

abt−4

pgp−9

pgp−13

haf−8

pmp−5

pmp−4

mrp−3

abt−2

atg−7

ced−7

mix−1

pmp−3

haf−2

abtm−1

abcf−1

pgp−11

wht−8

wht−6

wht−3

ABC transporter, conserved site
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pmp−3

pmp−5

pmp−4

pmp−2

pmp−1

ABC transporter, N−terminal
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pgp−6

pgp−5

pgp−7

mrp−4

mrp−7

pgp−2

mrp−5

haf−9

pgp−3

mrp−1

pgp−4

pgp−1

pgp−10

haf−4

mrp−2

cft−1

pgp−14

pgp−12

pgp−8

haf−7

haf−1

haf−6

hmt−1

abtm−1

mrp−6

haf−3

haf−2

pgp−11

haf−8

mrp−3

mrp−8

pgp−9

pgp−13

ABC transporter, transmembrane domain
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F30F8.10

gna−2

gna−1

C06H2.3

C17H12.13

C56G2.15

pcaf−1

T10B5.4

F54E7.9

Y67D2.5

Y97E10AL.3

elpc−3

F40F4.7

B0238.10

Y38A10A.7

K07H8.3

D2023.4

Acetyltransferase (GNAT) family
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inft−1

fhod−2

fhod−1

cyk−1

frl−1

fozi−1

inft−2

Actin−binding FH2
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inft−1

fhod−2

fhod−1

cyk−1

frl−1

fozi−1

inft−2

Actin−binding FH2/DRF autoregulatory
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arx−2

act−3

act−4

C08B11.6

arx−1

arp−1

act−1

act−5

C49H3.8

F42C5.9

act−2

ZK616.4

Actin−like
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arx−2

act−3

act−4

act−1

act−5

act−2

ZK616.4

Actin, conserved site
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arx−2

act−3

act−4

arx−1

act−1

act−5

act−2

Actin/actin−like conserved site
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atn−1

dys−1

vab−10

unc−70

anc−1

sma−1

plst−1

M116.5

ZC416.6

Actinin−type, actin−binding, conserved site
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sma−6

D1053.4

C08G9.1

F28A12.3

F59F5.5

F44D12.2

F55D12.5

F36H9.1

F36H9.2

Activin types I and II receptor domain
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acbp−4

Y41E3.7

acbp−5

acbp−1

acbp−7

acbp−6

36951

Y71H2B.1

ech−4

acbp−3

Acyl−CoA−binding protein, ACBP
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acdh−4

acdh−5

acdh−8

C48B4.1

acdh−3

acdh−13

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

K09H11.1

acdh−11

acdh−1

acdh−10

acdh−7

acdh−6

Acyl−CoA dehydrogenase, C−terminal domain
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acdh−4

acdh−5

acdh−8

acdh−3

acdh−12

acdh−2

acdh−9

F54D5.7

Y76B12C.6

ivd−1

gon−4

acdh−10

acdh−7

acdh−1

acdh−6

Acyl−CoA dehydrogenase, conserved site
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acdh−4

acdh−5

acdh−8

F59F4.1

acdh−10

acdh−7

F58F9.7

K09H11.1

acdh−11

acdh−1

C48B4.1

acdh−3

acdh−12

F08A8.3

F08A8.1

acdh−9

F54D5.7

acdh−2

ivd−1

F08A8.2

acdh−6

Acyl−CoA dehydrogenase, middle domain
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acdh−5

acdh−8

K09H11.1

acdh−1

acdh−10

acdh−7

acdh−3

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

acdh−6

Acyl−CoA dehydrogenase, N−terminal
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acdh−5

acdh−8

K09H11.1

acdh−1

acdh−10

acdh−7

acdh−3

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

acdh−6

Acyl−CoA dehydrogenase, N−terminal domain
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acdh−4

acdh−5

acdh−8

K09H11.1

acdh−11

acdh−1

acdh−10

acdh−7

acdh−3

acdh−13

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

acdh−6

Acyl−CoA dehydrogenase, type 2, C−terminal
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acdh−4

acdh−5

acdh−8

F59F4.1

acdh−10

acdh−7

F58F9.7

K09H11.1

acdh−1

C48B4.1

acdh−3

F08A8.3

F08A8.1

acdh−13

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

F08A8.2

acdh−6

Acyl−CoA dehydrogenase/oxidase, N−terminal
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gna−2

mys−1

F30F8.10

C06H2.3

mys−4

pcaf−1

lsy−12

nmt−1

tag−235

mys−2

C56G2.15

gna−1

ZK1098.11

F54E7.9

ZK185.3

Y97E10AL.3

Y67D2.5

T10B10.4

F40F4.7

elpc−3

B0238.10

Y38A10A.7

K07H8.3

D2023.4

Acyl−CoA N−acyltransferase
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F59F4.1

F58F9.7

F08A8.3

F08A8.1

F08A8.2

Acyl−CoA oxidase
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F59F4.1

F58F9.7

F08A8.3

F08A8.1

F08A8.2

Acyl−CoA oxidase, C−terminal
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acdh−4

acdh−5

acdh−8

F59F4.1

acdh−10

acdh−7

F58F9.7

K09H11.1

acdh−11

acdh−1

C48B4.1

acdh−3

acdh−12

F08A8.3

F08A8.1

acdh−9

F54D5.7

acdh−2

ivd−1

F08A8.2

acdh−6

Acyl−CoA oxidase/dehydrogenase, central domain
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acdh−4

acdh−5

acdh−8

C48B4.1

acdh−3

acdh−13

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

K09H11.1

acdh−11

acdh−1

acdh−10

acdh−7

acdh−6

Acyl−CoA oxidase/dehydrogenase, type 1
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acdh−4

acdh−5

acdh−8

F59F4.1

acdh−10

acdh−7

F58F9.7

K09H11.1

acdh−11

acdh−1

C48B4.1

acdh−3

F08A8.3

F08A8.1

acdh−13

acdh−12

acdh−9

F54D5.7

acdh−2

ivd−1

F08A8.2

acdh−6

Acyl−CoA oxidase/dehydrogenase, type1/2, C−terminal
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C37H5.13

C17C3.1

D2021.4

Y87G2A.2

C17C3.3

F25E2.3

Acyl−CoA thioesterase
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acbp−4

acbp−7

acbp−6

Y41E3.7

acbp−5

Y71H2B.1

ech−4

acbp−3

Acyl CoA binding protein
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acl−13

acl−9

acl−1

acl−7

acl−4

acl−8

acl−6

acl−3

acl−2

acl−11

acl−14

acl−12

M79.2

acl−5

bus−18

Acyltransferase
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oac−29

oac−32

oac−20

oac−18

oac−9

rhy−1

oac−54

oac−39

oac−22

oac−7

oac−5

oac−31

oac−43

oac−12

oac−24

oac−14

oac−57

oac−4

oac−10

oac−23

oac−6

oac−8

oac−27

oac−19

oac−16

oac−17

oac−35

oac−2

oac−38

oac−33

oac−44

oac−48

oac−45

oac−59

oac−58

oac−41

oac−21

oac−26

oac−42

oac−52

oac−11

oac−3

oac−55

oac−53

oac−51

oac−13

oac−36

T08H10.4

nrf−6

oac−40

oac−37

bus−1

oac−34

oac−46

oac−28

oac−49

oac−1

oac−15

oac−56

oac−30

Acyltransferase 3
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B0395.3

F41E7.6

cpt−2

cpt−5

cpt−1

W03F9.4

cpt−3

cpt−6

T20B3.1

cpt−4

Acyltransferase ChoActase/COT/CPT
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oac−29

oac−32

oac−20

oac−18

oac−9

rhy−1

oac−54

oac−39

oac−22

oac−7

oac−5

oac−31

oac−43

oac−12

oac−24

oac−14

oac−57

oac−4

oac−10

oac−23

oac−6

oac−8

oac−27

oac−19

oac−16

oac−17

oac−35

oac−2

oac−38

oac−33

oac−44

oac−48

oac−45

oac−59

oac−58

oac−41

oac−21

oac−26

oac−42

oac−52

oac−11

oac−3

oac−55

oac−53

oac−51

oac−13

oac−36

T08H10.4

nrf−6

oac−40

oac−37

bus−1

oac−34

oac−46

oac−28

oac−49

oac−1

oac−15

oac−56

oac−30

Acyltransferase family
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apb−3

apg−1

apa−2

T14G10.5

apb−1

apd−3

Y25C1A.5

Adaptin N terminal region
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R07E3.4

R07B7.10

ucp−4

K01C8.7

C47E12.2

F25B4.7

K02F3.2

ant−1.2

ant−1.1

F20D1.9

C42C1.10

dif−1

R11.1

ant−1.3

ant−1.4

Adenine nucleotide translocator 1
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acy−1

gcy−28

acy−4

gcy−9

gcy−11

gcy−17

gcy−14

gcy−19

gcy−37

gcy−21

odr−1

gcy−35

gcy−20

gcy−25

gcy−31

gcy−7

gcy−3

gcy−13

gcy−2

gcy−1

gcy−15

gcy−18

gcy−5

gcy−36

gcy−4

gcy−6

gcy−27

gcy−33

gcy−8

gcy−32

acy−2

gcy−23

daf−11

gcy−29

gcy−34

acy−3

gcy−22

gcy−12

Adenylate and Guanylate cyclase catalytic domain
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C29F7.3

ZK673.2

F40F8.1

F38E11.6

let−754

F38B2.4

F13E6.2

Adenylate kinase
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acy−1

gcy−28

acy−4

gcy−9

gcy−11

gcy−17

gcy−14

gcy−19

gcy−37

gcy−21

odr−1

gcy−35

gcy−20

gcy−25

gcy−31

gcy−7

gcy−3

gcy−13

gcy−2

gcy−1

gcy−15

gcy−18

gcy−5

gcy−36

gcy−4

gcy−6

gcy−27

gcy−33

gcy−8

gcy−32

acy−2

gcy−23

daf−11

gcy−29

gcy−34

acy−3

gcy−22

gcy−12

Adenylyl cyclase class−3/4/guanylyl cyclase
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gcy−21

gcy−37

gcy−23

gcy−5

gcy−15

gcy−18

gcy−6

gcy−33

gcy−32

acy−2

gcy−36

gcy−4

gcy−17

gcy−14

gcy−19

gcy−35

gcy−20

gcy−31

gcy−13

acy−4

gcy−28

gcy−9

gcy−2

gcy−1

gcy−7

gcy−3

gcy−34

gcy−22

gcy−12

Adenylyl cyclase class−3/4/guanylyl cyclase, conserved site
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arf−3

arl−1

arc−1

rab−30

arl−3

arl−5

tag−312

Y54E10BR.2

rab−8

arf−6

C56E6.2

rab−11.2

sar−1

arl−8

arf−1.1

arf−1.2

rab−1

arl−6

rab−10

rab−37

arl−13

rab−18

evl−20

ADP−ribosylation factor
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rab−11.1

goa−1

rab−11.2

R186.3

arf−1.2

egl−30

gsa−1

4R79.2

arf−1.1

gpa−13

gpa−18

gpa−5

unc−108

rab−5

rab−1

ras−1

aex−6

tag−312

ran−1

rab−8

C56E6.2

rab−33

arl−8

rab−35

Y54E10BR.2

gpa−16

F52A8.6

C52B11.5

rho−1

arf−3

odr−3

arl−6

gpa−11

gpa−6

rab−10

rab−37

arl−13

rab−28

gpa−17

ras−2

ral−1

gpa−14

gpa−8

gpa−9

gpa−7

gpa−15

rab−30

gpa−2

gpa−3

rab−3

ifta−2

gpa−4

arl−3

rab−14

arc−1

arl−1

rab−19

gpa−1

gpa−12

rab−39

rab−18

gpa−10

evl−20

D1081.4

ADP−ribosylation factor family
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rskn−1

akt−2

sgk−1

rsks−1

R04A9.7

rskn−2

kin−1

pkc−1

F47F2.1

wts−1

sax−1

tpa−1

egl−4

pkc−2

akt−1

let−502

grk−1

F46F6.2

mrck−1

pkc−3

grk−2

AGC−kinase, C−terminal
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C11E4.1

R05H5.3

C11E4.2

C32D5.8

F29B9.5

Y94H6A.4

C30H6.8

Y44E3A.3

T28A11.13

Y52E8A.3

K02H11.6

T20D4.7

F26E4.12

prdx−6

prdx−3

R05H10.5

prdx−2

T09A12.2

M01H9.1

AhpC/TSA family
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sodh−1

sodh−2

F56H1.6

H24K24.3

ZK829.7

Y50D4C.2

R04B5.5

R04B5.6

Y48A6B.9

D2063.1

mecr−1

F39B2.3

Alcohol dehydrogenase GroES−like

−2 −1 0 1 2
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sodh−1

sodh−2

F56H1.6

H24K24.3

ZK829.7

Y50D4C.2

R04B5.5

R04B5.6

Y48A6B.9

D2063.1

mecr−1

F39B2.3

Alcohol dehydrogenase GroES−like domain

−2 −1 0 1 2
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sodh−1

F56H1.6

H24K24.3

ZK829.7

Y50D4C.2

M106.3

sodh−2

R04B5.5

R04B5.6

Y48A6B.9

D2063.1

odr−4

mecr−1

F39B2.3

Alcohol dehydrogenase superfamily, zinc−containing
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Y106G6H.4

C01G12.1

F36D1.1

madf−1

C46F11.3

C05D2.6

H20J04.3

C54G6.1

C06A5.4

ZC416.1

T07C12.11

Alcohol dehydrogenase transcription factor Myb/SANT−like
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sodh−1

fasn−1

ZK829.7

H24K24.3

Y50D4C.2

M106.3

sodh−2

R04B5.5

R04B5.6

Y48A6B.9

D2063.1

mecr−1

F39B2.3

Alcohol dehydrogenase, C−terminal

−2 −1 0 1 2
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sodh−1

sodh−2

H24K24.3

Y50D4C.2

D2063.1

R04B5.6

R04B5.5

Alcohol dehydrogenase, zinc−containing, conserved site
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alh−5

alh−13

alh−9

alh−10

alh−7

alh−11

alh−1

alh−3

alh−12

alh−6

alh−8

alh−4

alh−2

Aldehyde dehydrogenase domain
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alh−9

alh−10

alh−7

alh−11

alh−1

alh−3

alh−12

alh−6

alh−8

alh−4

alh−2

alh−13

Aldehyde dehydrogenase family

−2 −1 0 1 2
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alh−5

alh−13

alh−9

alh−10

alh−7

alh−11

alh−1

alh−3

alh−12

alh−6

alh−8

alh−4

alh−2

Aldehyde dehydrogenase, C−terminal
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alh−10

T07D1.3

alh−9

ttr−31

F01G12.1

C08E8.4

Y54G11A.3

Y69A2AR.16

alh−6

cchl−1

alh−12

alh−11

alh−7

C10B5.1

alh−2

alh−8

alh−3

alh−1

C24A3.4

F07E5.9

Aldehyde dehydrogenase, conserved site
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alh−5

alh−13

alh−9

alh−10

alh−7

alh−11

alh−1

alh−3

alh−12

alh−6

alh−8

alh−4

alh−2

Aldehyde dehydrogenase, N−terminal
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E01A2.1

C56G3.2

C07D8.5

scd−1

C07D8.6

mec−14

C35D10.6

Y39G8B.2

T08H10.1

Y39G8B.1

F53F1.3

F53F1.2

K07C5.2

ZK1290.5

C01G5.5

ZC443.1

Aldo/keto reductase
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C01G5.5

F53F1.3

F53F1.2

E01A2.1

C35D10.6

Y39G8B.2

K07C5.2

ZK1290.5

mec−14

C07D8.5

ZC443.1

T08H10.1

Y39G8B.1

C07D8.6

Aldo/keto reductase family
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C01G5.5

ZC443.1

F53F1.3

F53F1.2

C35D10.6

Y39G8B.2

K07C5.2

ZK1290.5

T08H10.1

Y39G8B.1

C56G3.2

C07D8.6

Aldo/keto reductase subgroup
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C01G5.5

Y116A8C.13

F53F1.3

F53F1.2

Y39G8B.2

K07C5.2

ZK1290.5

T08H10.1

Y39G8B.1

scm−1

C07D8.6

ZC443.1

Aldo/keto reductase, conserved site
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F32D1.5

Y24D9A.8

Y37E11B.5

aldo−2

F36A2.2

W07E11.1

aldo−1

umps−1

T22D1.3

Y71G12B.10

C45G9.2

pyc−1

chhy−1

T10B5.8

ZK742.4

F17A9.5

F49H6.5

F41E6.5

gana−1

F56D5.3

F17A9.4

R13D11.4

F49E2.1

Y54E5A.6

F08F8.7

Y92H12BL.1

ZK742.3

dpyd−1

dhod−1

tpi−1

F09E5.3

W06H8.2

Y73C8C.10

M01F1.3

Aldolase−type TIM barrel

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sul−3

C27A7.1

T03G6.3

F57B10.3

F28C6.4

C27A12.9

C01B10.9

F13H10.5

C27A7.3

Y54E10BR.1

F10C2.3

sul−1

sul−2

T07G12.3

Alkaline phosphatase−like, alpha/beta/alpha
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C11E4.1

R05H5.3

C11E4.2

C32D5.8

F29B9.5

Y94H6A.4

C30H6.8

Y44E3A.3

T28A11.13

Y52E8A.3

K02H11.6

T20D4.7

F26E4.12

prdx−6

prdx−3

R05H10.5

prdx−2

T09A12.2

M01H9.1

Alkyl hydroperoxide reductase/ Thiol specific antioxidant/ Mal allergen
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scl−2

scl−22

scl−23

C07A4.3

D2062.1

scl−9

scl−7

scl−8

scl−15

scl−27

scl−13

scl−17

scl−6

scl−11

C07A4.2

F57B7.2

F09B9.5

scl−25

scl−24

scl−19

scl−12

scl−1

scl−21

Y51H7C.12

scl−20

scl−26

F58E2.5

lon−1

scl−18

scl−3

scl−14

vap−1

scl−5

scl−10

Allergen V5/Tpx−1 related
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C07A4.2

lon−1

vap−1

scl−3

scl−22

C07A4.3

D2062.1

Allergen V5/Tpx−1 related, conserved site
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hsp−16.2

hsp−16.41

hsp−17

hsp−16.1

hsp−16.48

hsp−12.1

F08H9.4

Y55F3BR.6

hsp−12.3

hsp−25

hsp−12.2

ZK1128.7

hsp−12.6

hsp−43

sip−1

Alpha crystallin/Heat shock protein
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−4

tba−9

tba−7

tbb−1

ben−1

tba−4

Y19D2B.1

mec−7

tba−1

Alpha tubulin

−2 −1 0 1 2
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F27C8.6

F46B6.8

R11G11.14

Y97E10AL.2

F37A4.1

Y71H2AM.13

F01D5.7

ace−2

F32B4.6

F01D5.8

C37H5.3

B0464.9

K04G2.2

C25A1.12

D2024.2

F54F3.3

Y71G12A.4

K11G9.3

T09B9.1

ceeh−1

B0238.1

T07H6.1

R05D7.4

K07C11.4

K04A8.5

Y45F10A.3

ceeh−2

F01G10.7

C01B10.10

pcp−5

W01A11.1

F16F9.4

E01G6.3

F56C11.6

T02B5.1

K01A2.5

Y55F3AM.10

T02B5.3

Y43F8A.3

C37H5.2

K11G9.2

F13H6.3

C23H4.4

F07C4.12

ZC376.3

ges−1

ZK6.7

F55F3.2

Y50E8A.7

C23H4.2

F15A8.6

C01B10.4

ace−3

C52A10.2

K11G9.1

ace−4

C52A10.1

R173.3

ace−1

T28C12.4

pcp−1

B0238.13

dpf−4

ZC376.1

C46C11.1

ZC376.2

Y57E12B.3

alpha/beta hydrolase fold
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F46B6.8

R11G11.14

B0464.9

K04G2.2

C25A1.12

Y97E10AL.2

F37A4.1

F01D5.7

F01D5.8

C37H5.3

F32B4.6

ZK6.7

Y50E8A.7

F54F3.3

Y71G12A.4

K04A8.5

ceeh−2

F01G10.7

ceeh−1

R05D7.4

W01A11.1

pcp−5

pcp−1

C37H5.2

K01A2.5

Y55F3AM.10

Y57E12B.3

Alpha/beta hydrolase fold−1
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F27C8.6

K11G9.3

T09B9.1

T02B5.1

K07C11.4

T07H6.1

B0238.1

Y45F10A.3

Y97E10AL.2

ace−4

ace−2

D2024.2

Y43F8A.3

T02B5.3

ZC376.3

ges−1

Y71H2AM.13

F55F3.2

C23H4.2

F15A8.6

C01B10.4

F07C4.12

ace−3

C52A10.2

K11G9.1

C52A10.1

R173.3

ace−1

T28C12.4

B0238.13

dpf−4

ZC376.1

C46C11.1

ZC376.2

K11G9.2

F13H6.3

F16F9.4

C01B10.10

E01G6.3

C23H4.4

F56C11.6

Alpha/beta hydrolase fold−3
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F10D2.10

Y73C8B.2

F35H12.5

Y73C8B.3

C31H5.1

K08D9.4

Y73C8B.1

Alpha/beta hydrolase of unknown function (DUF1057)
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Y41D4A.6

faah−5

faah−3

faah−4

Y53F4B.18

faah−2

faah−6

faah−1

Amidase
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faah−2

Y53F4B.18

faah−4

faah−3

faah−1

Amidase, conserved site
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unc−33

cpin−1

T12A2.1

dhp−2

dhp−1

F59B2.3

pyr−1

Amidohydrolase 1
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unc−33

cpin−1

T12A2.1

dhp−2

dhp−1

F59B2.3

pyr−1

Amidohydrolase family
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unc−105

mec−10

tag−324

F25D1.4

T28D9.7

Y57G11C.44

unc−8

mec−4

del−4

del−3

C24G7.1

asic−2

F23B2.3

asic−1

F28A12.1

deg−1

F58G6.8

Y69H2.11

F59F3.4

T21C9.3

acd−1

del−1

Y69H2.2

flr−1

T28F2.7

C18B2.6

tag−263

C46A5.2

tag−336

C24G7.4

Amiloride−sensitive sodium channel
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F37C4.6

F55C5.6

C24G6.6

amx−1

amx−3

lsd−1

spr−5

amx−2

Amine oxidase
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F23F1.6

kcc−3

aat−3

kcc−2

F10E7.9

B0303.11

Y53F4B.12

aat−2

aat−5

aat−4

aat−1

nkcc−1

T04B8.5

kcc−1

aat−9

aat−6

aat−7

aat−8

C50D2.2

B0454.6

Amino acid permease
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F23F1.6

kcc−3

aat−3

kcc−2

F10E7.9

B0303.11

Y53F4B.12

aat−2

aat−5

aat−4

aat−1

nkcc−1

T04B8.5

kcc−1

aat−9

aat−6

aat−7

aat−8

C50D2.2

B0454.6

Amino acid permease domain
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Y51F10.4

F59B2.2

H32K16.1

R02F2.8

F21D12.3

F13H10.3

C03A3.2

Y32F6A.4

Y59H11AR.4

Y43F4B.7

unc−47

Y38H6C.17

C44B7.6

T27A1.5

Y4C6B.2

Y18D10A.23

Amino acid transporter, transmembrane
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F23F1.6

aat−4

aat−3

aat−9

aat−6

Y53F4B.12

aat−2

aat−5

aat−1

aat−8

C50D2.2

aat−7

B0454.6

Amino acid/polyamine transporter I
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Y105E8A.20

lrs−2

vrs−1

mrs−1

irs−2

irs−1

vrs−2

lrs−1

Aminoacyl−tRNA synthetase, class I (M)
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ers−3

T18D3.7

Y43F8C.6

tag−144

crb−1

K02F3.10

fbxa−141

ZC434.9

ers−2

rrt−2

lrs−2

vrs−1

ZK384.3

rrt−1

Y67D8A.2

mrs−1

ers−1

vrs−2

lrs−1

yrs−1

irs−1

wrs−2

ugt−48

Aminoacyl−tRNA synthetase, class I, conserved site
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Y105E8A.20

lrs−2

vrs−2

lrs−1

mrs−1

irs−2

irs−1

Aminoacyl−tRNA synthetase, class Ia

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

drs−2

frs−1

Y66D12A.23

nrs−1

drs−1

krs−1

Aminoacyl−tRNA synthetase, class II (D/K/N)

−2 −1 0 1 2
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drs−2

Y66D12A.23

nrs−1

drs−1

krs−1

Aminoacyl−tRNA synthetase, class II (D/K/N)−like

−2 −1 0 1 2
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prs−1

srs−1

prs−2

hrs−1

grs−1

frs−1

srs−2

trs−1

Aminoacyl−tRNA synthetase, class II (G/ H/ P/ S), conserved domain

−2 −1 0 1 2
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F49C12.7

C29F7.2

D1044.1

F59B1.10

cka−2

E02C12.6

ckb−1

ckb−2

ckb−4

F58B4.5

K09H11.1

kin−3

T16G1.6

C29F7.1

Y11D7A.8

E02C12.9

nhr−246

T16G1.3

F59B1.8

H37A05.2

nekl−4

ckc−1

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

F23C8.8

H06H21.8

ckb−3

F20D6.5

E02C12.10

T16G1.5

E02C12.8

cka−1

Y116A8C.25

Aminoglycoside phosphotransferase

−2 −1 0 1 2
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F26H9.5

C12C8.2

T14D7.1

R03A10.3

B0205.6

T25B9.1

cth−1

Y104H12D.3

tag−38

cth−2

Y71H2B.5

C15H9.7

R102.4

spl−1

nkat−1

Aminotransferase class−V

−2 −1 0 1 2
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47
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C12C8.2

sptl−2

sptl−3

T25B9.1

T14D7.1

nkat−3

T01C8.5

cth−1

tatn−1

T04F3.1

C14E2.2

C14F11.1

Y104H12D.3

cth−2

T01C8.4

nkat−1

C44E4.3

C32F10.8

Y71H2B.5

sptl−1

R102.4

spl−1

Aminotransferase class I and II

−2 −1 0 1 2
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C12C8.2

sptl−2

sptl−3

T25B9.1

T14D7.1

nkat−3

T01C8.5

cth−1

tatn−1

T04F3.1

C14E2.2

C14F11.1

Y104H12D.3

cth−2

T01C8.4

nkat−1

C44E4.3

C32F10.8

Y71H2B.5

sptl−1

R102.4

spl−1

Aminotransferase, class I/classII

−2 −1 0 1 2
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47
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F26H9.5

C12C8.2

T14D7.1

R03A10.3

B0205.6

T25B9.1

cth−1

Y104H12D.3

tag−38

cth−2

Y71H2B.5

C15H9.7

R102.4

spl−1

nkat−1

Aminotransferase, class V/Cysteine desulfurase

−2 −1 0 1 2
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C14F11.1

T01C8.5

R05H10.2

T01C8.4

C44E4.3

Aminotransferases, class−I, pyridoxal−phosphate−binding site

−2 −1 0 1 2
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amt−1

rhr−1

amt−3

amt−2

rhr−2

amt−4

Ammonium transporter

−2 −1 0 1 2
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amt−1

rhr−1

amt−3

amt−2

rhr−2

amt−4

Ammonium Transporter Family

−2 −1 0 1 2
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acs−3

acs−20

acs−7

acs−16

acs−11

acs−21

acs−22

acs−17

acs−12

mec−18

acs−14

acs−9

C32E8.6

C25G6.3

Y66D12A.14

W09D6.1

R09E10.4

acs−4

acs−19

acs−13

sur−5

acs−5

F28B3.1

acs−1

C41A3.1

acs−2

acs−6

acs−10

acs−15

acs−18

AMP−binding enzyme

−2 −1 0 1 2
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acs−20

acs−22

acs−17

acs−11

acs−21

mec−18

acs−14

C32E8.6

Y66D12A.14

acs−7

acs−3

acs−19

acs−13

sur−5

acs−5

acs−1

R09E10.4

acs−4

acs−2

acs−6

acs−10

acs−15

acs−18

AMP−binding, conserved site

−2 −1 0 1 2
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acs−3

acs−20

acs−7

acs−16

acs−11

acs−21

acs−22

acs−17

acs−12

mec−18

acs−14

acs−9

C32E8.6

C25G6.3

Y66D12A.14

W09D6.1

R09E10.4

acs−4

acs−19

acs−13

sur−5

acs−5

F28B3.1

acs−1

C41A3.1

acs−2

acs−6

acs−10

acs−15

acs−18

AMP−dependent synthetase/ligase

−2 −1 0 1 2
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F32A5.2

F49E12.1

bli−3

duox−2

F09F3.5

K10B4.1

pxn−1

C46A5.4

mlt−7

R08F11.7

pxn−2

C16C8.2

T06D8.10

Animal haem peroxidase

−2 −1 0 1 2
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brd−1

C36F7.2

C18F10.7

R11A8.7

Y47D3A.22

K09D9.11

W07A8.2

lem−3

C01G10.1

F26D2.10

F36D3.5

T08G3.7

C18H2.5

F40E12.2

spe−41

C18H2.3

C49G7.1

H32C10.3

C18H2.4

K02F6.4

F37A4.4

glp−1

ZK1320.7

Y48G1A.3

F56D5.9

cnt−2

fem−1

C27A7.5

trp−4

F34D10.6

pme−5

C09F9.3

acbp−5

unc−44

C33A11.1

C18H2.1

F47A4.5

K02B12.5

C01F1.6

F22G12.4

mel−11

gfi−2

ape−1

ZK792.4

tag−233

dapk−1

R31.2

M60.7

cnt−1

C46H3.3

C24A1.3

pat−4

ocr−3

osm−9

F26F4.12

lrk−1

C45B2.6

kri−1

Y106G6H.14

ocr−1

tag−144

Y32G9A.6

vab−19

shn−1

lin−12

ikb−1

T16G1.9

T28D6.4

C11E4.6

git−1

trpa−1

ocr−4

Y39C12A.1

mlt−4

C43H6.3

C01H6.2

Ankyrin repeat

−2 −1 0 1 2
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C01G10.1

F26D2.10

F36D3.5

T08G3.7

Y67A10A.3

C18H2.5

H23L24.2

F40E12.2

F56H1.3

ocr−2

C18F10.7

F30F8.2

C38D9.5

C18H2.4

Y47D3A.22

K09D9.11

H32C10.3

K02F6.4

C18H2.3

C49G7.1

D1037.5

F37A4.4

K02F6.2

glp−1

C24A1.3

pat−4

DH11.1

ocr−3

osm−9

F26F4.12

unc−44

C33A11.1

C18H2.1

frm−9

F47A4.5

ZK1320.7

Y48G1A.3

F56D5.9

trp−4

ZK792.4

tag−233

dapk−1

R31.2

M60.7

hecd−1

F34D10.6

pme−5

C09F9.3

acbp−5

ZK973.2

ape−1

lem−3

cnt−2

fem−1

C27A7.5

K02B12.5

F22G12.4

mel−11

gfi−2

W07A8.2

Y75B7B.2

brd−1

C36F7.2

R11A8.7

F45F2.10

C01F1.6

Y55F3BR.8

cnt−1

C46H3.3

lrk−1

F25H2.3

trp−2

Y32G9A.6

tag−144

Y106G6H.14

ocr−1

C45B2.6

kri−1

trp−1

T16G1.9

T28D6.4

C11E4.6

git−1

trpa−1

T05C1.4

lin−12

ikb−1

vab−19

shn−1

ocr−4

Y39C12A.1

mlt−4

C43H6.3

C01H6.2

Ankyrin repeat−containing domain

−2 −1 0 1 2
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Y18D10A.22

tag−138

epn−1

rsd−3

unc−11

hipr−1

ANTH

−2 −1 0 1 2
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Y18D10A.22

tag−138

epn−1

rsd−3

unc−11

hipr−1

ANTH domain

−2 −1 0 1 2
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prs−1

hrs−1

prs−2

grs−1

trs−1

Anticodon−binding

−2 −1 0 1 2
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vrs−1

lrs−2

M142.5

mrs−1

irs−2

irs−1

vrs−2

lrs−1

Anticodon−binding domain

−2 −1 0 1 2
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prs−1

hrs−1

prs−2

grs−1

trs−1

Anticodon binding domain

−2 −1 0 1 2
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JC8.4

C29F5.3

ZK643.2

cdd−2

cdd−1

APOBEC/CMP deaminase, zinc−binding

−2 −1 0 1 2
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C16D9.1

R07A4.4

cutl−27

cutl−18

cutl−17

B0361.9

C07G1.2

T21B6.3

F52C9.5

C30H6.5

F32B4.8

cutl−28

H42K12.3

let−653

noah−2

noah−1

ZC449.2

T26C5.2

ZC449.1

H03E18.1

Apple−like

−2 −1 0 1 2
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F07F6.4

cnt−2

W09D10.1

cnt−1

git−1

K02B12.7

Arf GTPase activating protein
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R186.3

arf−1.2

egl−30

gsa−1

4R79.2

arf−1.1

rab−11.1

goa−1

rab−11.2

sar−1

arl−8

rab−35

gpa−13

gpa−18

gpa−5

arf−6

C56E6.2

rab−33

unc−108

rab−5

rab−1

ras−1

aex−6

tag−312

ran−1

rab−8

Y54E10BR.2

gpa−16

F52A8.6

C52B11.5

rho−1

arf−3

odr−3

arl−6

gpa−11

gpa−6

rab−10

rab−37

arl−13

rab−28

gpa−7

gpa−15

rab−30

gpa−4

arl−3

gpa−2

gpa−3

rab−3

ifta−2

arl−5

gpa−17

ras−2

ral−1

gpa−14

gpa−8

gpa−9

rab−14

arc−1

arl−1

rab−19

gpa−1

gpa−12

rab−39

rab−18

gpa−10

evl−20

D1081.4

ARF/SAR superfamily

−2 −1 0 1 2
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Y71H2AM.11

pes−9

C10C5.4

C10C5.3

C10C5.5

C06A6.4

ArgE/DapE/ACY1/CPG2/YscS, conserved site

−2 −1 0 1 2
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ergo−1

C14B1.7

F58G1.1

T23D8.7

R06C7.1

C16C10.3

T22B3.2

tag−76

T22H9.3

sago−2

F55A12.1

prg−2

ppw−1

sago−1

ppw−2

prg−1

csr−1

dcr−1

Y49F6A.1

nrde−3

alg−1

alg−2

F55C9.3

Argonaute/Dicer protein, PAZ

−2 −1 0 1 2
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C08B11.3

rbr−2

Y108G3AL.7

let−526

cfi−1

ARID/BRIGHT DNA−binding domain

−2 −1 0 1 2
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C08B11.3

rbr−2

Y108G3AL.7

let−526

cfi−1

ARID/BRIGHT DNA binding domain

−2 −1 0 1 2
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47
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jac−1

M01E11.2

nekl−4

ima−3

kap−1

bar−1

hmp−2

ima−2

F53B2.5

Armadillo

−2 −1 0 1 2
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vha−18

36982

ima−1

ima−2

sys−1

hmp−2

zyg−11

wrm−1

puf−8

D2045.2

T08A11.2

imb−3

C14C10.5

F53B2.5

paa−1

hecd−1

puf−4

ima−3

C34G6.1

zer−1

xpo−1

xpo−2

K04G2.6

apb−3

fhod−1

jac−1

tsr−1

imb−2

M01E11.2

cand−1

fbf−2

let−363

dpy−28

ppfr−1

zyg−9

gcn−1

F54A3.2

W07G4.3

rpn−2

kap−1

apa−2

Y67A10A.7

unc−45

ZK792.5

uso−1

apd−3

imb−1

puf−12

W04A4.5

fbf−1

pqn−85

insc−1

puf−9

tir−1

mop−25.1

vha−15

T14G10.5

F46C5.6

apb−1

nekl−4

apg−1

rme−8

sel−2

che−12

Y54H5A.2

tag−242

bar−1

Y25C1A.5

puf−7

puf−3

puf−11

puf−5

Armadillo−like helical

−2 −1 0 1 2
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jac−1

ima−3

hmp−2

ima−2

F53B2.5

Armadillo/beta−catenin−like repeat

−2 −1 0 1 2
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bas−1

tag−19

tdc−1

C05D2.3

hdl−1

Aromatic−L−amino−acid decarboxylase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

R12C12.1

secs−1

R102.4

nkat−1

nkat−3

sptl−2

B0205.6

Aromatic amino acid beta−eliminating lyase/threonine aldolase

−2 −1 0 1 2
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R06B9.4

arr−1

T12D8.4

C04E12.12

Y17G7B.14

F48F7.7

R05C11.1

Y17G7B.11

ZK643.1

ZK938.4

tag−50

F40F8.8

Y49E10.24

ZK938.2

C04C11.2

R06B9.1

T20D4.6

F35F10.12

F35F10.11

F15A4.9

T07F12.3

T04B8.3

Y51B9A.4

R06B9.3

Arrestin−like, C−terminal
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R06B9.4

R06B9.2

F15A4.9

T07F12.3

T04B8.3

Y51B9A.4

R06B9.3

arr−1

T12D8.4

C04E12.12

R06B9.1

tag−50

F58G1.6

Y17G7B.14

F48F7.7

rnh−1.2

F48F7.8

Y17G7B.11

ZK643.1

ZK938.4

ZK938.2

C04C11.2

Y49E10.24

C04E12.11

F40F8.8

ttm−2

T20D4.6

F35F10.12

F35F10.11

Arrestin−like, N−terminal
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R06B9.4

arr−1

T12D8.4

C04E12.12

Y17G7B.14

F48F7.7

R05C11.1

Y17G7B.11

ZK643.1

ZK938.4

tag−50

F40F8.8

Y49E10.24

ZK938.2

C04C11.2

R06B9.1

T20D4.6

F35F10.12

F35F10.11

F15A4.9

T07F12.3

T04B8.3

Y51B9A.4

R06B9.3

Arrestin (or S−antigen), C−terminal domain
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R06B9.4

R06B9.2

F15A4.9

T07F12.3

T04B8.3

Y51B9A.4

R06B9.3

arr−1

T12D8.4

C04E12.12

R06B9.1

tag−50

F58G1.6

Y17G7B.14

F48F7.7

rnh−1.2

F48F7.8

Y17G7B.11

ZK643.1

ZK938.4

ZK938.2

C04C11.2

Y49E10.24

C04E12.11

F40F8.8

ttm−2

T20D4.6

F35F10.12

F35F10.11

Arrestin (or S−antigen), N−terminal domain

−2 −1 0 1 2
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arr−1

C04E12.12

Y17G7B.14

Y49E10.24

ZK938.4

R06B9.1

T20D4.6

F35F10.12

F15A4.9

R06B9.3

Arrestin, C−terminal
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nrs−2

M02D8.4

M18.3

M106.4

B0035.16

Asparagine synthase

−2 −1 0 1 2
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C14E2.2

C14F11.1

T01C8.4

C44E4.3

T01C8.5

Aspartate/other aminotransferase
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drs−2

Y66D12A.23

nrs−1

drs−1

krs−1

Aspartyl/Asparaginyl−tRNA synthetase, class IIb

−2 −1 0 1 2
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nas−9

nas−17

nas−19

nas−5

nas−39

nas−24

nas−25

nas−33

hch−1

nas−32

nas−2

nas−18

nas−28

nas−16

nas−31

nas−10

nas−27

nas−1

nas−30

toh−1

nas−12

nas−7

nas−13

nas−8

nas−23

nas−38

nas−36

nas−37

nas−4

nas−3

dpy−31

nas−29

nas−11

nas−14

nas−6

nas−15

nas−22

nas−21

nas−20

Astacin (Peptidase family M12A)

−2 −1 0 1 2
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F47B10.1

C50F7.4

C05G5.4

D1005.1

F23H11.3

B0365.1

ATP−citrate lyase/succinyl−CoA ligase
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pyr−1

C50F7.4

F32B6.2

pcca−1

pyc−1

F47B10.1

D1005.1

B0365.1

ATP−grasp domain
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T21C9.6

T28F3.5

snn−1

F38B6.4

pyr−1

pod−2

F47B10.1

C50F7.4

F32B6.2

pcca−1

pyc−1

ATP−grasp fold, subdomain 1
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F47B10.1

D1005.1

pod−2

B0365.1

C50F7.4

F32B6.2

pcca−1

pyc−1

snn−1

T21C9.6

T28F3.5

M176.2

F38B6.4

pyr−1

B0286.3

ATP−grasp fold, subdomain 2

−2 −1 0 1 2
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atp−2

H28O16.1

vha−13

vha−12

tag−300

ATP synthase alpha/beta family, beta−barrel domain
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atp−2

H28O16.1

vha−13

vha−12

tag−300

ATP synthase alpha/beta family, nucleotide−binding domain

−2 −1 0 1 2
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vha−3

vha−1

Y82E9BR.3

vha−2

vha−4

ATP synthase subunit C

−2 −1 0 1 2
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ZC434.8

F44G3.2

F11G11.13

K04F1.1

F46H5.3

F32B5.1

W10C8.5

ATP:guanido phosphotransferase

−2 −1 0 1 2
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ZC434.8

F44G3.2

F11G11.13

F32B5.1

W10C8.5

ATP:guanido phosphotransferase, C−terminal catalytic domain

−2 −1 0 1 2
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ZC434.8

F44G3.2

F11G11.13

F32B5.1

W10C8.5

ATP:guanido phosphotransferase, catalytic domain

−2 −1 0 1 2
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ZC434.8

F44G3.2

K04F1.1

F46H5.3

F32B5.1

W10C8.5

ATP:guanido phosphotransferase, N−terminal domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

R151.7

T05E11.3

top−2

mlh−1

R05D3.12

pdhk−2

pms−2

morc−1

daf−21

R05D3.1

ATPase−like, ATP−binding domain

−2 −1 0 1 2
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ymel−1

rpt−5

cdc−48.2

ZK938.3

rpt−4

rpt−1

rpt−2

cdc−6

ruvb−1

rpt−3

nsf−1

bcs−1

mac−1

F55F10.1

vps−4

cdc−48.3

rpt−6

Y108F1.1

nuo−4

rfc−4

K08F4.1

spas−1

rfc−2

mspn−1

figl−1

spg−7

ppgn−1

atad−3

ruvb−2

C34B2.6

D2030.2

tor−1

prx−1

prx−6

E02H1.6

Y75B8A.4

pch−2

Y39A1A.12

lex−1

rfc−1

cdc−48.1

mei−01

F56F11.4

F44B9.8

K07A3.3

C10G11.8

ATPase family associated with various cellular activities (AAA)

−2 −1 0 1 2
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nsf−1

rpt−3

rpt−6

mac−1

C34B2.6

cdc−48.2

rpt−4

spas−1

mspn−1

rpt−2

rpt−5

cdc−48.1

D2030.2

F56F11.4

K07A3.3

C10G11.8

ATPase, AAA−2

−2 −1 0 1 2
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ymel−1

rpt−5

cdc−48.2

rpt−4

rfc−4

dhc−1

cdc−48.1

mcm−4

D2030.2

C34B2.6

rpt−3

mspn−1

F55F10.1

rpt−6

F11C1.5

che−3

Y75B8A.4

F56F11.4

pif−1

mcm−2

mcm−7

K07A3.3

C10G11.8

ATPase, AAA−5

−2 −1 0 1 2
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ymel−1

cdc−48.2

rpt−4

spas−1

mspn−1

figl−1

rpt−1

rpt−2

rpt−5

cdc−48.1

vps−4

rpt−6

nsf−1

rpt−3

mac−1

bcs−1

cdc−48.3

spg−7

prx−1

pch−2

lex−1

mei−01

F56F11.4

C10G11.8

ATPase, AAA−type, conserved site

−2 −1 0 1 2
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ymel−1

rpt−5

cdc−48.2

ZK938.3

rpt−4

rpt−1

rpt−2

cdc−6

ruvb−1

rpt−3

nsf−1

mac−1

bcs−1

vps−4

cdc−48.3

rpt−6

Y108F1.1

nuo−4

rfc−4

K08F4.1

spas−1

rfc−2

mspn−1

figl−1

spg−7

ppgn−1

atad−3

ruvb−2

C34B2.6

D2030.2

tor−1

prx−1

prx−6

E02H1.6

Y75B8A.4

pch−2

Y39A1A.12

lex−1

rfc−1

cdc−48.1

mei−01

F56F11.4

F44B9.8

K07A3.3

C10G11.8

ATPase, AAA−type, core

−2 −1 0 1 2
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atp−2

abcf−3

mrp−6

haf−1

mac−1

F55F10.1

rpt−6

haf−7

vps−4

haf−6

hmt−1

bcs−1

haf−3

pgp−12

pgp−8

prx−1

abcf−2

F10G8.6

F21D5.7

C34B2.6

pgp−1

pgp−3

pmp−2

prx−6

mrp−1

pgp−4

pmp−1

abce−1

tor−1

mrp−2

haf−4

pgp−10

wht−1

pgp−2

mrp−5

haf−9

Y75B8A.4

haf−8

pmp−4

mrp−3

pgp−6

pgp−5

pgp−7

mei−01

F56F11.4

F44B9.8

mrp−4

wht−7

lex−1

mcm−2

mrp−7

mcm−3

mcm−7

Y39A1A.12

eri−7

wht−3

wht−5

abt−5

pgp−14

D2030.2

pch−2

mrp−8

ymel−1

Y46G5A.4

rpt−5

cdc−6

abt−4

pgp−9

pgp−13

cdc−48.2

abt−6

rpt−4

rpt−1

rpt−2

dhc−1

wht−2

rfc−1

cdc−48.1

mcm−4

ruvb−1

rpt−3

nsf−1

Y116F11A.1

pmp−3

abtm−1

ppgn−1

atad−3

rfc−4

K08F4.1

rfc−2

spas−1

mspn−1

haf−2

rad−51

abt−2

figl−1

ced−7

F38A1.8

abcf−1

spg−7

Y54E2A.4

cdc−48.3

ruvb−2

pgp−11

wht−8

wht−6

K07A3.3

C10G11.8

ATPase, AAA+ type, core
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atp−2

H28O16.1

vha−13

vha−12

tag−300

ATPase, alpha/beta subunit, nucleotide−binding domain

−2 −1 0 1 2
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T22B3.2

ZK945.6

F59E12.9

atp−2

ceh−48

tag−300

F59B1.4

H28O16.1

vha−13

vha−12

itsn−1

F54D5.2

ATPase, alpha/beta subunit, nucleotide−binding domain, active site

−2 −1 0 1 2
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vha−3

vha−1

Y82E9BR.3

vha−2

vha−4

ATPase, F0/V0 complex, subunit C

−2 −1 0 1 2
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atp−2

H28O16.1

vha−13

vha−12

tag−300

ATPase, F1/V1/A1 complex, alpha/beta subunit, N−terminal

−2 −1 0 1 2
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catp−2

catp−3

sca−1

mca−1

mca−3

eat−6

pmr−1

catp−1

mca−2

catp−4

ATPase, P−type cation−transporter, C−terminal

−2 −1 0 1 2
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catp−2

catp−3

mca−3

eat−6

pmr−1

catp−6

catp−1

catp−7

sca−1

mca−1

mca−2

catp−4

ATPase, P−type cation−transporter, N−terminal

−2 −1 0 1 2
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catp−2

catp−3

pmr−1

eat−6

catp−1

catp−7

catp−4

ATPase, P−type cation exchange, alpha subunit

−2 −1 0 1 2
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tat−3

tat−2

catp−2

catp−3

eat−6

cua−1

tat−1

pmr−1

catp−6

tat−6

catp−5

sca−1

tat−5

mca−3

C10C6.6

catp−7

mca−1

tat−4

mca−2

catp−4

ATPase, P−type phosphorylation site

−2 −1 0 1 2
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tat−3

catp−2

catp−3

C10C6.6

mca−3

catp−1

eat−6

cua−1

tat−1

pmr−1

catp−6

tat−6

catp−5

sca−1

tat−5

catp−7

mca−1

tat−4

mca−2

catp−4

ATPase, P−type, ATPase−associated domain

−2 −1 0 1 2
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catp−7

pmr−1

cua−1

catp−1

catp−4

ATPase, P−type, H+ transporting proton pump

−2 −1 0 1 2
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tat−3

tat−2

catp−2

catp−3

C10C6.6

mca−3

catp−1

eat−6

cua−1

tat−1

pmr−1

catp−6

tat−6

catp−5

sca−1

tat−5

catp−7

mca−1

tat−4

mca−2

catp−4

ATPase, P−type, K/Mg/Cd/Cu/Zn/Na/Ca/Na/H−transporter

−2 −1 0 1 2
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tat−3

tat−2

tat−4

tat−6

tat−1

tat−5

ATPase, P−type, phospholipid−translocating, flippase

−2 −1 0 1 2
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nhl−2

ZK945.4

F47G9.4

ncl−1

trim−9

rpm−1

arc−1

B−box zinc finger

−2 −1 0 1 2
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nhl−2

lin−41

trim−9

arc−1

ncl−1

B−box, C−terminal

−2 −1 0 1 2
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C31H5.6

dpf−6

W03D8.8

K05B2.4

T05E7.1

BAAT / Acyl−CoA thioester hydrolase C terminal

−2 −1 0 1 2
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C31H5.6

dpf−6

W03D8.8

K05B2.4

T05E7.1

BAAT/Acyl−CoA thioester hydrolase C−terminal

−2 −1 0 1 2
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ZK867.2

glr−3

C08B6.5

glr−7

nmr−1

nmr−2

glr−8

W02A2.5

glr−2

glr−6

glr−4

glr−5

glr−1

Bacterial extracellular solute−binding proteins, family 3

−2 −1 0 1 2
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erm−1

frm−1

F07C6.4

frm−4

frm−7

frm−10

hum−4

ptp−1

unc−112

Y71G12B.11

nfm−1

frm−9

frm−5

frm−8

kin−32

frm−3

max−1

frm−2

hum−6

Band 4.1 domain

−2 −1 0 1 2
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frm−1

erm−1

frm−4

nfm−1

ptp−1

frm−5

frm−3

frm−2

Band 4.1 family

−2 −1 0 1 2
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unc−24

sto−2

sto−6

unc−1

phb−1

C42C1.15

stl−1

phb−2

sto−1

sto−4

sto−5

mec−2

sto−3

Band 7 protein

−2 −1 0 1 2
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sto−2

unc−1

sto−1

sto−4

sto−5

mec−2

sto−3

Band 7/stomatin−like, conserved site

−2 −1 0 1 2
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amph−1

erp−1

F54C8.7

unc−57

W06D4.3

F38A5.6

BAR

−2 −1 0 1 2
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amph−1

erp−1

F54C8.7

unc−57

W06D4.3

F38A5.6

BAR domain

−2 −1 0 1 2
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let−607

C27D6.4

zip−3

W08E12.1

ZC376.7

crh−1

ces−2

xbp−1

skn−1

atf−7

sknr−1

T23C6.5

atf−6

srx−41

Y51H4A.4

fos−1

zip−2

atf−5

C48E7.11

zip−5

37043

atf−2

F17A9.3

Basic−leucine zipper (bZIP) transcription factor

−2 −1 0 1 2
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let−607

C27D6.4

R07H5.10

atf−6

zip−3

W08E12.1

C48E7.11

ZC376.7

zip−4

crh−1

ces−2

F23F12.9

xbp−1

atf−7

Y51H4A.4

fos−1

zip−2

atf−5

zip−5

atf−2

F17A9.3

Basic leucine zipper

−2 −1 0 1 2
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let−607

C27D6.4

R07H5.10

atf−6

zip−3

W08E12.1

C48E7.11

ZC376.7

zip−4

crh−1

ces−2

F23F12.9

xbp−1

atf−7

Y51H4A.4

fos−1

zip−2

atf−5

zip−5

atf−2

F17A9.3

Basic region leucine zipper

−2 −1 0 1 2
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ztf−26

bed−1

K09A11.1

bed−2

zbed−6

dpy−20

BED zinc finger

−2 −1 0 1 2
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R13A1.9

C29F4.2

C43G2.4

C01B12.5

C37A5.1

T20G5.4

ZK675.3

C01B12.3

F32B6.9

F32G8.4

T19C3.1

ZK688.2

C07A9.8

B0564.3

Y37E11AR.1

ZK849.4

F14H3.2

C49A1.2

C49A1.3

Y73F8A.11

ZK849.5

C09B9.3

B0564.4

T21D12.9

ZC518.1

R13.3

Bestrophin

−2 −1 0 1 2
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R13A1.9

C29F4.2

C43G2.4

C01B12.5

C37A5.1

T20G5.4

ZK675.3

C01B12.3

F32B6.9

F32G8.4

T19C3.1

ZK688.2

C07A9.8

B0564.3

Y37E11AR.1

ZK849.4

F14H3.2

C49A1.2

C49A1.3

Y73F8A.11

ZK849.5

C09B9.3

B0564.4

T21D12.9

ZC518.1

R13.3

Bestrophin/UPF0187
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R12C12.1

secs−1

R102.4

nkat−1

nkat−3

sptl−2

B0205.6

Beta−eliminating lyase
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tag−210

F15E6.6

sdhb−1

Y73F8A.27

K10D2.7

trs−1

F55B11.1

B0222.9

Beta−grasp fold, ferredoxin−type

−2 −1 0 1 2
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fasn−1

F32H2.6

B0303.3

kat−1

C41A3.1

Beta−ketoacyl synthase, N−terminal

−2 −1 0 1 2
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fasn−1

F32H2.6

B0303.3

kat−1

C41A3.1

Beta−ketoacyl synthase, N−terminal domain

−2 −1 0 1 2
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lact−2

lact−7

lact−6

lact−3

lact−9

lact−1

lact−4

lact−5

lact−8

Beta−lactamase
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C33A12.7

B0432.9

C03A3.3

cpsf−2

Y53F4B.39

C03F11.2

F10B5.8

hoe−1

cpsf−3

Y17G7B.3

C23H3.9

F53B1.6

Beta−lactamase−like

−2 −1 0 1 2
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lact−2

lact−7

lact−6

lact−3

lact−9

lact−1

lact−4

lact−5

lact−8

Beta−lactamase−related

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

mec−7

tba−1

tba−4

Beta tubulin

−2 −1 0 1 2
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F19H6.4

M05B5.4

ben−1

tbb−2

K09E4.2

Y73B6BL.29

mec−7

tbb−1

Y75B8A.24

lin−2

T07H6.1

tbb−4

clec−5

tba−5

vab−19

cdh−10

tsp−16

Beta tubulin, autoregulation binding site

−2 −1 0 1 2
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pod−2

T28F3.5

ZK669.4

W02F12.5

F23B12.5

F32B6.2

pyc−1

pcca−1

Biotin−requiring enzyme

−2 −1 0 1 2
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pod−2

T28F3.5

F32B6.2

pyc−1

pcca−1

Biotin carboxylase C−terminal domain

−2 −1 0 1 2
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pod−2

T28F3.5

F32B6.2

pyc−1

pcca−1

Biotin carboxylase, C−terminal

−2 −1 0 1 2
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pod−2

T28F3.5

ZK669.4

W02F12.5

F23B12.5

F32B6.2

pyc−1

pcca−1

Biotin/lipoyl attachment

−2 −1 0 1 2
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C01G10.1

F26D2.10

F36D3.5

T08G3.7

C18H2.5

F40E12.2

F37A4.4

F56H1.3

C18H2.3

C49G7.1

K09D9.11

C18H2.4

fcp−1

mus−101

F33H12.1

lpd−7

pis−1

hsr−9

BRCA1 C Terminus (BRCT) domain

−2 −1 0 1 2
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C01G10.1

F26D2.10

F36D3.5

T08G3.7

C18H2.5

F40E12.2

F37A4.4

F56H1.3

K09D9.11

C18H2.4

K02F6.4

C18H2.3

C49G7.1

rev−1

mus−101

fcp−1

F33H12.1

F56D5.9

C18H2.1

ect−2

lpd−7

pis−1

hsr−9

W04A8.1

F42A6.5

brc−1

BRCT
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lpd−6

ZK795.3

Y54E10A.10

F44G4.1

K12H4.3
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snt−5

F52H2.7

gap−2

esyt−2

F45E4.3

R11G1.6

snt−6

plc−1

plc−4

C2 domain
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snt−1

unc−13

rbf−1

snt−5

snt−6

F54G2.1

snt−3

D2092.1

snt−2

pkc−2

C2 region

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58
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T21B4.3

fig−1
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R07B1.6

Y37F4.8

Y37H2A.10

B0554.2

B0454.8

K02E7.1

R07B1.5

R07B1.7

C30G12.4

C6 domain
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cdh−1

Y37E11AL.6
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hmr−1
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cdh−12

cdh−10

cdh−3

cdh−7

Cadherin

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cdh−5

cdh−9
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cdh−3

cdh−7

Cadherin conserved site
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cdh−9

cdh−8

cdh−1

casy−1

hmr−1

cdh−4

cdh−12

cdh−10

cdh−3

cdh−7

Cadherin domain
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T13G4.2

hot−1

hot−3

hot−2

hot−4

odr−2

C09B9.8

hot−5

Caenorhabditis elegans ly−6−related
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T13G4.2

hot−1

hot−3

hot−2

hot−4

odr−2

C09B9.8

hot−5

Caenorhabditis elegans ly−6−related protein
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F47C12.6
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F47C12.8

T26A8.3

F36A4.1
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F36A4.4
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F17E9.4

Caenorhabditis elegans protein of unknown function (DUF870)
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F16H6.5

M04C9.1

C04E12.6

M04C9.3

M04C9.2

F16H6.7

W04E12.7

F35F10.6

F35F10.7

Caenorhabditis elegans protein of unknown function (DUF976)
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srr−7

srr−8

srr−3

srr−5

srr−9

srr−10

srr−6

srr−2

srr−4

srr−1

Caenorhabditis protein of unknown function, DUF267
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F41E6.8

F54D10.9

T13C5.2

M01B2.8

Y5H2A.1

T13C5.3

T13C5.7

Caenorhabditis protein of unknown function, DUF282
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srxa−16

srxa−7

srxa−10

srxa−12
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srxa−2

srxa−14

srxa−11

srxa−4

srxa−13

srxa−18

srxa−1

srxa−6

srxa−9

srxa−5

srx−21

srxa−15

Caenorhabditis serpentine receptor−like protein, class xa
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F02E9.7

F42G8.8

F21A3.2

T23G7.2

pph−4.1

K07C11.7

F40B5.2

C25E10.12

asm−1

C08B6.14

T07D4.2

tax−6

gsp−2

pef−1

let−92

pph−5

pph−6

dbr−1

F44B9.9

H25K10.1

T25B9.2

Y105C5B.3

gsp−1

F18E2.1

asm−2

Y69E1A.4

T16G12.7

Y54G2A.24

C24H11.1

W03D8.2

F26B1.5

C30A5.4

F22D6.9

F25B3.4

ZK354.9

C34D4.2

R13A5.11

F23B12.1

C23G10.1

R03D7.8

C25A6.1

C06A1.3

F49E11.7

ZC477.10

C47A4.3

ZK856.5

F20D6.6

Y40H4A.2

R08A2.2

R08C7.8

F58G1.3

Y71G12B.30

gsp−3

C27B7.6

gsp−4

C09H5.7

ZC477.2

F52H3.6

ZK938.1

Calcineurin−like phosphoesterase
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T03F1.11

cal−1

F12A10.5

cal−2

tnc−2

cal−3

F59D6.7

C50C3.5

ncs−1

rgef−1

ZK856.8

pef−1

ncs−3

Y71H2AL.1

F21A10.1

cal−4

F55A11.4

cal−5

tag−312

cyk−3

F17E5.2

C56A3.6

mlc−4

bath−25

unc−68

B0563.7

Y73C8B.5

F43C9.2

cnb−1

Y48B6A.6

M04F3.4

mlc−2

ncs−2

pat−10

cmd−1

spc−1

mlc−1

E02A10.3

Y73B3A.12

K03A1.4

H10E21.4

Calcium−binding EF−hand
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crb−1
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F14B4.1

Y64G10A.7
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F19C6.3

mec−1

him−4

T13C2.6

nas−39

T01D3.6

F55G1.13

fbl−1

mup−4

lin−12

ZC116.3

dig−1

fbn−1

mua−3

B0393.5

Calcium−binding EGF domain
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C27D6.11

plk−3

plk−2

chk−1

plk−1

air−1

air−2

pig−1

kin−34

F49C5.4

Y43D4A.6

par−4
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R02C2.6

T08D2.7

chk−2

zyg−8

R02C2.1

ZK524.4

aak−1

ZK930.1

F23C8.8

tag−344

R06A10.4

K08F8.1

F32D8.1

ckk−1

kin−29

K02E10.7

kin−33

C50C3.5

sad−1

unc−43

mak−2

F14H3.12

Y60A3A.16

cmk−1

par−1

rskn−2

nipi−3

mnk−1

unc−51

aak−2

Calcium/calmodulin−dependent protein kinase−like
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clp−6

clp−2

tra−3

Y53H1B.6

W04A4.4

W05G11.4

T11A5.6

clp−4

clp−1

clp−7

H25P06.4

F44F1.3

clp−3

Calpain family cysteine protease
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clp−3

clp−6

clp−2

tra−3

clp−7

clp−1

clp−4

Calpain large subunit, domain III
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ehbp−1

D2096.11

cpn−1

M116.5

aspm−1

F26F4.5

plst−1

Y73B3B.1

unc−53

fln−1

ebp−1

ebp−2

T15B12.1

unc−70

vav−1

anc−1

atn−1

fln−2

cpn−4

dys−1

vab−10

cpt−2

pes−7

cpn−3

C10G11.7

pat−6

pqn−34

C14F11.2

sma−1

cpn−2

Calponin−like actin−binding
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unc−87

F55A4.7

K03E5.2

C53C9.2

T25F10.6

cpn−2

Calponin family repeat

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ehbp−1

aspm−1

F26F4.5

plst−1

Y73B3B.1
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fln−1
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M116.5

ebp−1

ebp−2

cpn−3

atn−1

dys−1

vab−10

pes−7

fln−2

cpn−4

C10G11.7

pat−6

pqn−34

C14F11.2

sma−1

cpn−2

Calponin homology (CH) domain
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unc−87

F55A4.7

K03E5.2

C53C9.2

T25F10.6

cpn−2

Calponin repeat
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EEED8.3

lbp−9

lbp−8

EEED8.14

lbp−5

lpr−2

lbp−7

lbp−1

EEED8.2

lbp−6

lbp−3

lbp−4

lbp−2

lpr−4

Calycin
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cpn−1

M116.5

atn−1

vab−10

T15B12.1

unc−70

vav−1

anc−1

pqn−34

sma−1

CAMSAP CH domain
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K07H8.1

cyld−1

F53F4.3

M01A8.2

dnc−1

CAP−Gly domain
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pod−2

F32B6.2

pyc−1

pcca−1

T28F3.5

pyr−1

Carbamoyl−phosphate synthase L chain, ATP binding domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pod−2

F32B6.2

pyc−1

pcca−1

T28F3.5

pyr−1

Carbamoyl−phosphate synthase L chain, N−terminal domain
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pod−2

F32B6.2

pyc−1

pcca−1

T28F3.5

pyr−1

Carbamoyl phosphate synthase, large subunit, N−terminal
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T28F3.5

pyr−1

pod−2

D2030.8

F32B6.2

pyc−1

catp−7

pcca−1

Carbamoyl phosphate synthetase, large subunit, ATP−binding
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T24C12.3

mpz−1

M04C7.4

R07H5.8

Y46E12BL.2

Carbohydrate/puine kinase, PfkB, conserved site
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cah−1

cah−5

cah−6

cah−3

cah−4

cah−2

Carbonic anhydrase, alpha−class, catalytic domain
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F27C8.6

K11G9.3

T09B9.1

Y75B8A.3

Y71H2AM.13

ges−1

Y43F8A.3

ace−2

C17H12.4

B0238.13

B0238.7

T28C12.5

F15A8.6

ace−4

R173.3

C52A10.1

W02B12.4

ace−1

T28C12.4

ZK994.1

ace−3

C52A10.2

K11G9.1

F13H6.4

T07H6.1

B0238.1

F07C4.12

T02B5.1

K11G9.2

C01B10.10

E01G6.3

F56C11.6

glit−1

C23H4.4

Carboxylesterase
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K11G9.3

T02B5.1

K07C11.4

B0238.1
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F13H6.4

ace−3

C52A10.2

K11G9.1

B0238.13

C52A10.1

ace−1

T28C12.4

ace−4

F07C4.12

ace−2

F55F3.2

B0238.7

T28C12.5

C23H4.2

F15A8.6

K11G9.2

F13H6.3

C23H4.4

C23H4.7

E01G6.3

Carboxylesterase type B, active site
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ace−3

T07H6.1

F13H6.3

K07C11.4

glit−1

Y75B8A.3

ges−1

F55F3.2

T28C12.5

ace−4

F15A8.6

R173.3

ace−1

T28C12.4

Carboxylesterase type B, conserved site
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F27C8.6

K11G9.3

T09B9.1

Y75B8A.3

T22D1.11

C23H4.4

glit−1

ace−3

C52A10.2

K11G9.1

F13H6.4

T07H6.1

B0238.1

F07C4.12

T02B5.1

K07C11.4

K11G9.2

F13H6.3

C01B10.10

C23H4.3

C23H4.7

E01G6.3

Y43F8A.3

T02B5.3

F56C11.6

ZK994.1

C17H12.4

B0238.13

ZC376.1

ZC376.2

ace−4

R173.3

C52A10.1

W02B12.4

ace−1

nlg−1

T28C12.4

ace−2

ZC376.3

ges−1

Y71H2AM.13

F55F3.2

B0238.7

T28C12.5

C23H4.2

F15A8.6

C01B10.4

C42D4.2

Carboxylesterase, type B
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Y47G6A.19

ZC434.9

Y59C2A.1

T06A4.3

Y18H1A.9

R11A5.7

T06A4.1

Carboxypeptidase activation peptide
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F22D3.6

csp−2

csp−1

csp−3

ced−3

Caspase domain
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tag−196

R09F10.1

R07E3.1

cpl−1

Y51A2D.1

Y40H7A.10

Y113G7B.15

Y51A2D.8

tag−329

Cathepsin propeptide inhibitor domain (I29)
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cdf−1

toc−1

Y105E8A.3

F41C6.7

PDB1.1

ZK185.5

ttm−1

Y71H2AM.9

R02F11.3

cdf−2

F56C9.3

Cation efflux family
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cdf−1

toc−1

Y105E8A.3

PDB1.1

K07G5.5

F41C6.7

ZK185.5

ttm−1

Y71H2AM.9

R02F11.3

cdf−2

F56C9.3

Cation efflux protein
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catp−2

catp−3

mca−3

eat−6

pmr−1

catp−6

catp−1

catp−7

sca−1

mca−1

mca−2

catp−4

Cation transporter/ATPase, N−terminus
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catp−2

catp−3

sca−1

mca−1

mca−3

eat−6

pmr−1

catp−1

mca−2

catp−4

Cation transporting ATPase, C−terminus

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

nhx−1

pbo−4

nhx−8

nhx−4

nhx−6

nhx−3

nhx−2

F41E7.1

F57G8.5

F41E7.2

nhx−5

nhx−9

Cation/H+ exchanger
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nhx−1

pbo−4

nhx−8

nhx−4

nhx−6

nhx−3

nhx−9

nhx−2

nhx−5

Cation/H+ exchanger, conserved region
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T22D1.3

clh−6

clh−3

R53.7

Y111B2A.8

clh−1

T01B6.3

R13G10.4

clh−5

T20F7.6

Y41G9A.3

clh−4

clh−2

CBS domain
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C14C6.5

Y51B9A.8

Y110A2AL.2

T19H12.6

C14C6.2

F08D12.3

F41G3.20

F15A4.6

F08D12.2

F40G12.9

F41G3.10

Y110A2AL.9

Y110A2AL.3

K04H4.2

CC domain
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R07B1.3

F11C1.3

F07A5.3

C03F11.3

Y49E10.20

Y76A2B.6

CD36 antigen
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R07B1.3

F11C1.3

F07A5.3

C03F11.3

Y49E10.20

Y76A2B.6

CD36 family
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pisy−1

F22E10.5

F54D7.2

Y49A3A.1

crls−1

CDP−alcohol phosphatidyltransferase
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hsp−70

F44E5.5

stc−1

T24H7.2

T14G8.3

hsp−3

hsp−6

F11F1.1

hsp−1

hsp−4

C30C11.4

Cell shape determining protein MreB/Mrl

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sec−5

plx−1

unc−3

plx−2

K03H1.5

Cell surface receptor IPT/TIG
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B0336.11

rga−1

unc−73

F18A11.2

ctg−1

ctg−2

cgr−1

R03A10.5

F28H7.8

T03F7.7

T23G5.2

C11H1.9

H41C03.1

C34C12.6

F20G2.3

Cellular retinaldehyde−binding/triple function, C−terminal
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W02D3.4

R144.6

W06A7.4

K07F5.12

T19A6.4

F49C12.6

CEO family (DUF1632)
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dnj−13

dnj−10

dnj−19

dnj−12

dnj−20

Chaperone DnaJ, C−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cct−1

cct−7

cct−6

cct−2

cct−8

cct−4

cct−5

hsp−60

cct−3

Chaperone, tailless complex polypeptide 1
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cct−1

cct−7

cct−6

cct−2

cct−8

cct−4

cct−5

hsp−60

cct−3

Chaperonin Cpn60
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cct−1

cct−7

cct−6

cct−2

cct−8

cct−4

cct−5

hsp−60

ppk−3

cct−3

Chaperonin Cpn60/TCP−1

−2 −1 0 1 2
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cct−1

cct−7

cct−6

cct−2

cct−8

cct−4

cct−5

C12D5.3

cct−3

Chaperonin TCP−1, conserved site

−2 −1 0 1 2
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F42H10.2

C24D10.6

F45H11.5

F11C1.1

har−1

ZK616.3

CHCH

−2 −1 0 1 2
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47
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F42H10.2

C24D10.6

F45H11.5

F11C1.1

har−1

ZK616.3

CHCH domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

pqn−74

cht−1

cbd−1

R02F2.4

W03F11.1

cpg−1

cpg−2

C39D10.7

Chitin binding Peritrophin−A domain

−2 −1 0 1 2
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cbd−1

R02F2.4

W03F11.1

cpg−1

cpg−2

C39D10.7

M03E7.4

pqn−74

cht−1

K04H4.2

Chitin binding protein, peritrophin−A

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

R09D1.11

T19H5.6

M01B2.6

R09D1.10

ZK938.6

C08H9.7

T01C4.1

T10D4.3

C45E5.3

F07G11.9

M176.8

C08H9.12

C08H9.11

cht−1

T19H5.1

C08H9.4

T19H5.2

R09D1.8

R09D1.7

C08H9.13

C08H9.14

F15A4.8

C45E5.2

R09D1.3

C08H9.10

R09D1.5

R09D1.2

R09D1.1

C08H9.6

Y22D7AL.14

T13H5.3

C25A8.4

Chitinase II

−2 −1 0 1 2
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F49C12.7

E02C12.6

H37A05.2

F58B4.5

F59B1.10

C29F7.2

D1044.1

F59B1.8

T16G1.6

E02C12.9

nhr−246

C50F4.1

C29F7.1

Y11D7A.8

T16G1.3

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

T16G1.5

E02C12.8

F20D6.5

H06H21.8

E02C12.10

CHK kinase−like

−2 −1 0 1 2
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clh−6

clh−3

clh−1

clh−4

clh−2

clh−5

Chloride channel, core

−2 −1 0 1 2
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47
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clh−6

clh−3

clh−1

clh−4

clh−2

clh−5

Chloride channel, voltage gated

−2 −1 0 1 2
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B0395.3

F41E7.6

cpt−2

cpt−5

cpt−1

W03F9.4

cpt−3

cpt−6

T20B3.1

cpt−4

Choline/Carnitine o−acyltransferase

−2 −1 0 1 2
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ckb−3

cka−1

cka−2

ckc−1

D1044.1

ckb−1

ckb−2

ckb−4

Choline/ethanolamine kinase

−2 −1 0 1 2
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47
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Y37D8A.11

T12E12.2

mys−1

T09A5.8

C50A2.2

C29H12.5

hpl−1

cec−1

chd−3

set−31

let−418

mys−2

hpl−2

Y55B1BR.3

H06O01.2

F32E10.6

tag−192

ZK973.2

F32E10.2

Chromo domain

−2 −1 0 1 2
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mrck−1

mig−15

vps−39

F59A6.5

W02B8.2

gck−2

Citron−like

−2 −1 0 1 2
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F54A3.2

cls−2

che−12

T08D2.8

C07H6.3

ZC84.3

CLASP N terminal

−2 −1 0 1 2
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aps−2

F59E10.3

aps−1

C48A7.2

aps−3

Clathrin adaptor complex, small chain

−2 −1 0 1 2
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apb−3

apg−1

apa−2

T14G10.5

apb−1

apd−3

Y25C1A.5

Clathrin/coatomer adaptor, adaptin−like, N−terminal

−2 −1 0 1 2
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47
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Y67A10A.9

clc−5

clc−2

K10D6.2

nsy−4

C24H10.1

R04F11.1

T05E11.2

Clc−like

−2 −1 0 1 2
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Y67A10A.9

clc−5

clc−2

K10D6.2

nsy−4

C24H10.1

R04F11.1

T05E11.2

Clc protein−like

−2 −1 0 1 2
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JC8.4

Y47D3A.14

ZK643.2

cdd−2

cdd−1

Y48A6B.7

CMP/dCMP deaminase, zinc−binding

−2 −1 0 1 2
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mrck−1

mig−15

vps−39

F59A6.5

W02B8.2

gck−2

CNH domain

−2 −1 0 1 2
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F47B10.1

C50F7.4

C05G5.4

D1005.1

F23H11.3

B0365.1

CoA−ligase

−2 −1 0 1 2
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sepa−1

cbp−1

C29F9.5

F22F1.3

C29F9.6

K03H1.10

Coactivator CBP, KIX

−2 −1 0 1 2
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mmaa−1

asna−1

W06H3.3

F10G8.6

F38A1.8

B0207.6

CobQ/CobB/MinD/ParA nucleotide binding domain

−2 −1 0 1 2
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mmaa−1

asna−1

W06H3.3

F10G8.6

F38A1.8

B0207.6

Cobyrinic acid a,c−diamide synthase

−2 −1 0 1 2
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lin−28

cey−1

cey−4

cey−2

cey−3

Cold−shock protein, DNA−binding

−2 −1 0 1 2
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lin−28

cey−1

cey−4

cey−2

cey−3

Cold shock protein

−2 −1 0 1 2



44 45 46 47

47
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col−120

col−60

col−88

col−13

col−133

col−141

col−137

col−96

col−9

col−95

col−108

Y69H2.14

col−20

col−45

col−101

col−94

col−85

col−127

col−12

col−160

col−92

col−93

col−159

col−146

col−39

col−142

col−178

col−135

col−80

col−140

col−106

col−129

col−7

col−184

col−179

col−181

col−62

col−19

col−81

unc−122

col−56

cof−2

col−153

col−75

col−46

col−149

col−176

col−167

col−180

col−145

col−170

col−125

col−169

col−166

col−107

col−115

col−155

col−130

col−65

col−66

col−113

col−157

col−77

col−2

col−183

col−50

col−114

col−40

col−47

col−187

col−102

col−99

emb−9

cle−1

col−185

col−83

col−87

col−53

col−177

dpy−17

col−163

col−158

col−121

col−86

col−37

mec−5

col−64

dpy−14

sqt−3

col−33

col−117

col−168

col−34

col−72

col−76

col−68

let−2

ram−2

col−118

col−150

col−36

col−116

col−171

col−44

col−35

col−164

col−78

col−165

col−154

col−105

col−43

col−123

col−111

col−173

dpy−5

dpy−13

col−49

col−73

col−48

col−112

dpy−4

col−109

col−58

rol−1

col−138

col−69

col−97

col−174

col−71

col−14

col−104

col−38

col−175

col−110

col−131

col−172

rol−6

sqt−2

rol−8

bli−2

lon−3

bli−1

col−41

dpy−8

dpy−9

col−128

dpy−2

dpy−10

dpy−7

Collagen triple helix repeat

−2 −1 0 1 2
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col−120

col−60

col−88

col−13

col−133

col−141

col−137

col−96

col−9

col−95

col−108

Y69H2.14

col−20

col−45

col−101

col−94

col−85

col−127

col−12

col−160

col−92

col−93

col−159

col−146

col−39

col−142

col−178

col−135

col−80

col−140

col−106

col−129

col−7

col−184

col−179

col−181

col−62

col−19

col−81

unc−122

col−56

cof−2

col−153

col−75

col−46

col−149

col−176

col−167

col−180

col−145

col−170

col−125

col−169

col−166

col−107

col−115

col−155

col−130

col−65

col−66

col−113

col−157

col−77

col−2

col−183

col−50

col−114

col−40

col−47

col−187

col−102

col−99

emb−9

cle−1

col−185

col−83

col−87

col−53

col−177

dpy−17

col−163

col−158

col−121

col−86

col−37

mec−5

col−64

dpy−14

sqt−3

col−33

col−117

col−168

col−34

col−72

col−76

col−68

let−2

ram−2

col−118

col−150

col−36

col−116

col−171

col−44

col−35

col−164

col−78

col−165

col−154

col−105

col−43

col−123

col−111

col−173

dpy−5

dpy−13

col−49

col−73

col−48

col−112

dpy−4

col−109

col−58

rol−1

col−138

col−69

col−97

col−174

col−71

col−14

col−104

col−38

col−175

col−110

col−131

col−172

rol−6

sqt−2

rol−8

bli−2

lon−3

bli−1

col−41

dpy−8

dpy−9

col−128

dpy−2

dpy−10

dpy−7

Collagen triple helix repeat (20 copies)

−2 −1 0 1 2
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Y73B6BL.1

tyr−1

tyr−2

tyr−4

tyr−3

Y44E3B.2

Common central domain of tyrosinase

−2 −1 0 1 2
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F55H12.3

F40G12.3

F47C12.1

T07H6.4

F36H2.3

C54G4.4

K03H1.5

F36H2.5

Complement control module

−2 −1 0 1 2
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C53D6.7

lec−9

lec−2

C27C7.5

lec−7

lec−11

F46A8.5

F49F1.11

F46A8.8

F46A8.3

F49F1.9

DC2.3

ile−1

F46A8.4

W04B5.3

epi−1

crb−1

F40H6.5

nrx−1

agr−1

T19D12.6

crt−1

lec−1

lec−8

T02G6.7

F49F1.10

pqn−84

lec−6

lec−5

ile−2

W02C12.1

nlr−1

cnx−1

lec−3

hmr−1

cdh−4

lec−10

unc−52

itx−1

lam−3

slt−1

cdh−3

lec−4

Concanavalin A−like lectin/glucanase, subgroup

−2 −1 0 1 2
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C23G10.8

F44E2.8

F40F8.11

C37C3.1

T24A6.7

irg−1

C08E8.4

Conserved hypothetical protein CHP02464

−2 −1 0 1 2
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nra−1

cpna−3

gem−4

cpna−2

cpna−5

cpna−4

cpna−1

Copine

−2 −1 0 1 2
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R05H5.3

C35B1.5

sco−1

Y52E8A.3

F29B9.5

Copper chaperone SCO1/SenC

−2 −1 0 1 2
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47
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T27F6.1

F26D2.3

F30A10.4

T14B4.9

T28F3.9

Y51H4A.25

R07B7.6

H41C03.3

T09E11.6

gly−15

gly−17

T09E11.9

gly−16

sqv−6

gly−18

F35H8.2

ZK1225.2

gly−19

gly−1

R07C3.3

Core−2/I−Branching enzyme

−2 −1 0 1 2
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ZK1251.1

cpar−1

ZC155.2

hcp−3

his−70

his−74

htz−1

nfyb−1

dro−1

his−33

his−31

his−67

his−60

his−1

his−26

his−66

his−49

his−2

his−42

his−55

his−59

his−69

his−58

his−47

his−62

his−43

nfyc−1

F20D6.9

his−65

his−32

his−56

his−72

his−68

his−71

Y53F4B.3

his−4

his−37

his−35

his−34

his−53

his−38

his−61

his−64

his−63

his−39

his−45

his−8

his−41

his−44

his−5

his−3

his−11

his−9

his−18

his−17

Core histone H2A/H2B/H3/H4

−2 −1 0 1 2
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rga−1

T03F7.7

T23G5.2

F28H7.8

R03A10.5

F18A11.2

ctg−1

B0336.11

ctg−2

cgr−1

C11H1.9

H41C03.1

C34C12.6

F20G2.3

CRAL/TRIO domain

−2 −1 0 1 2
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ech−7

ech−2

ech−6

Y25C1A.13

F58A6.1

Crontonase, C−terminal

−2 −1 0 1 2
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47
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ech−7

ech−1

ech−2

T08B2.7

ech−6

ech−4

ech−5

F09F7.4

C32E8.9

Y25C1A.13

ech−3

F58A6.1

B0272.4

Crotonase, core

−2 −1 0 1 2
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C44E4.5

nud−1

chp−1

ZC395.10

D1054.3

CS domain

−2 −1 0 1 2
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tag−304

W09G3.2

K06A5.8

Y39H10A.6

Y54E5A.7

smu−1

CTLH, C−terminal LisH motif

−2 −1 0 1 2
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47
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F58G6.7

F58G6.3

F58G6.9

Y58A7A.1

K12C11.3

K12C11.6

K12C11.7

F27C1.2

F31E8.4

F01G12.1

Ctr copper transporter

−2 −1 0 1 2
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47
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F58G6.7

F58G6.3

F58G6.9

Y58A7A.1

K12C11.3

K12C11.6

K12C11.7

F27C1.2

F31E8.4

F01G12.1

Ctr copper transporter family

−2 −1 0 1 2
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47
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clec−13

clec−6

C43H6.6

F38B2.3

clec−18

Y69H2.17

K05C4.11

clec−5

K03E5.1

clec−10

K06G5.1

clec−56

clec−41

clec−43

nas−33

hch−1

clec−4

clec−11

F16B12.1

clec−2

clec−3

E02H4.4

F47C12.1

W02G9.4

clec−54

clec−55

clec−227

clec−7

clec−20

clec−19

nas−28

clec−44

mig−13

clec−264

clec−9

K10D11.3

nas−39

clec−8

clec−12

nas−27

toh−1

nas−30

clec−21

nas−23

nas−38

nas−36

sol−1

nas−29

clec−57

dpy−31

ZC116.3

R10H10.3

tag−53

T05A7.3

clec−17

clec−42

clec−78

nas−37

CUB

−2 −1 0 1 2
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C32H11.4

C17H12.6

C32H11.3

dod−17

K08D8.4

F55G11.6

F55G11.7

H20E11.1

F20G2.5

K08D8.3

dct−19

H20E11.2

H20E11.3

K10D11.5

F35E12.8

K10D11.6

F54B11.11

F10A3.4

K10D11.7

K10D11.4

C14C11.4

K08D8.6

ZK896.5

ZK896.4

C32H11.1

K08D8.5

F55G11.4

F35E12.2

K10D11.2

dod−22

F35E12.6

F35E12.9

K10D11.3

F55C9.6

T05E12.6

ZK896.1

F35E12.10

C29F3.7

F53C11.1

F35E12.5

C32H11.9

F55G11.2

dct−17

dod−24

C17H12.8

F08G5.6

F55G11.8

ZK1037.6

C49G7.7

F35E12.4

CUB−like domain

−2 −1 0 1 2
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clec−13

toh−1

clec−20

nas−39

clec−264

clec−9

clec−8

clec−12

clec−17

clec−42

sol−1

nas−29

clec−57

dpy−31

ZC116.3

clec−78

clec−6

C43H6.6

F38B2.3

clec−18

Y69H2.17

K05C4.11

clec−5

K03E5.1

clec−10

clec−4

clec−11

mig−13

F16B12.1

clec−227

hch−1

F47C12.1

clec−41

R10H10.3

clec−56

tag−53

T05A7.3

clec−2

clec−3

clec−55

clec−7

W02G9.4

clec−54

clec−21

nas−38

nas−36

CUB domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

apc−2

cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin family

−2 −1 0 1 2
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apc−2

cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin homology

−2 −1 0 1 2
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cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin protein neddylation domain

−2 −1 0 1 2
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cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin protein, neddylation domain

−2 −1 0 1 2
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cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin, conserved site

−2 −1 0 1 2
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apc−2

cul−4

cul−2

cul−3

cul−5

cul−6

cul−1

Cullin, N−terminal
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F21D5.3

efn−4

efn−2

vab−2

efn−3

Cupredoxin
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ceh−49

ceh−39

ceh−38

ceh−21

ceh−44

ceh−48

CUT domain
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F53C3.4

F53C3.6

F53C3.5

B0222.1

pqn−83

B0024.3

F21C10.3

C07A9.12

F21C10.4

F21C10.6

F21C10.1

F37B4.14

Y60C6A.1

F38B7.10

R02F11.2

F53C3.3

F38B7.2

H06I04.6

CX module
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ZK370.4

cng−1

C09G4.2

pxf−1

egl−4

M110.7

kin−2

tax−2

epac−1

tax−4

cng−3

unc−103

egl−2

Y76B12C.1

C23H5.7

Cyclic nucleotide−binding

−2 −1 0 1 2
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ZK370.4

M110.7

kin−2

tax−2

epac−1

tax−4

cng−1

C09G4.2

egl−4

cng−3

unc−103

egl−2

Y76B12C.1

C23H5.7

Cyclic nucleotide−binding domain

−2 −1 0 1 2
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tax−2

cng−3

kin−2

tax−4

cng−1

C09G4.2

egl−4

Cyclic nucleotide−binding, conserved site
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cyb−2.2

cyb−2.1

cyb−3

cyb−1

cye−1

brf−1

T12C9.7

ZK353.1

cyd−1

F43D2.1

cyl−1

ZK507.6

ttb−1

cit−1.2

cic−1

R02F2.1

F09G2.2

cya−2

F08F1.9

Cyclin
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cyb−2.2

cyb−2.1

cyb−3

cyb−1

cye−1

brf−1

T12C9.7

F43D2.1

cyl−1

ZK507.6

cit−1.1

ttb−1

cit−1.2

cic−1

W05G11.2

R02F2.1

lin−35

cyh−1

ZK678.3

cyd−1

cdka−1

T07F10.5

cya−2

F08F1.9

Cyclin−related

−2 −1 0 1 2
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cyb−2.2

cyb−2.1

cyb−3

cyb−1

ZK507.6

T12C9.7

Cyclin, C−terminal

−2 −1 0 1 2
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cyb−2.2

cyb−2.1

cyb−3

cyb−1

ZK507.6

T12C9.7

Cyclin, C−terminal domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cyb−2.2

cyb−2.1

cyb−3

cyb−1

cye−1

brf−1

T12C9.7

ZK353.1

F43D2.1

cyl−1

ZK507.6

cit−1.1

ttb−1

cit−1.2

cic−1

W05G11.2

R02F2.1

F09G2.2

ZK678.3

cyh−1

cyd−1

Cyclin, N−terminal

−2 −1 0 1 2
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cyb−2.2

cyb−2.1

cyb−3

cyb−1

cye−1

brf−1

T12C9.7

ZK353.1

F43D2.1

cyl−1

ZK507.6

cit−1.1

ttb−1

cit−1.2

cic−1

W05G11.2

R02F2.1

F09G2.2

ZK678.3

cyh−1

cyd−1

Cyclin, N−terminal domain
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cyn−2

ZC250.5

cyn−6

cyn−1

cyn−3

T22F3.12

cyn−5

cyn−12

cyn−10

sig−7

cyn−15

cyn−16

cyn−8

cyn−11

cyn−7

Y17G9B.4

cyn−9

cyn−13

cyn−4

Cyclophilin type peptidyl−prolyl cis−trans isomerase/CLD
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pmt−2

R08E5.1

C38D4.9

F13D12.9

H14E04.1

Cyclopropane−fatty−acyl−phospholipid synthase
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pmt−2

R08E5.1

C38D4.9

F13D12.9

H14E04.1

Cyclopropane−fatty−acyl−phospholipid/mycolic acid synthase

−2 −1 0 1 2
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tatn−1

cth−2

R102.4

nkat−1

cth−1

C12C8.2

nkat−3

Cys/Met metabolism PLP−dependent enzyme

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

tatn−1

cth−2

R102.4

nkat−1

cth−1

C12C8.2

nkat−3

Cys/Met metabolism, pyridoxal phosphate−dependent enzyme

−2 −1 0 1 2
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T22D1.3

clh−6

clh−3

R53.7

Y111B2A.8

clh−1

T01B6.3

R13G10.4

clh−5

T20F7.6

Y41G9A.3

clh−4

clh−2

Cystathionine beta−synthase, core

−2 −1 0 1 2
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T22E7.1

F10F2.4

slt−1

C02C6.3

C44H4.1

K03A1.2

T01G9.3

pxn−1

Cysteine−rich flanking region, C−terminal domain
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Y38H6A.3

K11D12.6

tag−290

F56B6.6

F35B12.4

ZC504.1

Y55F3BR.2

C43F9.5

T21D12.12

T10E10.4

C25G4.10

pqn−25

D1044.7

ZC84.1

Y43F8B.3

C08G9.2

T22F7.3

Y41D4A.1

W05B2.2

Y39B6A.8

K01C8.2

E01G6.1

T21D12.7

ZC84.6

T22F7.5

F52G3.5

F30H5.3

ZK287.4

B0507.1

K04H4.2

K02E10.4

C34F6.1

K10D3.4

mlt−11

Cysteine−rich repeat
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scl−2

scl−22

C07A4.3

C04C11.1

scl−23

D2062.1

scl−6

scl−11

C07A4.2

F57B7.2

F09B9.5

scl−25

scl−24

scl−19

scl−12

scl−1

scl−21

scl−20

scl−26

F58E2.5

scl−9

scl−7

scl−8

scl−15

scl−27

scl−13

scl−17

lon−1

scl−18

scl−3

scl−14

vap−1

scl−5

scl−10

Cysteine−rich secretory protein family
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JC8.4

Y47D3A.14

ZK643.2

cdd−2

cdd−1

Y48A6B.7

Cytidine and deoxycytidylate deaminase zinc−binding region
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F08C6.2

F28A10.10

C39D10.3

Y37E3.11

Y18H1A.11

W06B3.1

Y65B4A.8

Cytidyltransferase−related

−2 −1 0 1 2
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F08C6.2

Y18H1A.11

F26H9.4

W06B3.1

F28A10.10

C39D10.3

Y37E3.11

Y65B4A.8

Cytidylyltransferase

−2 −1 0 1 2
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D2023.1

H13N06.4

Y52B11A.3

vem−1

C31E10.7

W02D3.1

tag−131

fat−3

F58B4.2

C25A1.5

Cytochrome b5

−2 −1 0 1 2
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D2023.1

H13N06.4

Y52B11A.3

vem−1

C31E10.7

W02D3.1

tag−131

fat−3

F58B4.2

C25A1.5

Cytochrome b5−like Heme/Steroid binding domain

−2 −1 0 1 2
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C31E10.7

W02D3.1

D2023.1

H13N06.4

Y52B11A.3

Cytochrome b5, heme−binding site

−2 −1 0 1 2
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C05D12.1

F39G3.5

M03A1.8

F39G3.4

M03A1.3

F55H2.5

C13B4.1

Cytochrome b561, eukaryote

−2 −1 0 1 2
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C05D12.1

F39G3.5

M03A1.8

F39G3.4

M03A1.3

F55H2.5

C13B4.1

Cytochrome b561/ferric reductase transmembrane
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cyp−37B1

cyp−13B2

cyp−36A1

cyp−33C8

cyp−14A5

cyp−29A4

cyp−33C2

cyp−43A1

cyp−34A6

cyp−34A3

cyp−34A5

cyp−33C1

cyp−33C11

cyp−33C12

cyp−13A7

cyp−35B3

cyp−25A6

cyp−25A5

cyp−25A4

cyp−35B2

cyp−33B1

cyp−33C4

cyp−33C6

cyp−14A3

cyp−44A1

cyp−34A2

cyp−33C3

cyp−33E1

cyp−33D3

cyp−33A1

cyp−33C9

cyp−35B1

cyp−13A8

cyp−33C7

cyp−34A7

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A10

cyp−34A9

cyp−33C5

cyp−34A4

cyp−32B1

cyp−31A3

cyp−32A1

cyp−31A2

cyp−34A8

cyp−25A1

cyp−35A1

cyp−13A6

cyp−13A11

cyp−13A12

cyp−14A2

cyp−33E2

cyp−33E3

cyp−29A3

cyp−14A4

cyp−37A1

cyp−35D1

cyp−35C1

cyp−35A5

cyp−25A2

cyp−35A4

cyp−35A3

cyp−35A2

cyp−29A2

cyp−23A1

cyp−13A10

cyp−13B1

cyp−42A1

cyp−14A1

cyp−33D1

cyp−13A2

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

Cytochrome P450
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cyp−37B1

cyp−31A3

cyp−33C8

cyp−31A2

cyp−34A2

cyp−34A8

cyp−33C5

cyp−35B1

cyp−33C9

cyp−33C7

cyp−33C3

cyp−33C2

cyp−33C1

cyp−33C11

cyp−25A5

cyp−25A4

cyp−33C4

cyp−33C6

cyp−35B3

cyp−33E2

cyp−29A3

cyp−33E1

cyp−33D3

cyp−25A3

cyp−33D1

cyp−25A1

cyp−25A2

cyp−23A1

cyp−42A1

Cytochrome P450, B−class
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cyp−37B1

cyp−23A1

cyp−13A10

cyp−13B1

cyp−42A1

cyp−14A1

cyp−33D1

cyp−13A2

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

cyp−33E2

cyp−29A3

cyp−14A4

cyp−13A11

cyp−13A12

cyp−14A2

cyp−37A1

cyp−35D1

cyp−25A1

cyp−35A1

cyp−13A6

cyp−35C1

cyp−35A5

cyp−25A2

cyp−35A4

cyp−35A3

cyp−35A2

cyp−13B2

cyp−36A1

cyp−33C8

cyp−29A4

cyp−33C2

cyp−43A1

cyp−34A6

cyp−34A3

cyp−34A5

cyp−33C1

dpr−1

cyp−33C11

cyp−14A5

cyp−25A5

cyp−25A4

cyp−35B2

cyp−33B1

cyp−33C4

cyp−33C6

cyp−14A3

cyp−44A1

cyp−34A2

cyp−33C3

cyp−33E1

cyp−33D3

cyp−33A1

cyp−33C9

cyp−35B1

cyp−13A8

cyp−33C7

cyp−34A7

cyp−13A7

cyp−35B3

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A10

cyp−34A9

cyp−33C5

cyp−34A4

cyp−32B1

cyp−31A3

cyp−32A1

Y47D3A.22

cyp−31A2

aak−1

cyp−34A8

Cytochrome P450, conserved site
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cyp−37B1

cyp−13B2

cyp−36A1

cyp−33C8

cyp−14A5

cyp−25A5

cyp−25A4

cyp−29A4

cyp−33C2

cyp−43A1

cyp−34A6

cyp−34A3

cyp−34A5

cyp−33C1

cyp−33C11

cyp−33C12

cyp−13A7

cyp−35B3

cyp−35B2

cyp−33B1

cyp−33C4

cyp−33C6

cyp−14A3

cyp−44A1

cyp−34A2

cyp−33C3

cyp−33E1

cyp−33D3

cyp−33A1

cyp−33C9

cyp−35B1

cyp−13A8

cyp−33C7

cyp−34A7

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A10

cyp−34A9

cyp−33C5

cyp−34A4

cyp−32B1

cyp−31A3

cyp−32A1

cyp−31A2

cyp−34A8

cyp−25A1

cyp−35A1

cyp−13A6

cyp−13A11

cyp−13A12

cyp−14A2

cyp−33E2

cyp−33E3

cyp−29A3

cyp−14A4

cyp−37A1

cyp−35D1

cyp−35C1

cyp−35A5

cyp−25A2

cyp−35A4

cyp−35A3

cyp−35A2

cyp−29A2

cyp−23A1

cyp−13A10

cyp−13B1

cyp−42A1

cyp−14A1

cyp−33D1

cyp−13A2

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

Cytochrome P450, E−class, group I
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cyp−37B1

cyp−13B2

cyp−31A2

cyp−32A1

cyp−31A3

cyp−13A4

cyp−13A5

cyp−13A3

cyp−29A4

cyp−13A7

cyp−25A5

cyp−25A4

cyp−13A8

cyp−37A1

cyp−13A11

cyp−13A12

cyp−29A3

cyp−25A1

cyp−25A2

cyp−13A6

cyp−13A2

cyp−13A1

cyp−25A3

cyp−13A10

cyp−13B1

cyp−42A1

cyp−29A2

Cytochrome P450, E−class, group II
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cyp−37B1

cyp−29A4

cyp−33C2

cyp−43A1

cyp−34A6

cyp−34A3

cyp−34A5

cyp−33C1

cyp−33C11

cyp−33C12

cyp−13A7

cyp−33C4

cyp−33C6

cyp−14A5

cyp−25A5

cyp−25A4

cyp−14A3

cyp−44A1

cyp−34A2

cyp−33C3

cyp−33E1

cyp−33D3

cyp−33A1

cyp−33C9

cyp−13A8

cyp−33C7

cyp−34A7

cyp−13B2

cyp−33C8

cyp−13A4

cyp−13A5

cyp−13A3

cyp−34A10

cyp−34A9

cyp−33C5

cyp−34A4

cyp−32B1

cyp−31A3

cyp−32A1

cyp−31A2

cyp−34A8

cyp−33E2

cyp−29A3

cyp−14A4

cyp−13A11

cyp−13A12

cyp−14A2

cyp−37A1

cyp−35D1

cyp−25A1

cyp−35A1

cyp−13A6

cyp−35A5

cyp−25A2

cyp−35A4

cyp−35A3

cyp−35A2

cyp−29A2

cyp−23A1

cyp−13B1

cyp−42A1

cyp−14A1

cyp−33D1

cyp−13A2

daf−9

cyp−34A1

cyp−13A1

cyp−25A3

Cytochrome P450, E−class, group IV

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

K07H8.1

cyld−1

F53F4.3

M01A8.2

dnc−1

Cytoskeleton−associated protein, CAP−Gly
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T05E7.3

mut−7

zwl−1

lbp−9

lbp−8

lbp−5

lbp−7

lbp−1

EEED8.2

lbp−3

lbp−4

lbp−6

H12D21.7

lbp−2

Cytosolic fatty−acid binding
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C38C3.8

R05D7.5

K08F8.5

Y69E1A.2

C04G2.9

Y59E9AL.3

Y59E9AL.2

Cytosolic motility protein
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pyr−1

pod−2

F32B6.2

pyc−1

pcca−1

D−ala D−ala ligase C−terminus
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pyr−1

pod−2

F32B6.2

pyc−1

pcca−1

D−alanine−−D−alanine ligase, C−terminal
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T23G7.3

F58B3.7

T04H1.5

ZK1320.7

tag−65

K07B1.7

T08B2.5

stip−1

Y53F4B.13

D1037.1

C33H5.17

R07E5.1

Y55D9A.2

R11A8.2

D111/G−patch
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Y57G11C.42

ZK1010.4

C42D4.3

F35B3.4

T23F11.6

T20G5.13

Y65B4BL.1

T20G5.12

F18C5.9

F53F8.4

F26G1.5

C49F8.3

F13H8.5

F26G1.9

pqn−32

Y53F4B.25

C56C10.4

C25G4.10

fig−1

T22E5.3

R57.2

dao−2

DB module
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Y95B8A.12

tag−52

sos−1

tag−77

unc−89

Y105E8A.24

unc−73

ect−2

C11D9.1

tag−218

uig−1

R02F2.2

vav−1

Y37A1B.17

F52D10.6

cgef−1

rhgf−2

pix−1

exc−5

rhgf−1

Dbl homology (DH) domain
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mtm−5

aex−3

rme−4

F52C12.4

C52E12.4

dDENN
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mtm−5

aex−3

rme−4

F52C12.4

C52E12.4

dDENN domain
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chd−3

R05D11.4

Y65B4A.6

H20J04.4

F55F8.2

mtr−4

T05A12.4

F33D11.10

ZK512.2

C52B9.8

F56D2.6

Y38A10A.6

tag−192

dcr−1

inf−1

F53H1.1

let−418

B0511.6

xnp−1

hel−1

H06O01.2

F57B9.3

C24H12.4

F01G4.3

rcq−5

F58G11.2

C08F8.2

ZK686.2

mel−46

K02F3.12

ZC317.1

H27M09.1

C28H8.3

Y94H6A.5

glh−1

ddx−19

Y54E2A.4

drh−1

drh−3

Y55F3BR.1

mog−4

C46F11.4

hel−308

C16A3.1

mog−5

csb−1

ddx−23

glh−2

F54E12.2

him−6

Y54G11A.3

cgh−1

rad−54

vbh−1

mog−1

rha−2

T23H2.3

Y116A8C.13

btf−1

F52B5.3

glh−4

polq−1

mut−14

eri−7

psa−4

isw−1

wrn−1

glh−3

rad−26

F58E10.3

ssl−1

Y113G7B.14

T26G10.1

F59A7.8

rha−1

Y46G5A.4

Y66D12A.15

T05E8.3

Y67D2.6

Y71G12B.8

M03C11.8

Y23H5B.6

DEAD−like helicase, N−terminal

−2 −1 0 1 2
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him−6

Y54G11A.3

cgh−1

glh−2

Y65B4A.6

H20J04.4

Y113G7B.14

T26G10.1

vbh−1

R05D11.4

F55F8.2

mog−1

rha−2

Y116A8C.13

F52B5.3

glh−4

polq−1

mut−14

eri−7

smgl−2

glh−3

wrn−1

isw−1

Y46G5A.4

F58E10.3

Y23H5B.6

rha−1

mtr−4

dcr−1

ZK686.2

drh−3

Y55F3BR.1

mog−4

C46F11.4

ZK512.2

glh−1

ddx−19

Y54E2A.4

drh−1

mog−5

F57B9.3

B0511.6

Y38A10A.6

F56D2.6

H27M09.1

C28H8.3

ZC317.1

hel−1

Y94H6A.5

rcq−5

F58G11.2

C24H12.4

F01G4.3

mel−46

K02F3.12

F33D11.10

hel−308

T05E8.3

ddx−23

inf−1

F53H1.1

Y67D2.6

Y71G12B.8

DEAD/DEAH box helicase

−2 −1 0 1 2
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M03C11.2

Y50D7A.11

Y50D7A.2

dog−1

rtel−1

DEAD_2
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M03C11.2

Y50D7A.11

Y50D7A.2

dog−1

rtel−1

DEAD2

−2 −1 0 1 2
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ZK688.5

pik−1

unc−44

dapk−1

unc−5

ikb−1

Death
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pik−1

unc−44

dapk−1

unc−5

ikb−1

ced−3

DEATH−like

−2 −1 0 1 2
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pik−1

unc−44

dapk−1

unc−5

ikb−1

Death domain

−2 −1 0 1 2
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unc−105

mec−10

asic−2

asic−1

mec−4

unc−8

deg−1

del−1

Degenerin

−2 −1 0 1 2
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tatn−1

cth−2

R102.4

nkat−1

Y104H12D.3

tag−38

cth−1

DegT/DnrJ/EryC1/StrS aminotransferase

−2 −1 0 1 2
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tatn−1

cth−2

R102.4

nkat−1

Y104H12D.3

tag−38

cth−1

DegT/DnrJ/EryC1/StrS aminotransferase family

−2 −1 0 1 2
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ZK836.2

T05H10.6

Y39E4A.3

tkt−1

T22B11.5

Dehydrogenase E1 component

−2 −1 0 1 2
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ZK836.2

T05H10.6

Y39E4A.3

tkt−1

T22B11.5

Dehydrogenase, E1 component

−2 −1 0 1 2
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gpdh−1

F54C8.1

ech−9

ech−1

T08B2.7

gpdh−2

B0272.3

hacd−1

T25B9.9

sqv−4

B0250.5

ech−8

Dehydrogenase, multihelical

−2 −1 0 1 2
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F16H11.3

ent−3

C47A4.2

F44D12.9

F36H2.2

ent−2

ent−1

Delayed−early response protein/equilibrative nucleoside transporter

−2 −1 0 1 2
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dsl−2

apx−1

dsl−4

arg−1

lag−2

dsl−1

dsl−3

dsl−6

dsl−7

dsl−5

Delta serrate ligand

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Delta tubulin

−2 −1 0 1 2
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dsl−2

apx−1

dsl−4

arg−1

lag−2

dsl−1

dsl−3

dsl−6

dsl−7

dsl−5

Delta/Serrate/lag−2 (DSL) protein

−2 −1 0 1 2
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mtm−5

aex−3

rme−4

F52C12.4

C52E12.4

DENN

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

mtm−5

aex−3

rme−4

F52C12.4

C52E12.4

DENN (AEX−3) domain

−2 −1 0 1 2
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crn−2

Y37H2A.1

Y24F12A.1

K03A11.1

B0432.8

Deoxyribonuclease, TatD−related, conserved site

−2 −1 0 1 2
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dsh−2

toe−2

let−99

dsh−1

eat−16

epac−1

T08A11.1

egl−10

mig−5

Y45F10A.7

DEP domain

−2 −1 0 1 2
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ilys−2

ilys−1

ilys−5

ilys−4

W03D2.7

ilys−3

Destabilase

−2 −1 0 1 2
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H32C10.3

R13F6.5

spe−10

F59C6.2

K02G10.1

F33D11.12

ZK757.4

tag−233

C17D12.1

Y39E4B.7

M18.8

C43H6.7

dhhc−1

dhhc−2

T22E7.2

DHHC zinc finger domain

−2 −1 0 1 2
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Y73B6BL.1

tyr−1

tyr−2

tyr−4

tyr−3

Y44E3B.2

Di−copper centre−containing

−2 −1 0 1 2
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dgk−4

dgk−2

dgk−5

dgk−1

dgk−3

Diacylglycerol kinase accessory domain

−2 −1 0 1 2
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dgk−4

dgk−2

sphk−1

T10B11.2

dgk−1

dgk−3

dgk−5

F52C9.3

Diacylglycerol kinase catalytic domain

−2 −1 0 1 2
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dgk−4

dgk−2

dgk−5

dgk−1

dgk−3

Diacylglycerol kinase, accessory domain

−2 −1 0 1 2
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47
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dgk−4

dgk−2

sphk−1

T10B11.2

dgk−1

dgk−3

dgk−5

F52C9.3

Diacylglycerol kinase, catalytic domain

−2 −1 0 1 2
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R12G8.1

F48G7.10

F48G7.9

pkc−2

dkf−2

chin−1

tpa−1

dgk−1

pkc−1

pkc−3

rgef−1

unc−13

T24F1.3

Diacylglycerol/phorbol−ester binding

−2 −1 0 1 2
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ath−1

paf−2

dpf−4

dpf−3

T23F4.1

D1022.3

F01D5.8

F01D5.7

paf−1

dpf−6

C50B6.9

T23F4.3

Dienelactone hydrolase

−2 −1 0 1 2
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ath−1

paf−2

dpf−4

dpf−3

T23F4.1

D1022.3

F01D5.8

F01D5.7

paf−1

dpf−6

C50B6.9

T23F4.3

Dienelactone hydrolase family

−2 −1 0 1 2
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Y49E10.4

pdi−2

C14B9.2

tag−320

pdi−1

pdi−3

Disulphide isomerase

−2 −1 0 1 2
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T22H9.4

mab−3

dmd−3

mab−23

dmd−7

dmd−4

dmd−6

dmd−5

C34D1.2

Y67D8A.3

C34D1.1

DM DNA−binding

−2 −1 0 1 2
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T22H9.4

mab−3

dmd−3

mab−23

dmd−7

dmd−4

dmd−6

dmd−5

C34D1.2

Y67D8A.3

C34D1.1

DM DNA binding domain

−2 −1 0 1 2
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him−3

mdf−2

htp−2

htp−1

htp−3

DNA−binding HORMA

−2 −1 0 1 2
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pqn−62

Y53G8AR.6

eri−1

acin−1

C39E9.12

lst−3

Y41E3.11

DNA−binding SAP

−2 −1 0 1 2
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mcm−2

mcm−3

mcm−7

mcm−6

mcm−5

mcm−4

DNA−dependent ATPase MCM

−2 −1 0 1 2
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mcm−2

mcm−3

mcm−7

mcm−6

mcm−5

mcm−4

DNA−dependent ATPase MCM, conserved site

−2 −1 0 1 2
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47
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pif−1

F52G3.3

Y46B2A.2

F59H6.5

F33H12.6

ZK250.9

Y116F11A.1

F11C3.1

C11G6.2

DNA helicase PIF1, ATP−dependent

−2 −1 0 1 2
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vps−4

rpt−6

mac−1

rpt−3

cdc−48.2

rpt−4

rpt−5

cdc−48.1

rfc−4

spas−1

mspn−1

figl−1

prx−6

Y75B8A.4

mei−01

F56F11.4

F44B9.8

C10G11.8

DNA helicase, Holliday junction RuvB type, N−terminal

−2 −1 0 1 2
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Y59A8B.21

Y119C1A.1

Y48C3A.14

C18A3.1

F33A8.4

F23H11.2

dic−1

Y71F9AL.1

T25B6.2

C46H11.3

egl−47

C38D4.9

F46H5.4

C33C12.9

M142.8

DNA methylase, N−6 adenine−specific, conserved site

−2 −1 0 1 2
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msh−2

him−14

msh−5

msh−4

msh−6

DNA mismatch repair protein MutS, C−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C25F9.2

Y37B11A.2

F10C2.4

F33H2.5

Y47D3A.29

DNA polymerase, family B

−2 −1 0 1 2
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47
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ZK675.3

chd−3

him−6

let−418

H06O01.2

mog−1

rha−2

Y67D2.6

T05E8.3

rha−1

Y50D7A.2

mog−4

dog−1

mog−5

rtel−1

DNA/RNA helicase, ATP−dependent, DEAH−box type, conserved site

−2 −1 0 1 2
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47
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him−6

Y54G11A.3

cgh−1

rad−54

vbh−1

glh−2

F54E12.2

mtr−4

T05A12.4

F33D11.10

ZK512.2

C52B9.8

F56D2.6

Y38A10A.6

tag−192

chd−3

R05D11.4

Y65B4A.6

H20J04.4

F55F8.2

dcr−1

inf−1

F53H1.1

let−418

B0511.6

xnp−1

hel−1

H06O01.2

F57B9.3

C24H12.4

F01G4.3

rcq−5

F58G11.2

C08F8.2

ZK686.2

mel−46

K02F3.12

ZC317.1

H27M09.1

C28H8.3

Y94H6A.5

mog−1

rha−2

T23H2.3

Y116A8C.13

btf−1

F52B5.3

glh−4

polq−1

mut−14

glh−1

ddx−19

Y54E2A.4

drh−1

drh−3

Y55F3BR.1

mog−4

C46F11.4

hel−308

C16A3.1

mog−5

csb−1

ddx−23

psa−4

isw−1

wrn−1

glh−3

smgl−2

T26G10.1

rad−26

F58E10.3

ssl−1

F59A7.8

rha−1

Y46G5A.4

Y66D12A.15

T05E8.3

Y67D2.6

Y71G12B.8

M03C11.8

Y23H5B.6

DNA/RNA helicase, C−terminal

−2 −1 0 1 2
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him−6

Y54G11A.3

cgh−1

glh−2

Y65B4A.6

H20J04.4

Y113G7B.14

T26G10.1

vbh−1

R05D11.4

F55F8.2

mog−1

rha−2

Y116A8C.13

F52B5.3

glh−4

polq−1

mut−14

eri−7

smgl−2

glh−3

wrn−1

isw−1

Y46G5A.4

F58E10.3

Y23H5B.6

rha−1

mtr−4

dcr−1

ZK686.2

drh−3

Y55F3BR.1

mog−4

C46F11.4

ZK512.2

glh−1

ddx−19

Y54E2A.4

drh−1

mog−5

F57B9.3

B0511.6

Y38A10A.6

F56D2.6

H27M09.1

C28H8.3

ZC317.1

hel−1

Y94H6A.5

rcq−5

F58G11.2

C24H12.4

F01G4.3

mel−46

K02F3.12

F33D11.10

hel−308

T05E8.3

ddx−23

inf−1

F53H1.1

Y67D2.6

Y71G12B.8

DNA/RNA helicase, DEAD/DEAH box type, N−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dnj−13

dnj−10

dnj−19

dnj−12

dnj−20

DnaJ C terminal region
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Y39C12A.9

K07F5.16

dnj−2

dnj−27

dnj−28

dnj−5

dnj−26

dnj−4

dnj−22

dnj−23

dnj−19

dnj−11

dnj−25

dnj−8

dnj−12

dnj−17

dnj−16

dnj−20

dnj−13

rme−8

dnj−7

dnj−14

dnj−1

dnj−24

dnj−18

dnj−10

dnj−9

F54F2.9

dnj−3

dnj−29

dnj−30

dnj−15

DnaJ domain

−2 −1 0 1 2
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dsh−1

eat−16

epac−1

egl−10

mig−5

Y45F10A.7

dsh−2

toe−2

let−99

Domain found in Dishevelled, Egl−10, and Pleckstrin (DEP)
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F40F4.6

F28B4.3

ZK1193.4

R09H10.5

ZK1193.2

T25C12.3

Domain of unknown fuction MD, Caenorhabditis elegans
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Y69A2AR.19

Y57G7A.6

M70.3

F37A4.4

Y39B6A.30

T05B11.4

F56H1.3

C06C6.6

C01G5.4

K09F6.4

F46F5.7

Y39B6A.18

R06B10.1

F07E5.8

B0524.4

K09D9.11

W01D2.5

W03F11.4

F40E12.2

Y113G7C.1

C01G10.1

F26D2.10

C18H2.5

F36D3.5

T16A1.2

R155.2

Y80D3A.8

T20H9.6

C18H2.4

M70.1

C06C6.7

Y48G1C.5

F36G9.13

C38D9.5

Y67A10A.3

C05C8.8

F36F12.4

F22F7.4

Y51A2B.9

C01B12.4

K02F6.4

R155.4

T20B6.2

K08D9.6

F07G11.4

K02F6.3

ZK381.2

C08B6.3

R07B7.12

ZK381.8

H20J04.1

F39G3.2

Y18H1A.14

F22F7.3

K08D9.5

C33H5.2

C13A2.6

K06H6.4

C14C6.8

Y116F11B.9

T15D6.12

T22D1.1

F14F7.5

B0524.3

C18H2.1

Y22D7AR.2

K08D9.2

D1065.3

T09E11.8

H04J21.1

C13A2.5

C14A6.3

C13A2.11

C14C6.7

Y97E10B.1

Y22D7AR.14

C49A1.5

T15D6.10

E03H4.5

F49C12.5

F07G11.3

F36F12.2

T06A1.1

C13A2.1

T06A1.5

K02H11.4

F58D5.6

C08G5.1

C27A7.2

F36F12.1

R08C7.4

ZK488.6

C18G1.7

C17A2.2

ZK488.5

F59C6.8

F40E10.6

Y47D3B.4

Y105C5B.25

F28H7.7

C31B8.7

galt−1

C18G1.6

C14C6.6

D1014.7

D1014.6

C01G5.9

T13H10.2

R05A10.6

F13G3.3

ZK1025.4

C35A5.5

F18F11.4

ZK829.3

F54D10.8

Y47D3B.1

F55C10.4

D1014.5

Domain of unknown function
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mog−4

T05E8.3

F56D2.6

smgl−2

F52B5.3

mog−5

mog−1

rha−2

Y67D2.6

rha−1

Domain of unknown function (DUF1605)
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C23G10.8

F44E2.8

F40F8.11

C37C3.1

T24A6.7

irg−1

C08E8.4

Domain of unknown function (DUF1768)
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T23D8.7

T22B3.2

tag−76

alg−1

alg−2

Domain of unknown function (DUF1785)
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.5 48 49 50 51 52 53 54 55 56 58

Y46G5A.29

F21A3.3

T28H10.2

C15F1.1

C55A6.12

C52G5.2

C28H8.5

mab−7

Domain of unknown function (DUF1794)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Domain of unknown function (DUF1943)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F49C12.7

E02C12.6

H37A05.2

F58B4.5

F59B1.10

C29F7.2

D1044.1

K09H11.1

T16G1.6

C50F4.1

C29F7.1

Y11D7A.8

E02C12.9

nhr−246

T16G1.3

F59B1.8

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

T16G1.5

E02C12.8

F20D6.5

H06H21.8

E02C12.10

Domain of unknown function (DUF227)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F33E2.4

C16C8.17

F20E11.5

Y68A4A.10

T23D5.3

F49C5.10

fbxa−100

F20E11.7

T09D3.8

F49C5.11

Domain of unknown function (DUF281)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

try−6

F35E2.9

F15H9.1

T21E12.3

R01H2.2

D1081.3

Y47H9B.2

try−7

F25E5.3

F25E5.4

T06G6.8

F36D1.6

Y116A8A.4

Y116A8A.6

F35E2.5

F25E5.7

try−8

Domain of unknown function (DUF316)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

fbxc−50

fbxc−32

fbxc−42

fbxc−53

fbxc−54

fbxc−33

fbxc−5

fbxc−3

sdz−4

fbxc−51

fbxc−36

fbxc−31

fbxc−25

fbxc−28

fbxc−40

fbxc−14

fbxc−26

fbxc−22

fbxc−24

fbxc−29

fbxc−39

fbxc−34

fbxc−18

fbxc−8

fbxc−21

fbxc−37

fbxc−20

fbxc−9

fbxc−19

fbxc−16

fbxc−27

fbxc−55

fbxc−15

fbxc−35

fbxc−56

fbxc−52

fbxc−7

Domain of unknown function (DUF3557)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C17C3.15

R05D7.2

C16A11.4

Y14H12B.2

csp−1

T28A8.4

Y45F10C.1

H12I13.1

Y57A10A.2

B0212.3

M57.1

ZK402.5

T28A8.5

F28H6.4

Y57A10A.4

Y57A10A.3

H05C05.2

ZK402.3

C08F11.7

Y73B3B.1

Y97E10AR.3

B0019.2

Y57A10A.1

T28A8.6

F52H3.4

B0205.9

C16A11.3

set−5

Y57A10A.7

set−24

CD4.8

Y97E10AR.4

B0205.1

T28A8.3

Y57A10A.5

Y57A10A.8

Domain of unknown function (DUF545)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F35F10.4

C17B7.5

T20D4.3

C04E12.5

C04E12.4

T20D4.13

Y47H9A.1

W04G5.9

W04G5.5

ZK1053.7

F35F10.1

F35F10.10

Y50D4B.7

W09G12.8

Y50D4B.3

Y50D4B.4

T20D4.4

W04G5.4

png−1

C04E12.10

C17D12.3

T20D4.5

Domain of unknown function (DUF750)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T23G4.5

ZC204.1

F58G4.3

F11F1.5

F11F1.8

M7.9

M7.10

C28C12.3

pqn−98

pqn−97

F11F1.2

C42D4.1

T17H7.1

pqn−60

C28C12.4

ZK822.6

ZK822.2

ZK822.4

Y57G11C.39

F13E9.14

C32H11.5

T05E11.8

R13A1.5

F11F1.4

F13E9.4

F13E9.8

C06A8.3

ZK970.7

F33A8.10

ZK596.1

R11G11.6

C32H11.6

C32H11.11

Domain of unknown function DUF148

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

mog−4

T05E8.3

F56D2.6

smgl−2

F52B5.3

mog−5

mog−1

rha−2

Y67D2.6

rha−1

Domain of unknown function DUF1605

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T23D8.7

T22B3.2

tag−76

alg−1

alg−2

Domain of unknown function DUF1785

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y46G5A.29

F21A3.3

T28H10.2

C15F1.1

C55A6.12

C52G5.2

C28H8.5

mab−7

Domain of unknown function DUF1794

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

W10G11.3

W10G11.2

F59E11.5

T28A11.5

C17B7.4

R13D7.2

C17B7.2

D1086.5

F59E11.7

T28A11.19

T28A11.3

C17B7.3

F35F10.13

F10G2.1

Y23H5B.3

F40G12.6

C12D5.9

C04E12.2

K03B4.6

T28A11.2

W10G11.1

C54F6.12

D1086.2

F40G12.2

W10G11.4

D1086.1

F40G12.4

ZK105.1

T10D4.1

F14H3.9

F07B7.8

C01B7.7

C12D5.10

Y73C8C.4

ZK105.5

Y43F8B.10

C50H11.17

C07G3.8

F08D12.7

K06C4.1

C36C5.4

H39E23.2

ZK105.6

T13F3.9

F40G12.5

F07B7.14

T28A11.18

T20D4.19

T20D4.12

C36C5.15

C36C5.14

T20D4.11

C36C5.12

C36C5.5

T28A11.16

C17B7.9

T20D4.10

K09H9.5

D1086.3

F59E11.6

Domain of unknown function DUF19

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

R04E5.2

C52D10.12

C33D12.2

C01H6.6

R13G10.4

Domain of unknown function DUF21

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C14C6.5

Y51B9A.8

Y110A2AL.2

T19H12.6

C14C6.2

F08D12.3

F41G3.20

F15A4.6

F08D12.2

F40G12.9

F41G3.10

Y110A2AL.9

Y110A2AL.3

K04H4.2

Domian of unknown function, DUF−CC

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y73F4A.3

Y73F4A.2

C05D12.1

C09F9.2

Y57G11A.4

Y54E10A.17

Y73F4A.1

C34C6.3

F41D9.2

C29F5.8

C13B4.1

T10E9.3

tbh−1

C44B7.5

DOMON

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y73F4A.3

Y73F4A.2

C05D12.1

C09F9.2

Y57G11A.4

Y54E10A.17

Y73F4A.1

C34C6.3

F41D9.2

C29F5.8

C13B4.1

T10E9.3

tbh−1

C44B7.5

DOMON domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C09F9.2

C29F5.8

Y54E10A.17

Y73F4A.3

Y73F4A.2

Y73F4A.1

C34C6.3

F41D9.2

C13B4.1

tbh−1

C44B7.5

DOMON related

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

drsh−1

stau−1

adr−1

F39E9.7

Y54E5A.6

rde−4

rha−1

F55A4.4

ZK632.2

adr−2

D1037.1

Double−stranded RNA−binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

drsh−1

dcr−1

adr−1

mrps−5

F39E9.7

Y54E5A.6

stau−1

rps−2

rde−4

rha−1

F55A4.4

adr−2

D1037.1

Double−stranded RNA−binding−like

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

drsh−1

stau−1

adr−1

F39E9.7

Y54E5A.6

rde−4

rha−1

F55A4.4

ZK632.2

adr−2

D1037.1

Double−stranded RNA binding motif

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

zyg−8

C06C3.3

C56E6.4

F27C1.11

F27C1.13

W07G1.5

W07G1.1

Doublecortin

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

B0212.4

nipa−1

ugtp−1

ZK896.9

pst−1

C03H5.2

K06H6.3

F44C8.7

Y73E7A.3

hut−1

C29H12.2

F15B10.1

ZC250.3

Drug/metabolite transporter

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

hsd−1

sqv−1

hsd−2

hsd−3

gmd−2

F08F3.4

bre−1

Y53G8AL.2

C01F1.3

F53B1.4

dTDP−4−dehydrorhamnose reductase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C04F12.8

C55B7.3

F20B6.1

F47B3.1

C16A3.2

cdc−14

F54C8.4

cel−1

F28C6.8

W09H1.1

C24F3.2

pir−1

T12B3.1

vhp−1

prl−1

Y41D4A.5

lip−1

F55F8.7

C33H5.16

K07F5.8

ZK484.7

T20B6.1

F13D11.3

F26A3.4

Y54F10BM.13

ZK757.2

T28F4.3

F25H5.7

Y69A2AR.19

R155.3

H06I04.5

F54F12.1

F47B3.7

F47B3.2

Dual specificity phosphatase, catalytic domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C16A3.2

cdc−14

F54C8.4

C04F12.8

F28C6.8

vhp−1

C24F3.2

pir−1

T12B3.1

lip−1

Y54F10BM.13

ZK757.2

F13D11.3

F26A3.4

Dual specificity phosphatase, subgroup, catalytic domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C33H5.1

F47B8.5

E03H4.2

C13A2.10

C28H8.8

C17A2.7

K01D12.3

ZK1086.3

F07G11.2

F20D6.2

C13A2.9

C13A2.4

F07G11.1

R09H10.1

R09H10.2

C03G6.6

C33G8.13

F07G11.7

F49C12.2

ZK1290.7

F49C12.4

F28A10.1

C31B8.12

Y82E9BL.12

BE0003N10.3

Y71G12B.18

T15D6.8

K01D12.1

T15D6.11

F21G4.3

F15H10.8

C04F1.1

F13A7.12

ZK1025.3

DUF13

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sma−3

daf−14

sma−4

daf−8

daf−3

tag−68

sma−2

Dwarfin

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T10E9.4

F09E8.1

F57A8.6

ZK1010.6

K05F1.1

M01E5.1

Y17G7B.19

DX module

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dyn−1

rme−1

drp−1

fzo−1

eat−3

Dynamin family

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dyn−1

rme−1

drp−1

fzo−1

eat−3

Dynamin, GTPase domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dlc−6

dlc−4

dlc−2

dlc−5

dlc−1

dlc−3

Dynein light chain, type 1/2

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

tat−3

catp−2

catp−3

C10C6.6

mca−3

catp−1

eat−6

cua−1

tat−1

pmr−1

catp−6

tat−6

catp−5

sca−1

tat−5

catp−7

mca−1

tat−4

mca−2

catp−4

E1−E2 ATPase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

B0212.4

nipa−1

ugtp−1

ZK896.9

pst−1

C03H5.2

K06H6.3

F44C8.7

Y73E7A.3

hut−1

C29H12.2

F15B10.1

ZC250.3

EamA−like transporter family

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C54D2.1

Y47D3B.6

T10E10.4

F48E3.8

Y55F3BR.2

T22F7.3

pqn−25

D1044.7

ZC84.1

lgx−1

E01G6.1

W05B2.2

F56B3.2

ZC84.6

C46F4.3

M03F4.6

F30H5.3

T22F7.5

acn−1

K10D3.4

EB domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C54D2.1

Y47D3B.6

T10E10.4

F48E3.8

Y55F3BR.2

T22F7.3

pqn−25

D1044.7

ZC84.1

lgx−1

E01G6.1

W05B2.2

F56B3.2

ZC84.6

C46F4.3

M03F4.6

F30H5.3

T22F7.5

acn−1

K10D3.4

EB module

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T03F1.11

cal−1

F12A10.5

cal−2

tnc−2

cal−3

dyb−1

ncs−3

Y71H2AL.1

F21A10.1

cal−4

C56A3.6

mlc−4

cal−5

F59D6.7

F43C9.2

Y73C8B.5

cnb−1

ZK856.8

bath−25

B0563.7

cmd−1

ncs−2

pat−10

M04F3.4

dys−1

Y48B6A.6

E02A10.3

Y73B3A.12

K03A1.4

H10E21.4

EF−hand

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

reps−1

rsa−1

C29E4.14

cex−1

K08E3.10

T10H9.8

rme−1

Y67H2A.4

ehs−1

lst−3

tbc−9

F55A11.4

R08D7.5

itsn−1

K08F11.5

C47C12.4

sli−1

cal−5

C54E4.2

cnb−1

B0513.5

F59D6.7

C50C3.5

rgef−1

ZK856.8

rom−2

cex−2

pef−1

bli−3

bath−25

F40F9.8

ncs−1

C56C10.9

T04F3.4

T04F3.2

ncs−3

K04C1.4

F21A10.1

cal−4

cyk−3

ZK1307.8

F17E5.2

C16H3.1

T25G3.4

F55A11.1

mlc−3

Y71H2AL.1

tag−312

C07A9.5

C50C3.2

C56A3.6

mlc−4

calu−1

unc−68

B0563.7

nucb−1

T04F8.6

dys−1

Y48B6A.6

M04F3.4

K02F3.2

mlc−2

duox−2

W09G10.3

dyb−1

C54E10.2

Y73C8B.5

F43C9.2

cmd−1

spc−1

ncs−2

pat−10

T12D8.6

K03A1.4

dgk−3

Y73B3A.12

atn−1

egl−8

pll−1

E02A10.3

R10E11.6

plc−1

plc−4

sta−1

mlc−1

T02G5.2

ost−1

R09H10.6

F23F1.2

H10E21.4

F08B6.3

cal−1

F12A10.5

cal−2

tnc−2

F30A10.1

C06G1.5

T03F1.11

cbn−1

F16F9.3

T09B4.4

cal−3

fkb−7

sta−2

EF−hand−like domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C04B4.2

reps−1

T06E6.1

C29E4.14

R08A2.2

R08C7.8

K03A1.2

cex−1

C56A3.6

mlc−4

K07G5.4

T10H9.8

F53F4.14

F21A3.5

ZK686.2

F23B12.7

him−17

F55A3.7

C47C12.4

itsn−1

rme−1

eea−1

K08F11.5

Y67H2A.4

C03A7.13

C36C9.6

nhr−28

Y73B3A.12

sdz−30

F55A11.4

ehs−1

trr−1

M03C11.8

cal−5

ssl−1

sli−1

ubc−25

tbc−9

rpb−6

hmr−1

ncs−2

pat−10

C54E10.2

cmd−1

spc−1

ZK1307.8

F17E5.2

C06G1.5

F55A11.1

T25G3.4

tag−312

C50C3.2

calu−1

nucb−1

D1044.2

K03A1.4

T08D2.1

K02F3.2

ddb−1

C56C10.9

cyk−3

F43C9.2

F59D6.7

C50C3.5

ncs−1

plc−4

F25H2.2

ZK899.5

mtr−4

T02G5.2

B0252.3

nra−2

Y73C8B.5

Y32G9A.6

W09G10.3

E02A10.3

dgk−3

fbxa−136

mlc−1

K04F1.10

ost−1

mlc−2

C54E4.2

cnb−1

crb−1

bath−25

F40F9.8

unc−68

rom−2

B0563.7

Y48B6A.6

M04F3.4

R09H10.6

F23F1.2

H10E21.4

T03F1.11

cbn−1

F16F9.3

cal−3

ncs−3

B0336.11

Y71H2AL.1

T04F3.4

rgef−1

ZK856.8

cex−2

pef−1

F08B6.3

cal−1

F12A10.5

cal−2

Y26E6A.2

tnc−2

F21A10.1

ZC116.3

T04F3.2

cal−4

fkb−7

EF−Hand 1, calcium−binding site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T03F1.11

cal−1

F12A10.5

cal−2

tnc−2

cal−3

dyb−1

ncs−3

Y71H2AL.1

F21A10.1

cal−4

C56A3.6

mlc−4

cal−5

F59D6.7

F43C9.2

Y73C8B.5

cnb−1

ZK856.8

bath−25

B0563.7

cmd−1

ncs−2

pat−10

M04F3.4

dys−1

Y48B6A.6

E02A10.3

Y73B3A.12

K03A1.4

H10E21.4

EF hand

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

apx−1

lin−3

glp−1

rme−2

mup−4

Y69H2.2

dsl−6

Y69H2.11

F19C6.3

F55G1.13

C40H5.7

tag−336

lag−2

F58E6.3

F47C12.1

crb−1

D1044.2

Y64G10A.7

W02C12.1

lin−12

Y38C1AA.9

mec−9

nlr−1

C40H5.2

ZC116.3

slt−1

lrp−2

cdh−4

itx−1

eat−20

Y46G5A.29

R05G6.9

EGF

−2 −1 0 1 2
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spe−9

apx−1

lin−3

glp−1

rme−2

T13C2.6

mec−9

nlr−1

C40H5.2

F55H12.3

D1044.2

lam−2

F58E6.3

F47C12.1

F19C6.3

mec−1

him−4

nid−1

crb−1

F09E8.2

unc−52

itx−1

Y64G10A.7

Y69H2.11

ced−1

lrp−2

hmr−1

cdh−4

F55G1.13

arg−1

C40H5.7

tag−336

lag−2

Y69H2.2

T01D3.6

fbl−1

nas−39

mup−4

Y38C1AA.9

W02C12.1

tag−53

eat−20

lin−12

slt−1

ZC116.3

dig−1

lgx−1

mab−7

fbn−1

mua−3

lrp−1

Y46G5A.29

B0393.5

R05G6.9

EGF−like

−2 −1 0 1 2
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spe−9

F40F11.4

glp−1

rme−2

mec−9

nlr−1

C40H5.2

F55H12.3

F14B4.1

cdh−4

Y69H2.11

F55G1.13

F19C6.3

tag−336

nid−1

crb−1

F09E8.2

unc−52

Y64G10A.7

D1044.2

F47C12.1

mec−1

him−4

T13C2.6

Y69H2.2

T01D3.6

fbl−1

nas−39

mup−4

mua−3

W02C12.1

lrp−1

lin−12

slt−1

ZC116.3

dig−1

fbn−1

Y46G5A.29

B0393.5

R05G6.9

EGF−like calcium−binding

−2 −1 0 1 2
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glp−1

rme−2

T13C2.6

nas−39

T01D3.6

mup−4

D1044.2

fbl−1

F47C12.1

F19C6.3

mec−1

him−4

nid−1

crb−1

F09E8.2

F55H12.3

mec−9

F14B4.1

Y64G10A.7

W02C12.1

lin−12

slt−1

ZC116.3

dig−1

fbn−1

mua−3

lrp−1

B0393.5

Y46G5A.29

EGF−like calcium−binding, conserved site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

lin−3

apx−1

unc−71

glp−1

rme−2

F40F4.6

lag−2

F55G1.13

dsl−4

F25D7.5

arg−1

C40H5.7

tag−336

F19C6.3

ten−1

pat−3

Y69H2.2

dsl−6

mup−4

mec−9

nlr−1

C40H5.2

F55H12.3

F58E6.3

F47C12.1

crb−1

D1044.2

F28E10.2

Y64G10A.7

Y69H2.11

T12A7.2

lrp−2

cdh−4

Y38C1AA.9

lin−12

ZC116.3

slt−1

W02C12.1

itx−1

eat−20

C34C6.3

F35D2.3

Y46G5A.29

R05G6.9

EGF−like domain

−2 −1 0 1 2
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dsl−2

chhy−1

F40F11.4

lin−3

apx−1

unc−71

nas−22

Y26D4A.12

glp−1

T25F10.3

nas−24

dsl−7

mup−4

F55D12.5

C05D12.2

nas−39

Y51F10.3

spe−9

F58H1.6

nas−33

Y69H2.3

ten−1

C05D12.3

dsl−6

hch−1

dsl−3

T13C2.6

F42H10.2

nas−32

ZK1193.3

lam−1

lam−2

R08E3.2

F52C6.14

Y19D10B.4

F48C5.1

grl−9

nurf−1

sdz−23

F36H9.4

Y69H2.2

T01D3.6

F45E4.6

ZK1193.2

fbl−1

C05D9.3

nas−19

nas−17

nas−27

F21A3.3

toh−1

abu−10

nas−23

nas−38

nas−36

M02G9.3

nas−30

F07H5.8

F35A5.4

pqn−95

C10G8.4

cpg−3

Y54G2A.36

rme−2

nas−20

F40F4.6

F28B4.3

F55G1.13

Y70G10A.2

nas−28

F25D7.5

nas−16

R09H10.5

F28H6.7

nas−31

tag−336

nas−18

lag−2

nid−1

crb−1

R08E3.1

lat−2

Y37D8A.2

T25C12.3

C49C3.4

agr−1

T19D12.6

him−4

epi−1

C02B10.3

T28F3.8

arg−1

C40H5.7

dsl−4

C08G5.7

Y48G8AR.2

grl−19

F19C6.3

Y69H2.10

mec−1

F58E6.3

C25E10.7

B0393.7

F47C12.1

F09E8.2

F48E3.8

B0238.12

unc−52

Y73F8A.33

T09D3.3

Y37E11AL.6

lgc−55

pat−3

D1044.2

unc−68

F47F2.3

C23H4.8

T06E6.10

ccg−1

F36G3.3

Y51H4A.25

F28E10.2

Y64G10A.7

C05C12.4

ZC84.1

dpy−22

adm−2

cfz−2

hmr−1

nas−25

T12A7.2

ced−1

Y69H2.11

C37C3.7

D1044.7

Y38C1AA.9

mec−9

nlr−1

C40H5.2

F55H12.3

lrp−2

itx−1

tag−53

eat−20

F14B4.1

K06A9.3

cdh−4

pqn−25

C25E10.8

K01A6.6

K05F1.10

mua−3

C46F4.3

F53C11.9

F40A3.2

swm−1

dsl−5

lin−12

fig−1

cdh−3

slt−1

lam−3

F26E4.3

W02C12.1

F56B3.2

nas−29

unc−6

ZC116.3

dig−1

C09F9.2

dpy−31

Y37D8A.6

C08G9.2

F17H10.3

lrp−1

B0507.1

C34C6.3

mab−7

F32D8.3

lgx−1

pqn−13

fbn−1

nas−37

F35D2.3

Y46G5A.29

B0393.5

R05G6.9

EGF−like region, conserved site
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lam−1

lam−2

VC5.2

ced−1

C37C3.7

F09E8.2

unc−52

agr−1

epi−1

tag−53

Y73F8A.5

unc−6

Y64G10A.7

lam−3

F35D2.3

EGF−like, laminin

−2 −1 0 1 2
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F40F11.4

glp−1

rme−2

mec−9

nlr−1

C40H5.2

F55H12.3

nid−1

crb−1

F09E8.2

F14B4.1

Y64G10A.7

hmr−1

D1044.2

F47C12.1

F19C6.3

mec−1

him−4

T13C2.6

nas−39

T01D3.6

F55G1.13

fbl−1

mup−4

W02C12.1

lin−12

slt−1

ZC116.3

dig−1

fbn−1

mua−3

lrp−1

B0393.5

Y46G5A.29

EGF−type aspartate/asparagine hydroxylation site

−2 −1 0 1 2
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glp−1

rme−2

nid−1

crb−1

F09E8.2

mec−9

C40H5.2

F14B4.1

Y64G10A.7

D1044.2

F47C12.1

F19C6.3

mec−1

him−4

T13C2.6

nas−39

T01D3.6

F55G1.13

fbl−1

mup−4

lin−12

ZC116.3

dig−1

fbn−1

mua−3

B0393.5

EGF calcium−binding

−2 −1 0 1 2
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F02C9.4

Y6E2A.8

F38A5.11

D2063.4

T01C3.5

Y73F8A.18

F28H7.6

F58E1.4

T26E4.1

C41G6.6

F14D2.6

F11A5.7

Y70C5C.3

ZK1037.1

T11F1.8

ZK355.6

ZC482.4

ZC482.2

T11F1.7

ZK355.1

K04F1.7

daf−2

F54G8.1

ZC482.3

F02C12.4

T05A6.4

K04F1.13

ZK355.5

F15E11.3

F59D6.4

F15E11.11

F59D6.6

K04F1.10

C04G2.11

F15E11.4

H25K10.5

K04F1.11

K12D9.12

F58E1.7

K04F1.6

T11F1.6

F15E11.2

K04F1.14

C30G4.6

Y37A1B.8

Y37A1B.9

ZK355.4

C31E10.3

F45C12.1

Y19D10B.5

R03G5.3

H25K10.6

F15E11.5

F45C12.16

C17E7.10

ZK355.7

let−23

ZC482.7

T11F1.2

Y19D10B.2

K04F1.12

F56A4.9

Y46H3D.4

Y57G11B.7

F13G11.2

F42G8.9

EGF receptor, L domain

−2 −1 0 1 2
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apx−1

unc−71

F40F4.6

dsl−4

F25D7.5

arg−1

ten−1

pat−3

F55H12.3

crb−1

F28E10.2

Y64G10A.7

T12A7.2

Y38C1AA.9

lin−12

eat−20

W02C12.1

C34C6.3

F35D2.3

R05G6.9

EGF, extracellular

−2 −1 0 1 2
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Y74C9A.4

spr−1

Y105C5A.1

lin−40

F10E7.11

T07F8.4

ELM2

−2 −1 0 1 2
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Y74C9A.4

spr−1

Y105C5A.1

lin−40

F10E7.11

T07F8.4

ELM2 domain

−2 −1 0 1 2
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F29C12.4

eft−1

eft−2

K10C3.5

ZK1236.1

Y119D3B.14

Elongation factor G C−terminus

−2 −1 0 1 2
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tufm−2

K07A12.4

eft−3

cgp−1

T04H1.2

eft−4

tufm−1

H19N07.1

Elongation factor Tu C−terminal domain

−2 −1 0 1 2
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F46B6.6

H19N07.1

ZK1236.1

F29C12.4

eft−4

tufm−1

cgp−1

T04H1.2

Y119D3B.14

eft−3

iffb−1

eft−1

eft−2

tufm−2

selb−1

K10C3.5

Y39G10AR.8

Elongation factor Tu domain 2
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

D1081.4

cgp−1

T04H1.2

ras−2

rab−6.2

rap−3

rab−3

mig−2

let−60

F29C12.4

rab−14

rab−37

arl−3

arl−6

eft−4

tufm−1

rab−30

H19N07.1

rho−1

ZK1236.1

gop−2

ras−1

rab−5

rab−1

tag−312

Y54E10BR.2

Y71H2AM.12

eft−3

Y119D3B.14

rab−8

C26E6.12

F46B6.6

nst−1

rab−18

rheb−1

rab−11.1

rab−11.2

rab−35

C56E6.2

Y61A9LA.10

K10C3.5

eft−1

eft−2

K07A12.4

selb−1

iffb−1

rab−6.1

4R79.2

tufm−2

rap−1

Y39G10AR.8

Elongation factor Tu GTP binding domain

−2 −1 0 1 2
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F49H6.5

F49E2.1

M01F1.3

Y92H12BL.1

F25B5.5

elpc−3

Elongator protein 3/MiaB/NifB

−2 −1 0 1 2
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T08D2.1

sel−9

Y73B6BL.36

C26C6.9

Y60A3A.9

F47G9.1

K08E4.6

F57B10.5

emp24/gp25L/p24

−2 −1 0 1 2
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T08D2.1

sel−9

Y73B6BL.36

C26C6.9

Y60A3A.9

F47G9.1

K08E4.6

F57B10.5

emp24/gp25L/p24 family/GOLD

−2 −1 0 1 2
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cutl−5

cut−4

cutl−12

ram−5

cutl−4

dpy−1

cutl−2

cut−3

cut−5

T23F1.5

cutl−27

cutl−21

cutl−8

cutl−17

cut−1

cutl−7

cutl−13

cutl−1

cutl−20

cutl−24

cutl−23

cutl−11

cutl−26

cutl−16

cutl−25

cutl−6

cutl−29

cutl−10

cutl−9

cutl−3

cutl−14

cut−6

cutl−18

cutl−22

cutl−15

fbn−1

let−653

noah−2

noah−1

Endoglin/CD105 antigen

−2 −1 0 1 2
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T25B9.10

T27F6.6

F14F9.5

exo−3

unc−26

C50C3.7

ipp−5

C01B10.3

R17.2

ccr−4

ocrl−1

Y63D3A.4

Endonuclease/exonuclease/phosphatase

−2 −1 0 1 2
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T25B9.10

T27F6.6

F14F9.5

exo−3

unc−26

C50C3.7

ipp−5

C01B10.3

R17.2

ccr−4

ocrl−1

Y63D3A.4

Endonuclease/Exonuclease/phosphatase family

−2 −1 0 1 2
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ech−7

ech−1

ech−2

T08B2.7

ech−6

ech−4

ech−5

F09F7.4

C32E8.9

Y25C1A.13

ech−3

F58A6.1

B0272.4

Enoyl−CoA hydratase/isomerase family

−2 −1 0 1 2
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ech−7

ech−3

ech−6

C32E8.9

ech−5

Enoyl−CoA hydratase/isomerase, conserved site

−2 −1 0 1 2
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Y18D10A.22

tag−138

apt−9

C07A12.7

epn−1

rsd−3

nrd−1

hipr−1

stam−1

unc−11

pcf−11

hgrs−1

ENTH/VHS

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Epsilon tubulin

−2 −1 0 1 2
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Y18D10A.22

tag−138

epn−1

rsd−3

unc−11

hipr−1

Epsin−like, N−terminal

−2 −1 0 1 2
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C52B9.2

F19F10.5

srz−96

ets−5

F19F10.1

C50A2.4

tag−97

lin−1

ast−1

ets−4

C24A1.2

Ets

−2 −1 0 1 2
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F19F10.5

C52B9.2

ets−5

F19F10.1

C50A2.4

tag−97

lin−1

ast−1

ets−4

C24A1.2

Ets−domain

−2 −1 0 1 2
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cah−1

cah−5

cah−6

cah−3

cah−4

cah−2

Eukaryotic−type carbonic anhydrase
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F21F8.4

asp−2

C11D2.2

asp−3

F28A12.4

asp−4

F59D6.3

C15C8.3

Y39B6A.24

Y39B6A.22

asp−6

K10C2.3

asp−5

asp−1

ZK384.3

Y39B6A.23

F59D6.2

Eukaryotic aspartyl protease

−2 −1 0 1 2
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C05D12.1

F39G3.5

M03A1.8

F39G3.4

M03A1.3

F55H2.5

C13B4.1

Eukaryotic cytochrome b561

−2 −1 0 1 2
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ife−5

ife−1

ife−3

ife−2

ife−4

Eukaryotic initiation factor 4E

−2 −1 0 1 2
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swd−3.3

daf−10

E04D5.1

eif−3.B

swd−3.1

Y54H5A.1

Eukaryotic translation initiation factor 2A, central region

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ife−5

ife−1

ife−3

ife−2

ife−4

Eukaryotic translation initiation factor 4E (eIF−4E)

−2 −1 0 1 2
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ife−5

ife−1

ife−3

ife−2

ife−4

Eukaryotic translation initiation factor 4E (eIF−4E), conserved site
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swd−3.3

daf−10

E04D5.1

eif−3.B

swd−3.1

Y54H5A.1

Eukaryotic translation initiation factor eIF2A

−2 −1 0 1 2
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unc−34

wsp−1

C31C9.6

B0280.2

B0280.13

EVH1

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

M02B7.2

R02D3.8

F31E3.4

pqe−1

C05C8.5

crn−4

eri−1

C08B6.8

Y17G7B.12

Y56A3A.33

Exonuclease

−2 −1 0 1 2
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M02B7.2

R02D3.8

F31E3.4

pqe−1

C05C8.5

crn−4

eri−1

C08B6.8

Y17G7B.12

Y56A3A.33

Exonuclease, RNase T/DNA polymerase III

−2 −1 0 1 2
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BE0003N10.1

exos−9

exos−7

exos−4.2

crn−5

exos−8

Exoribonuclease, phosphorolytic domain 1
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glr−2

glr−6

gcy−8

glr−1

gcy−22

gcy−5

gcy−18

glr−5

glr−4

mgl−1

gcy−28

mgl−3

gcy−6

gcy−4

gbb−1

gcy−23

gcy−29

odr−1

gbb−2

gcy−13

gcy−9

gcy−17

gcy−14

glr−3

gcy−20

gcy−19

nmr−1

nmr−2

mgl−2

gcy−25

gcy−7

C30A5.10

gcy−3

gcy−2

gcy−1

gcy−12

Extracellular ligand−binding receptor

−2 −1 0 1 2
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ZK867.2

glr−3

C08B6.5

glr−7

nmr−1

nmr−2

glr−8

W02A2.5

glr−2

glr−6

glr−4

glr−5

glr−1

Extracellular solute−binding protein, family 3
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erm−1

frm−1

nfm−1

frm−3

frm−2

Ezrin/radixin/moesin family
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F08F3.6

T02G6.5

F22E5.17

pes−2.1

F29G9.7

fbxb−67

fbxb−7

Y53F4B.24

fbxb−38

fbxb−36

fbxb−97

math−48

fbxb−96

F56G4.7

fbxb−100

T04B8.2

fbxb−39

fbxb−54

T05D4.2

fbxb−15

fbxb−83

fbxb−43

sdz−9

sdz−25

F19C7.3

fbxb−31

C47F8.1

T10C6.10

fbxb−26

Y106G6H.9

C52A10.3

fbxb−21

fbxb−40

fbxb−78

M01D7.1

fbxb−92

F15E6.5

fbxb−50

fbxb−2

Y47H10A.2

fbxb−119

fbxb−5

sdz−11

fbxb−18

fbxb−34

fbxb−102

fbxb−86

fbxb−32

F18A12.7

fbxb−75

fbxb−33

K08E4.8

sdz−5

fbxb−74

fbxb−79

fbxb−53

fbxb−112

F46E10.3

C24H12.1

fbxb−70

fbxb−19

fbxb−30

fbxb−12

fbxb−72

fbxb−69

fbxb−106

fbxb−114

Y45F10B.12

W08F4.10

C24H12.12

fbxb−68

F46B3.16

C56G7.2

fbxb−85

C33E10.8

fbxb−9

F56A8.5

fbxb−108

C53A3.1

fbxb−99

fbxb−87

F49D11.4

F22G12.3

F21D9.1

fbxb−41

fbxb−103

F34D6.1

fbxb−81

sdz−15

fbxb−11

fbxb−51

fbxb−13

Y43B11AL.1

fbxb−62

F36H5.8

fbxb−107

fbxb−24

sdz−33

fbxb−84

Y39A1A.16

W08F4.13

fbxb−95

sdz−10

fbxb−111

K05F6.12

fbxb−42

T27A1.2

fbxb−60

K05F6.4

fbxb−82

math−34

fbxb−59

fbxb−46

fbxb−115

fbxb−116

fbxb−3

Y23H5B.7

fbxb−105

R05H11.1

fbxb−44

fbxb−91

fbxb−117

fbxb−90

fbxb−57

fbxb−1

fbxb−71

T02H6.5

fbxb−63

fbxb−17

fbxb−49

fbxb−20

fbxb−35

fbxb−61

C24H12.11

fbxb−37

fbxb−22

fbxb−66

fbxb−47

fbxb−104

fbxb−58

fbxb−64

fbxb−45

Y20C6A.4

fbxb−10

Y6G8.9

fbxb−98

fbxb−14

F59B2.8

C23G10.5

fbxb−8

T05F1.13

fbxb−101

fbxb−65

fbxb−48

K08C9.5

R11D1.2

fbxb−93

C46C11.4

T22G5.3

K06H7.2

T05H4.15

fbxb−77

F49D11.2

Y73E7A.5

T04D1.2

fbxb−88

F−box associated
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F08F3.6

T02G6.5

F22E5.17

pes−2.1

F29G9.7

fbxb−67

fbxb−7

Y53F4B.24

fbxb−38

fbxb−36

fbxb−97

math−48

fbxb−96

F56G4.7

fbxb−100

T04B8.2

fbxb−39

fbxb−54

T05D4.2

fbxb−15

fbxb−83

fbxb−43

sdz−9

sdz−25

F19C7.3

fbxb−31

C47F8.1

T10C6.10

fbxb−26

Y106G6H.9

C52A10.3

fbxb−21

fbxb−40

fbxb−78

M01D7.1

fbxb−92

F15E6.5

fbxb−50

fbxb−2

Y47H10A.2

fbxb−119

fbxb−5

sdz−11

fbxb−18

fbxb−34

fbxb−102

fbxb−86

fbxb−32

F18A12.7

fbxb−75

fbxb−33

K08E4.8

sdz−5

fbxb−74

fbxb−79

fbxb−53

fbxb−112

F46E10.3

C24H12.1

fbxb−70

fbxb−19

fbxb−30

fbxb−12

fbxb−72

fbxb−69

fbxb−106

fbxb−114

Y45F10B.12

W08F4.10

C24H12.12

fbxb−68

F46B3.16

C56G7.2

fbxb−85

C33E10.8

fbxb−9

F56A8.5

fbxb−108

C53A3.1

fbxb−99

fbxb−87

F49D11.4

F22G12.3

F21D9.1

fbxb−41

fbxb−103

F34D6.1

fbxb−81

sdz−15

fbxb−11

fbxb−51

fbxb−13

Y43B11AL.1

fbxb−62

F36H5.8

fbxb−107

fbxb−24

sdz−33

fbxb−84

Y39A1A.16

W08F4.13

fbxb−95

sdz−10

fbxb−111

K05F6.12

fbxb−42

T27A1.2

fbxb−60

K05F6.4

fbxb−82

math−34

fbxb−59

fbxb−46

fbxb−115

fbxb−116

fbxb−3

Y23H5B.7

fbxb−105

R05H11.1

fbxb−44

fbxb−91

fbxb−117

fbxb−90

fbxb−57

fbxb−1

fbxb−71

T02H6.5

fbxb−63

fbxb−17

fbxb−49

fbxb−20

fbxb−35

fbxb−61

C24H12.11

fbxb−37

fbxb−22

fbxb−66

fbxb−47

fbxb−104

fbxb−58

fbxb−64

fbxb−45

Y20C6A.4

fbxb−10

Y6G8.9

fbxb−98

fbxb−14

F59B2.8

C23G10.5

fbxb−8

T05F1.13

fbxb−101

fbxb−65

fbxb−48

K08C9.5

R11D1.2

fbxb−93

C46C11.4

T22G5.3

K06H7.2

T05H4.15

fbxb−77

F49D11.2

Y73E7A.5

T04D1.2

fbxb−88

F−box associated domain, type 2
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T02G6.5
fbxa−215
fbxc−50
fbxa−69
fbxb−7
fbxa−224
fbxa−196
fbxa−42
T08A9.4
fbxa−170
fbxb−67
F54H12.5
C27F2.7
skpt−1
fsn−1
fbxa−67
F59B2.8
fbxa−64
fbxa−90
F58E2.4
fbxa−4
Y46G5A.39
dre−1
fbxa−65
fbxa−11
fbxa−115
Y9C9A.8
fbxa−61
fbxa−167
fbxa−10
fbxb−8
fbxa−150
fbxb−93
fbxa−111
fbxa−32
F59B2.9
T05F1.13
fbxa−190
fbxa−18
R10E8.6
F40D4.12
F48G7.13
fbxa−214
fbxa−174
Y82E9BL.18
fbxb−74
Y38H6C.13
fbxa−138
fbxa−194
T06E6.15
fbxb−106
fbxa−7
fbxa−13
fbxa−86
fbxa−80
fbxa−118
fbxa−53
fbxa−54
C07D10.1
fbxa−89
fbxb−76
C17C3.6
fbxa−101
ftr−1
fbxa−108
fbxa−143
fbxa−203
C24H12.11
fbxa−213
fbxa−165
fbxb−99
C53A3.1
fbxa−136
fbxb−9
fbxa−163
T08E11.1
fbxa−104
fbxa−17
fbxa−5
fbxa−8
Y22D7AR.2
F36H5.9
fbxb−108
fbxa−171
fbxa−168
R10E8.3
fbxa−81
fbxa−45
fbxb−35
fbxb−33
fbxa−176
C24H12.8
fbxa−14
fbxb−85
fbxa−120
fbxa−107
T27F6.8
fbxa−41
fbxa−38
fbxa−44
F16B4.2
fbxa−222
K06H7.2
fbxa−105
fbxa−66
fbxa−152
fbxa−100
fbxa−36
fbxa−30
fbxa−35
fbxa−2
math−47
fbxa−3
fbxa−29
fbxb−19
F37D6.4
fbxa−127
K10G4.5
C24H12.10
fbxb−45
fbxb−64
fbxb−16
fbxa−77
fbxa−31
F58E2.3
fbxa−59
fbxa−96
R11D1.2
T07E3.4
C52E2.4
T28B4.1
Y32B12C.3
fbxa−63
fbxa−99
fbxa−85
Y46G5A.7
fbxa−1
ZK328.6
fbxa−88
fbxa−84
F56F10.2
fbxa−76
T04D1.2
fbxb−88
F31D5.6
fbxa−9
fbxa−116
fbxa−40
R13H4.5
fbxa−50
fbxa−26
fbxa−219
C02F5.7
Y6G8.2
Y20C6A.1
F47H4.2
fbxa−37
fbxa−188
fbxa−189
F31E9.3
fbxa−19
fbxb−75
fbxa−48
fbxa−164
fbxa−55
fbxa−51
Y70C5A.3
C14B1.3
K02A6.3
fbxa−98
fbxa−102
fbxa−60
T28B11.1
Y82E9BR.19
fbxb−25
F46F11.6
Y37H2A.12
fbxa−74
fbxa−91
fbxa−82
fbxa−25
fbxb−39
C38C3.7
fbxa−183
fbxa−202
fbxa−195
Y40B10A.4
fbxa−47
fbxa−145
fbxa−114
Y17G7B.8
fbxa−92
C52E2.5
R05C11.2
Y23H5B.7
fbxb−116
fbxb−3
fbxa−15
fbxb−50
fbxa−46
fbxb−105
fbxa−142
fbxb−29
T03F6.7
fbxa−103
K10G4.10
F55C9.11
K05F6.8
W10D9.2
fbxb−5
fbxb−34
fbxa−43
F21D9.1
fbxa−179
fbxb−115
M01D7.1
fbxb−40
fbxb−86
fbxb−1
fbxb−63
W04A8.3
fbxb−20
Y43B11AL.1
fbxb−62
fbxb−44
fbxb−82
C47D12.4
Y37H2A.7
T10E9.1
fbxa−210
fbxb−95
fbxb−103
Y39A1A.16
W08F4.13
sdz−10
fbxb−111
K05F6.12
F35E2.8
F40G9.9
F34D6.1
F54D5.9
F35E2.2
fbxb−57
T02H6.5
fbxb−54
fbxb−31
fbxa−95
fbxa−153
fbxb−84
fbxb−24
sdz−33
fbxb−37
fbxb−22
fbxb−66
fbxa−211
fbxb−60
K05F6.4
fbxb−43
sdz−9
fbxa−94
fbxa−192
fbxa−62
fbxa−113
fbxb−42
Y46G5A.8
F19C7.3
F15A4.2
C47F8.1
W04A8.5
fbxa−206
sel−10
Y106G6H.9
bath−28
fbxb−21
fog−2
C52A10.3
fbxa−184
C25H3.10
fbxa−162
fbxa−158

F−box domain
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T02G6.5
fbxa−215
fbxc−50
fbxa−69
fbxb−7
fbxa−224
fbxa−196
fbxa−42
T08A9.4
fbxa−170
fbxb−67
F54H12.5
C27F2.7
skpt−1
fsn−1
fbxb−106
fbxa−7
fbxa−13
fbxa−20
F48G7.13
fbxa−214
fbxa−174
Y82E9BL.18
fbxb−74
R10E8.6
F40D4.12
fbxa−165
fbxb−99
Y38H6C.13
fbxa−138
fbxb−9
fbxa−163
fbxa−104
fbxa−17
fbxa−5
fbxa−86
fbxa−8
T08E11.1
C53A3.1
fbxa−136
fbxa−37
fbxa−188
fbxa−189
F31E9.3
fbxa−19
fbxb−75
fbxa−106
fbxa−53
fbxa−203
fbxa−194
T06E6.15
fbxa−118
fbxa−54
C07D10.1
fbxa−185
fbxa−80
fbxa−89
fbxb−76
C17C3.6
fbxa−101
fbxb−108
fbxa−171
fbxa−168
R10E8.3
fbxa−81
fbxa−45
fbxb−35
fbxb−33
fbxa−176
C24H12.8
lin−23
T07E3.4
C52E2.4
T28B4.1
Y17G7B.8
fbxa−92
C52E2.5
Y22D7AR.2
F36H5.9
fbxa−195
fbxa−12
fbxb−116
fbxb−3
fbxb−105
sdz−10
fbxb−111
K05F6.12
F35E2.8
F40G9.9
F21D9.1
F34D6.1
F54D5.9
F35E2.2
fbxa−142
fbxb−29
fbxa−179
fbxa−43
F55C9.11
K05F6.8
W10D9.2
T03F6.7
fbxa−103
K10G4.10
fbxb−5
fbxb−50
fbxa−172
fbxb−34
fbxb−115
C24H12.11
ftr−1
fbxa−108
fbxa−143
R05C11.2
Y23H5B.7
fbxa−46
fbxa−15
Y37H2A.7
T10E9.1
fbxa−210
fbxb−19
F37D6.4
fbxa−127
K10G4.5
C24H12.10
fbxb−45
fbxb−64
fbxb−16
fbxa−77
Y32B12C.3
fbxa−120
fbxa−107
T27F6.8
F31D5.6
fbxa−9
F16B4.2
fbxa−222
K06H7.2
fbxa−105
fbxa−66
fbxa−63
fbxa−99
fbxa−151
ZK328.6
fbxa−88
fbxa−84
F56F10.2
fbxa−76
T04D1.2
fbxb−88
fbxa−78
fbxa−31
F58E2.3
fbxa−59
fbxa−96
R11D1.2
fbxa−50
fbxa−38
fbxa−44
fbxa−14
fbxb−85
fbxa−41
K06A9.2
fbxa−48
fbxa−152
fbxa−100
fbxa−36
fbxa−30
fbxa−35
fbxa−2
math−47
fbxa−3
fbxa−29
Y6G8.2
fbxa−157
fbxa−219
R10E8.8
fbxa−26
C02F5.7
Y20C6A.1
F43C9.1
dre−1
fbxa−6
fbxa−156
fbxa−116
fbxa−154
R13H4.5
F47H4.2
fbxa−147
fbxa−67
F59B2.8
fbxa−64
fbxa−90
F58E2.4
fbxa−4
Y46G5A.39
Y9C9A.8
fbxa−61
fbxb−93
fbxb−8
fbxa−150
fbxa−167
fbxa−10
fbxa−39
fbxa−85
Y46G5A.7
fbxa−1
fbxa−111
fbxa−40
fbxa−32
F59B2.9
T05F1.13
fbxa−190
fbxa−18
fbxa−216
fbxa−65
fbxa−11
fbxa−115
C38C3.7
fbxa−183
fbxa−202
Y40B10A.4
fbxa−47
M01D7.1
fbxb−40
fbxb−86
fbxb−1
fbxb−63
W04A8.3
fbxb−20
Y43B11AL.1
fbxb−62
fbxb−44
fbxb−82
C47D12.4
fbxa−153
fbxb−84
fbxb−24
sdz−33
fbxb−57
T02H6.5
fbxb−95
fbxb−103
Y39A1A.16
W08F4.13
fbxb−60
K05F6.4
fbxb−43
sdz−9
fbxa−94
fbxa−192
fbxa−62
fbxa−113
fbxb−42
fbxb−37
fbxb−22
fbxb−66
fbxa−211
fbxb−54
fbxb−31
fbxa−95
fbxa−145
fbxa−114
Y46G5A.8
F19C7.3
F15A4.2
C47F8.1
W04A8.5
fbxa−206
sel−10
Y106G6H.9
fbxa−181
bath−28
fbxb−21
fog−2
C52A10.3
fbxa−184
fbxa−60
T28B11.1
Y82E9BR.19
fbxb−25
F46F11.6
Y37H2A.12
fbxa−74
fbxa−91
fbxa−82
fbxa−79
C18D4.8
fbxa−25
fbxb−39
fbxa−98
fbxa−102
fbxa−164
fbxa−55
fbxa−51
fbxa−28
fbxa−213
Y70C5A.3
C14B1.3
K02A6.3
C25H3.10
fbxa−162
fbxa−158

F−box domain, cyclin−like
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F52H3.2

spr−5

C26D10.3

lsd−1

sdha−2

W07E11.1

C46F11.2

sdha−1

F30B5.4

Y9C9A.16

let−721

F48E8.3

C46H11.2

fmo−3

sqrd−1

C01H6.4

Y62E10A.6

trxr−1

F37C4.6

fmo−5

trxr−2

LLC1.3

dpyd−1

wah−1

F20D6.11

fmo−1

fmo−2

fmo−4

FAD−dependent pyridine nucleotide−disulphide oxidoreductase
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Y7A5A.1

ads−1

F32D8.12

F54D5.12

F52H2.6

FAD−linked oxidase, FAD−binding, subdomain 2
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Y7A5A.1

coq−6

let−721

F48E8.3

F37C4.6

emb−8

LLC1.3

F54D5.12

fre−1

trxr−2

F52H3.2

spr−5

ads−1

Y106G6H.5

sdha−1

F32D8.12

C46H11.2

Y50E8A.6

amx−2

sdha−2

R07B7.5

tag−165

C01H6.4

trxr−1

F52H2.6

T25G3.4

FAD binding domain
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amx−1

C15B12.8

C47A10.5

F37C4.6

T25G3.4

M04B2.4

Y45G12B.3

C15B12.1

Y37E3.17

Y106G6H.5

Y50E8A.6

amx−2

F18E3.7

Y69A2AR.5

F20H11.5

FAD dependent oxidoreductase
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Y7A5A.1

ads−1

F32D8.12

F54D5.12

F52H2.6

FAD linked oxidase, N−terminal
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fat−6

fat−7

fat−5

F33D4.4

fat−1

Y54E5A.1

fat−3

fat−4

fat−2

Fatty acid desaturase
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fat−6

fat−7

fat−5

F33D4.4

fat−1

Y54E5A.1

fat−3

fat−4

fat−2

Fatty acid desaturase, type 1
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F35C8.5

F49E12.9

C25A1.5

F49E12.10

BE10.2

Fatty acid hydroxylase
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F35C8.5

F49E12.9

C25A1.5

F49E12.10

BE10.2

Fatty acid hydroxylase superfamily
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erm−1

frm−1

F07C6.4

frm−4

frm−7

nfm−1

ptp−1

frm−5

frm−3

frm−2

FERM C−terminal PH−like domain
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erm−1

frm−1

F07C6.4

frm−4

frm−7

hum−4

ptp−1

unc−112

Y71G12B.11

kri−1

nfm−1

frm−9

frm−5

frm−8

hum−6

frm−3

max−1

frm−2

FERM central domain
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erm−1

frm−1

ptp−1

unc−112

Y71G12B.11

frm−3

frm−2

FERM conserved site
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erm−1

frm−1

F07C6.4

frm−4

frm−7

nfm−1

ptp−1

Y71G12B.11

frm−2

frm−3

frm−5

frm−8

hum−6

FERM N−terminal domain
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erm−1

frm−1

F07C6.4

frm−4

frm−7

nfm−1

ptp−1

frm−5

frm−3

frm−2

FERM, C−terminal PH−like domain
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erm−1

frm−1

F07C6.4

frm−4

frm−7

nfm−1

ptp−1

Y71G12B.11

frm−2

frm−3

frm−5

frm−8

hum−6

FERM, N−terminal
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acbp−4

acbp−1

acbp−7

ptp−1

unc−112

Y71G12B.11

frm−5

frm−3

max−1

frm−2

erm−1

frm−7

frm−1

Y41E3.7

frm−4

F07C6.4

acbp−5

acbp−6

nfm−1

36951

frm−9

Y71H2B.1

ech−4

hum−6

acbp−3

FERM/acyl−CoA−binding protein, 3−helical bundle
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F15E6.6

Y73F8A.27

nuo−5

F55B11.1

B0222.9

Ferredoxin
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tag−210

T07A9.9

F39B2.7

Y67D2.4

M01E5.2

nst−1

F46B6.6

R186.3

T28D6.6

C02F5.3

C26E6.12

C53H9.2

rap−3

Ferrous iron transport protein B

−2 −1 0 1 2
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tag−210

T07A9.9

F39B2.7

Y67D2.4

M01E5.2

nst−1

F46B6.6

R186.3

T28D6.6

C02F5.3

C26E6.12

C53H9.2

rap−3

Ferrous iron transport protein B, N−terminal

−2 −1 0 1 2
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sdpn−1

F56D12.6

toca−1

C36E8.4

toca−2

srgp−1

Fes/CIP4 homology domain

−2 −1 0 1 2
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Y53G8AL.1

afd−1

B0511.7

M4.1

H28O16.2

C09H10.10

C32E8.5

C01G6.5

chk−2

T08D2.7

ZK632.2

FHA domain

−2 −1 0 1 2
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T01D3.6

T15B7.1

D1009.3

Y43C5A.2

C49C8.5

Fibrinogen beta and gamma chains, C−terminal globular domain

−2 −1 0 1 2
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T01D3.6

T15B7.1

D1009.3

Y43C5A.2

C49C8.5

Fibrinogen, alpha/beta/gamma chain, C−terminal globular

−2 −1 0 1 2
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T01D3.6

T15B7.1

D1009.3

Y43C5A.2

C49C8.5

Fibrinogen, alpha/beta/gamma chain, C−terminal globular, subdomain 1

−2 −1 0 1 2
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sax−3

let−805

K04D7.4

rol−3

lad−2

ttn−1

unc−22

rig−6

ptp−3

rig−1

trim−9

C27B7.7

syg−2

C34F6.10

ZC374.2

C25G4.10

C53A5.13

ncam−1

twk−30

kal−1

dep−1

dig−1

sax−7

clr−1

jac−1

tag−168

cle−1

hcf−1

unc−89

twk−32

daf−2

unc−73

unc−40

rig−4

vab−1

C18E9.7

T22E5.3

igcm−1

Fibronectin type III domain

−2 −1 0 1 2
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sax−7

clr−1

cle−1

hcf−1

unc−89

twk−32

rig−4

vab−1

jac−1

ttn−1

unc−22

rig−6

let−805

K04D7.4

daf−2

unc−73

unc−40

C18E9.7

sax−3

igcm−2

syg−2

C34F6.10

trim−9

C27B7.7

rol−3

lad−2

ptp−3

rig−1

ZC374.2

C25G4.10

C53A5.13

ncam−1

twk−30

kal−1

dep−1

dig−1

T22E5.3

igcm−1

Fibronectin, type III

−2 −1 0 1 2
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ifc−1

ifd−1

ifb−1

ifa−1

ifd−2

ifb−2

ifc−2

lmn−1

mua−6

ifp−1

ifa−3

ifa−4

Filament

−2 −1 0 1 2
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fkb−6

fkb−2

fkb−1

fkb−8

fkb−7

fkb−5

fkb−3

fkb−4

FKBP−type peptidyl−prolyl cis−trans isomerase

−2 −1 0 1 2
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fmo−3

fmo−5

fmo−1

fmo−4

fmo−2

Flavin−containing monooxygenase (FMO) 5

−2 −1 0 1 2
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fmo−3

C01H6.4

fmo−5

fmo−1

C46H11.2

fmo−2

fmo−4

Flavin−containing monooxygenase FMO

−2 −1 0 1 2
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F37C4.6

F55C5.6

C24G6.6

amx−1

amx−3

lsd−1

spr−5

amx−2

Flavin containing amine oxidoreductase

−2 −1 0 1 2
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tag−165

emb−8

T05H4.5

fre−1

T05H4.4

Flavoprotein pyridine nucleotide cytochrome reductase

−2 −1 0 1 2
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flp−7

flp−16

flp−13

flp−3

flp−22

flp−25

flp−1

flp−8

flp−14

flp−17

flp−6

flp−5

flp−18

flp−4

FMRFamide−related peptide

−2 −1 0 1 2
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flp−7

flp−16

flp−13

flp−3

flp−22

flp−25

flp−1

flp−8

flp−14

flp−17

flp−6

flp−5

flp−18

flp−4

FMRFamide related peptide family

−2 −1 0 1 2
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fkh−3

fkh−4

fkh−10

lin−31

fkh−8

unc−130

pha−4

pes−1

fkh−5

fkh−2

fkh−6

fkh−9

fkh−7

let−381

daf−16

Fork head domain

−2 −1 0 1 2
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unc−104

Y53G8AL.1

klp−4

afd−1

B0511.7

M4.1

H28O16.2

athp−1

C09H10.10

C32E8.5

C01G6.5

chk−2

T08D2.7

ZK632.2

Forkhead−associated (FHA) domain

−2 −1 0 1 2
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inft−1

fhod−2

fhod−1

cyk−1

frl−1

fozi−1

inft−2

Formin Homology 2 Domain

−2 −1 0 1 2
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sdpn−1

F56D12.6

toca−1

tag−341

C36E8.4

toca−2

srgp−1

Fps/Fes/Fer/CIP4 homology

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F30F8.10

F54E7.9

Y97E10AL.3

B0238.10

K07H8.3

D2023.4

FR47−like

−2 −1 0 1 2
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F30F8.10

F54E7.9

Y97E10AL.3

B0238.10

K07H8.3

D2023.4

FR47−like protein

−2 −1 0 1 2
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Y38F1A.8

C33A11.2

ZK185.4

W03A5.2

tag−189

F49E12.12

Y11D7A.9

Frag1/DRAM/Sfk1

−2 −1 0 1 2
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Y38F1A.8

C33A11.2

ZK185.4

W03A5.2

tag−189

F49E12.12

Y11D7A.9

Frag1/DRAM/Sfk1 family

−2 −1 0 1 2
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F56H6.1

T09E11.12

E03H4.3

C17A2.3

sqv−5

C38H2.2

ZC250.2

C16D9.6

C02H6.1

Y38C1AB.5

T22B11.2

Fringe−like

−2 −1 0 1 2
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cam−1

mig−1

cfz−2

lin−17

Y73B6BL.21

mom−5

Frizzled domain

−2 −1 0 1 2
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mom−5

mig−1

cfz−2

lin−17

Y73B6BL.21

Frizzled related

−2 −1 0 1 2
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fbxa−74

fbxa−91

Y38H6C.9

fbxa−14

fbxa−7

fbxa−89

fbxa−136

fbxa−45

fbxa−17

fbxa−71

fbxa−174

Y82E9BL.18

fbxa−163

fbxa−126

F33C8.2

fbxa−75

fbxa−168

R10E8.3

fbxa−81

fbxa−127

fbxa−171

K10G4.5

fbxa−161

C52E2.5

fbxa−92

fbxa−131

fbxa−37

fbxa−188

T08E11.8

fbxa−48

fbxa−80

fbxa−185

fbxa−73

fbxa−54

fbxa−144

fbxa−19

fbxa−36

fbxa−30

fbxa−16

fbxa−84

fbxa−189

F31E9.3

fbxa−176

F10A3.17

fbxa−3

fbxa−35

fbxa−2

math−47

fbxa−140

fbxa−101

ftr−1

fbxa−182

fbxa−143

R05C11.2

fbxa−46

fbxa−15

fbxa−41

F57G4.1

fbxa−194

fbxa−118

F48G7.13

fbxa−214

Y6G8.8

H03G16.1

T08E11.1

fbxa−106

fbxa−53

fbxa−58

fbxa−133

R10E8.6

F16G10.15

F40D4.12

C33D3.5

T06E6.15

fbxa−165

fbxa−160

fbxa−104

fbxa−179

fbxa−59

C52E2.4

fbxa−96

fbxa−56

fbxa−156

fbxa−116

fbxa−154

fbxa−105

fbxa−85

fbxa−66

fbxa−222

fbxa−152

fbxa−63

fbxa−99

fbxa−151

fbxa−128

fbxa−219

fbxa−26

fbxa−29

F42G2.2

fbxa−38

fbxa−44

fbxa−77

fbxa−97

fbxa−120

fbxa−153

fbxa−83

Y32B12C.3

F58E2.3

fbxa−220

Y57G11C.7

fbxa−13

fbxa−20

fbxa−8

fbxa−86

fbxa−5

fbxa−107

fbxa−166

fbxa−100

fbxa−88

R10E8.1

C38C3.7

fbxa−218

fbxa−183

fbxa−202

fbxa−155

Y40B10A.4

fbxa−47

fbxa−98

fbxa−102

fbxa−164

fbxa−55

fbxa−51

fbxa−28

fbxa−213

Y70C5A.3

fbxa−60

fbxa−79

C18D4.8

fbxa−82

fbxa−25

fbxa−181

bath−28

fog−2

fbxa−184

fbxa−211

fbxa−195

fbxa−12

Y22D7AR.2

R10E8.2

fbxa−197

fbxa−108

fbxa−43

fbxa−142

fbxa−135

fbxa−103

K10G4.10

fbxa−172

Y60A3A.8

Y37H2A.7

fbxa−210

fbxa−62

fbxa−113

fbxa−94

fbxa−192

fbxa−114

fbxa−95

fbxa−21

fbxa−162

fbxa−158

fbxa−24

fbxa−67

fbxa−64

fbxa−90

F58E2.4

fbxa−4

fbxa−11

fbxa−209

fbxa−65

fbxa−52

fbxa−115

fbxa−72

fbxa−137

fbxa−190

Y9C9A.8

fbxa−61

fbxa−39

fbxa−167

fbxa−10

fbxa−1

fbxa−31

fbxa−32

F48G7.4

fbxa−76

fbxa−9

fbxa−27

fbxa−78

fbxa−216

fbxa−141

C01B9.1

fbxa−40

fbxa−111

fbxa−112

fbxa−50

fbxa−147

Y6G8.2

fbxa−157

Y20C6A.1

fbxa−23

T10C6.15

fbxa−6

F47H4.2

fbxa−224

fbxa−196

fbxa−42

fbxa−69

fbxa−215

T25E12.6

fbxa−200

fbxa−170

fbxa−206

FTH domain
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R74.7

F45G2.9

H06I04.3

Y53F4B.13

Y40D12A.1

FtsJ−like methyltransferase

−2 −1 0 1 2
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T07D3.4

Y22D7AL.11

clec−149

W02B3.5

F28A10.9

T07D3.5

T07D3.6

W02B3.7

W02B3.4

T07A5.1

Fukutin−related

−2 −1 0 1 2
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F52H3.2

spr−5

F37C4.6

sdha−1

trxr−2

LLC1.3

let−721

F48E8.3

T25G3.4

C01H6.4

trxr−1

Y50E8A.6

Y106G6H.5

sdha−2

C46H11.2

amx−2

Fumarate reductase/succinate dehydrogenase flavoprotein, N−terminal

−2 −1 0 1 2
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lst−2

mtm−3

aka−1

F22G12.4

tag−77

rabn−5

ZK632.12

R11D1.10

rabs−5

wdfy−2

hgrs−1

C26H9A.2

ppk−3

FYVE zinc finger

−2 −1 0 1 2
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cam−1

mig−1

cfz−2

lin−17

Y73B6BL.21

mom−5

Fz domain

−2 −1 0 1 2
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Y55D9A.2

T23G7.3

F58B3.7

T04H1.5

ZK1320.7

tag−65

K07B1.7

T08B2.5

stip−1

Y53F4B.13

D1037.1

C33H5.17

R07E5.1

G−patch domain
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gpa−7

gpa−15

gpa−2

gpa−3

gpa−6

gpa−4

arl−3

gpa−8

gpa−17

arl−1

arf−3

egl−30

arf−1.2

gsa−1

goa−1

sar−1

arf−1.1

Y54E10BR.2

gpa−16

arf−6

arl−8

gpa−18

gpa−5

gpa−14

gpa−1

gpa−12

arl−6

odr−3

gpa−10

arl−13

evl−20

G−protein alpha subunit

−2 −1 0 1 2
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odr−3

gpa−2

gpa−3

gpa−4

gpa−7

goa−1

gpa−16

G−protein alpha subunit, group I

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F35G12.4

rba−1

lin−53

aipl−1

C18E3.5

swd−3.2

cpf−1

wdr−23

cdt−2

sel−10

C05D2.10

Y41C4A.11

swd−3.3

lis−1

gpb−2

smu−1

F08G12.2

Y71F9AL.17

F38E11.5

unc−78

bub−3

T05A8.5

gpb−1

atg−16.2

Y18D10A.9

C10H11.8

atg−16.1

T10F2.4

prp−4

klp−12

prp−17

rack−1

npp−17

swd−3.1

T02H6.1

tag−135

W07E6.2

Y53C12B.1

Y54H5A.1

cash−1

taf−5

lin−23

G−protein beta WD−40 repeat, region
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gpa−2

gpa−3

gpa−11

gpa−6

gpa−4

gpa−7

gpa−15

gpa−1

gpa−12

gpa−8

gpa−9

gpa−17

egl−30

gsa−1

goa−1

odr−3

gpa−10

gpa−13

gpa−18

gpa−5

gpa−14

gpa−16

G protein alpha subunit, helical insertion
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C53A5.6

kel−8

C53A5.9

kel−3

tag−147

C53A5.11

kel−1

R12E2.1

F53E4.1

F47D12.7

kel−10

spe−26

Galactose oxidase, beta−propeller
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lec−6

lec−5

lec−4

lec−3

W04B5.3

lec−10

C53D6.7

F46A8.5

DC2.3

F49F1.11

F46A8.8

F46A8.3

F49F1.9

lec−9

lec−11

lec−2

C27C7.5

F46A8.4

lec−7

F40H6.5

T02G6.7

lec−1

lec−8

F49F1.10

pqn−84

Galactoside−binding lectin
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sqv−2

T09E11.10

E03H4.3

bre−5

bre−4

C47F8.3

T15D6.5

T09E11.12

C54C8.3

E03H4.11

C17A2.3

bre−2

C47F8.5

C47F8.6

F56H6.1

W02B12.11

F14B6.6

C16D9.6

F14B6.4

B0024.15

bus−17

T22B11.2

C02H6.1

F48F7.3

T09F5.1

Galactosyltransferase
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lec−6

lec−5

lec−4

lec−3

W04B5.3

lec−10

C53D6.7

F46A8.5

DC2.3

F49F1.11

F46A8.8

F46A8.3

F49F1.9

lec−9

lec−11

lec−2

C27C7.5

F46A8.4

lec−7

F40H6.5

T02G6.7

lec−1

lec−8

F49F1.10

pqn−84

Galectin, carbohydrate recognition domain
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mod−1

lgc−46

exp−1

glc−4

glc−3

lgc−48

lgc−51

avr−14

lgc−35

lgc−52

acc−4

unc−49

acc−3

lgc−36

lgc−55

lgc−40

gab−1

ggr−3

lgc−47

lgc−37

ggr−2

lgc−53

lgc−41

acc−2

lgc−38

lgc−49

lgc−54

lgc−45

lgc−42

avr−15

glc−2

glc−1

lgc−39

lgc−34

acc−1

lgc−43

lgc−44

lgc−50

ggr−1

Gamma−aminobutyric acid A receptor
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T19H12.6

H14N18.4

Y97E10AR.2

Y7A9A.1

C53D5.5

Gamma−glutamyltranspeptidase
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ZK669.2

C02D5.2

R07E5.4

W04A4.3

F37H8.5

Y18D10A.2

pqn−48

ZK669.3

Gamma interferon inducible lysosomal thiol reductase (GILT)
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ZK669.2

C02D5.2

R07E5.4

W04A4.3

F37H8.5

Y18D10A.2

pqn−48

ZK669.3

Gamma interferon inducible lysosomal thiol reductase GILT
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tbb−1

tbg−1

mec−7

ben−1

tbb−2

tbb−6

tbb−4

tba−6

tba−5

Gamma tubulin
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Y74C9A.4

elt−1

egl−27

end−3

end−1

lin−40

egl−18

elt−7

elt−4

med−1

med−2

elt−2

elt−6

elt−3

GATA zinc finger
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F30F8.10

gna−2

gna−1

C06H2.3

C17H12.13

C56G2.15

pcaf−1

T10B5.4

F54E7.9

Y67D2.5

Y97E10AL.3

elpc−3

F40F4.7

B0238.10

Y38A10A.7

K07H8.3

D2023.4

GCN5−related N−acetyltransferase, C−terminal
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T19D7.7

R07B7.9

R07B7.8

W02B12.1

F13H8.11

F54F11.1

F09C8.1

Y73B6BL.37

Y65B4BR.1

F36A2.9

GDSL−like Lipase/Acylhydrolase

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

viln−1

sec−24.2

fli−1

sec−24.1

sec−23

gsnl−1

Gelsolin domain

−2 −1 0 1 2
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47
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viln−1

sec−24.2

fli−1

sec−24.1

sec−23

gsnl−1

Gelsolin repeat

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

ZK829.9

Y39E4B.5

T28F3.4

F59A1.13

C42C1.8

B0361.11

Y57G11C.23

pes−23

ZK892.3

K09C4.1

F14E5.1

F10D7.2

R09B5.11

K11D9.3

C39E9.10

C46C2.2

T19D12.10

Y51A2D.18

F23F12.3

K09C4.5

F17C11.12

ZK637.1

F32H5.4

oat−1

C35A11.4

Y66D12A.13

oct−2

T08B1.1

K09C4.4

K08F9.1

hmit−1.3

C18H9.5

hmit−1.2

T22F7.1

K09E9.1

K05F1.6

C01B4.8

F09A5.1

T12B3.2

hmit−1.1

F48E3.2

F12B6.2

C44C10.3

T10C6.6

Y82E9BR.16

Y111B2A.19

F11D5.7

Y39B6A.41

Y61A9LA.1

F53H8.3

Y37A1A.3

K08H10.6

slcf−2

F21F8.11

C06H5.6

oct−1

F13B12.2

C13C4.5

F23F12.13

C53B4.1

H17B01.1

T22F3.7

B0252.3

F45E10.2

General substrate transporter

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T19C4.5

glb−12

glb−32

glb−24

glb−8

glb−14

glb−23

glb−33

glb−19

glb−15

glb−25

glb−9

glb−26

glb−18

glb−6

glb−1

glb−5

glb−30

glb−17

glb−22

glb−3

glb−28

glb−11

glb−21

glb−13

glb−7

glb−29

glb−16

glb−10

glb−27

Globin

−2 −1 0 1 2
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47
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T19C4.5

glb−1

glb−21

glb−13

glb−7

glb−17

glb−30

glb−10

glb−16

glb−28

glb−12

glb−6

glb−23

glb−32

glb−8

glb−19

glb−14

glb−25

glb−9

glb−26

glb−18

Globin, subset

−2 −1 0 1 2
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Y54F10AM.7

T25D1.3

F18E9.6

W02H5.5

T05A7.9

W02B3.6

GLTT repeat (6 copies)

−2 −1 0 1 2
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47
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C55A6.6

dhs−15

sdz−8

dhs−5

dhs−16

dhs−29

dhs−27

dhs−4

H04M03.3

W01C9.4

dhs−26

T05C12.3

dhs−25

C06E4.3

dhs−19

ZK829.1

stdh−1

F59E11.2

DC2.5

D1054.8

F20G2.1

F20G2.2

dhs−3

R05D8.7

dhs−23

F25D1.5

T01G6.1

C55A6.7

C55A6.4

F28H7.2

stdh−2

dhs−22

C06B8.3

R05D8.9

dhs−28

dhs−2

dhs−9

F53C11.3

stdh−3

let−767

Y47G6A.22

F02C12.2

stdh−4

F32A5.8

dhs−30

dhs−6

dhs−18

F54F3.4

dhs−20

dhs−31

C30G12.2

F55E10.6

dhs−21

C06E4.4

C06E4.6

F12E12.11

dhs−24

dhs−12

C55A6.3

ZK697.14

dhs−11

dhs−17

dhs−1

Y47G6A.21

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

T01G6.10

dhs−14

Glucose/ribitol dehydrogenase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F59E12.8

glr−3

glr−7

nmr−1

nmr−2

glr−8

W02A2.5

glr−2

glr−6

glr−4

glr−5

glr−1

Glutamate receptor−related

−2 −1 0 1 2
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47
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glr−2

glr−6

glr−4

glr−5

glr−1

glr−7

nmr−2

glr−3

Glutamate receptor, L−glutamate/glycine−binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F22B3.4

W07E11.1

nrs−2

F07A11.2

T04A8.5

Glutamine amidotransferase, class−II

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

F22B3.4

W07E11.1

nrs−2

F07A11.2

T04A8.5

Glutamine amidotransferases class−II

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

gln−6

gln−5

gln−2

gln−1

gln−3

Glutamine synthetase, beta−Grasp

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

gln−6

gln−5

gln−2

gln−1

gln−3

Glutamine synthetase, beta−Grasp domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

gln−6

gln−5

gln−2

gln−1

gln−3

Glutamine synthetase, catalytic domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

gln−6

gln−5

ZC434.8

gln−2

F44G3.2

gln−1

F11G11.13

gln−3

F46H5.3

F32B5.1

W10C8.5

Glutamine synthetase/guanido kinase, catalytic domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F47B8.3

F47B8.4

F10D7.3

gsto−3

Y45F10A.7

ZC334.7

glrx−10

D2063.3

R11A8.5

glrx−22

glrx−21

glrx−5

Glutaredoxin

−2 −1 0 1 2
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47
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F10D7.3

ZC334.7

glrx−10

glrx−22

glrx−21

Glutaredoxin subgroup

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y94H6A.4

F55A3.5

C11E4.2

C11E4.1

R03G5.5

F26E4.12

R05H10.5

T09A12.2

Glutathione peroxidase

−2 −1 0 1 2



44 45 46 47

47
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gst−9

gsto−3

gst−36

gst−1

F55A11.6

gst−15

gst−37

cdr−3

gst−7

gst−8

gst−44

gst−34

gst−30

F17C11.9

gst−33

gsto−2

gst−29

Y53G8B.1

mtx−2

C25H3.7

W10C8.4

cdr−2

gst−32

gst−16

gst−25

gst−17

gst−18

gst−28

cdr−1

cdr−4

gst−13

gst−22

gst−23

gst−39

gst−27

gst−11

gst−19

gst−26

gst−40

gst−10

gsto−1

gst−6

gst−43

gst−21

gst−5

cdr−5

gst−31

gst−41

cdr−7

gst−3

gst−12

gst−14

gst−24

Glutathione S−transferase, C−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

gst−12

gst−14

gst−20

gst−6

gst−42

gsto−1

gst−43

gst−21

gst−5

gst−24

gst−2

gst−32

gst−16

gst−7

gst−8

exc−4

F55A11.6

gst−15

gst−37

cdr−3

gst−17

gst−18

gst−28

gst−36

gst−1

gst−25

gst−9

gsto−3

exl−1

gst−44

gst−34

gst−30

F17C11.9

gst−33

gsto−2

gst−29

Y53G8B.1

mtx−2

C25H3.7

W10C8.4

cdr−2

F56A4.4

gst−10

Y45G12C.3

cdr−1

gst−22

gst−23

gst−39

gst−27

gst−11

gst−19

gst−35

gst−26

gst−40

gst−38

cdr−4

gst−13

gst−31

gst−41

cdr−7

gst−3

Glutathione S−transferase, C−terminal−like

−2 −1 0 1 2



44 45 46 47

47
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gst−9

gsto−3

gst−36

gst−1

F55A11.6

gst−15

gst−37

cdr−3

gst−7

gst−8

gst−44

gst−34

gst−30

F17C11.9

gst−33

gsto−2

gst−29

Y53G8B.1

mtx−2

C25H3.7

W10C8.4

cdr−2

gst−32

gst−16

gst−25

gst−17

gst−18

gst−28

cdr−1

cdr−4

gst−13

gst−22

gst−23

gst−39

gst−27

gst−11

gst−19

gst−26

gst−40

gst−10

gsto−1

gst−6

gst−43

gst−21

gst−5

cdr−5

gst−31

gst−41

cdr−7

gst−3

gst−12

gst−14

gst−24

Glutathione S−transferase, C−terminal domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

gst−9

gsto−3

gst−36

gst−1

gst−18

F56A4.3

gst−28

gst−37

gst−15

gst−44

gst−34

gst−30

W10C8.4

Y53G8B.1

gst−2

gst−32

gst−25

R11A8.5

gst−16

gst−33

gsto−2

gst−29

gst−7

gst−8

Y45G12C.3

F56A4.4

gst−10

gst−22

gst−23

gst−39

gst−27

gst−11

gst−19

gst−35

gst−26

gst−40

gst−12

gst−14

gst−20

gst−24

gst−6

gst−42

gsto−1

gst−43

gst−21

gst−5

gst−38

gst−13

gst−41

gst−3

gst−31

Glutathione S−transferase, N−terminal

−2 −1 0 1 2
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47
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gst−9

gsto−3

gst−36

gst−1

gst−18

F56A4.3

gst−28

gst−37

gst−15

gst−44

gst−34

gst−30

W10C8.4

Y53G8B.1

gst−2

gst−32

gst−25

R11A8.5

gst−16

gst−33

gsto−2

gst−29

gst−7

gst−8

Y45G12C.3

F56A4.4

gst−10

gst−22

gst−23

gst−39

gst−27

gst−11

gst−19

gst−35

gst−26

gst−40

gst−12

gst−14

gst−20

gst−24

gst−6

gst−42

gsto−1

gst−43

gst−21

gst−5

gst−38

gst−13

gst−41

gst−3

gst−31

Glutathione S−transferase, N−terminal domain

−2 −1 0 1 2
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47
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gpd−4

gpd−1

T05F1.13

C33E10.5

gpd−3

Y111B2A.12

Glyceraldehyde 3−phosphate dehydrogenase, active site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F55C5.2

ZC155.4

T22G5.1

T05H10.7

T12B3.3

T09B9.3

K10B3.6

Glycerophosphoryl diester phosphodiesterase

−2 −1 0 1 2
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47
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F55C5.2

ZC155.4

T22G5.1

T05H10.7

T12B3.3

T09B9.3

K10B3.6

Glycerophosphoryl diester phosphodiesterase family

−2 −1 0 1 2
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47
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cht−1

F07G11.9

T01C4.1

ekl−5

Y22D7AL.14

T13H5.3

Glycoside hydrolase, chitinase active site

−2 −1 0 1 2
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47
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C08H9.6

C08H9.13

C08H9.14

F15A4.8

C45E5.2

R09D1.3

C08H9.10

R09D1.5

T19H5.3

R09D1.2

R09D1.1

R09D1.11

T19H5.6

M176.8

M01B2.6

R09D1.10

ZK938.6

C08H9.7

T01C4.1

T10D4.3

F07G11.9

cht−1

T19H5.1

C08H9.4

T19H5.2

R09D1.8

R09D1.7

Y22D7AL.14

C44C1.2

C08H9.12

C08H9.11

T13H5.3

C25A8.4

Glycoside hydrolase, family 18, catalytic domain

−2 −1 0 1 2
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47
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hex−1

hex−2

hex−5

hex−4

hex−3

Glycoside hydrolase, family 20, catalytic core

−2 −1 0 1 2
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47
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tre−1

tre−3

tre−4

tre−2

tre−5

Glycoside hydrolase, family 37

−2 −1 0 1 2
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47
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C47E12.3

ZC410.3

F10C2.5

D2030.1

ZC506.1

T03G11.4

C52E4.5

Glycoside hydrolase, family 47

−2 −1 0 1 2
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47
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C08H9.6

lys−10

C50B6.7

hex−5

K08F9.3

hex−4

C08H9.13

T04A8.7

C08H9.14

M176.8

lys−7

lys−6

lys−4

lys−5

T19H5.1

lys−2

E02H9.5

T19H5.3

Y4C6B.6

T19H5.2

C08H9.4

C08H9.10

C29E4.10

hex−3

R09D1.2

R09D1.1

R09D1.3

R09D1.5

F15A4.8

C45E5.2

R09D1.14

W03G11.3

C33C12.8

R06A4.8

M01B2.6

R09D1.10

ZK938.6

Y105E8B.9

C08H9.7

C45E5.3

F07G11.9

H22K11.2

F11E6.1

C33C12.3

atgp−1

T01C4.1

T10D4.3

cht−1

lys−8

hex−1

lys−1

R09D1.8

T19B10.3

R09D1.7

Y22D7AL.14

lys−3

C33G3.4

hex−2

C08H9.12

C08H9.11

C44C1.2

C50F7.10

R09D1.11

T19H5.6

T13H5.3

C25A8.4

Glycoside hydrolase, subgroup, catalytic core

−2 −1 0 1 2
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hex−1

hex−2

hex−5

hex−4

hex−3

Glycosyl hydrolase family 20, catalytic domain

−2 −1 0 1 2
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47
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C47E12.3

ZC410.3

F10C2.5

D2030.1

ZC506.1

T03G11.4

C52E4.5

Glycosyl hydrolase family 47

−2 −1 0 1 2
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47
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C08H9.6

C08H9.13

C08H9.14

F15A4.8

C45E5.2

R09D1.3

C08H9.10

R09D1.5

T19H5.3

R09D1.2

R09D1.1

R09D1.11

T19H5.6

M176.8

M01B2.6

R09D1.10

ZK938.6

C08H9.7

T01C4.1

T10D4.3

F07G11.9

cht−1

T19H5.1

C08H9.4

T19H5.2

R09D1.8

R09D1.7

Y22D7AL.14

C44C1.2

C08H9.12

C08H9.11

T13H5.3

C25A8.4

Glycosyl hydrolases family 18
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C06E1.7

T28F2.1

K06H6.6

T28A8.2

F41D3.6

W07G4.2

C17A2.4

T26H5.8

Y5H2B.1

F17B5.6

C14C6.3

T26E4.3

Y71H2AM.14

T26E4.4

F08A8.5

C18G1.8

EGAP9.3

F31F4.11

F31F4.17

fut−2

F11A5.5

Glycosyl transferase family 11

−2 −1 0 1 2
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47
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gly−5

gly−7

gly−3

gly−4

gly−10

cgt−3

H43I07.3

gly−9

dpm−1

F13G3.6

gly−6

gly−11

gly−8

Glycosyl transferase family 2

−2 −1 0 1 2
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gyg−2

gyg−1

F48E3.3

T10B10.8

lge−1

F26H9.8

Glycosyl transferase family 8

−2 −1 0 1 2
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47
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fut−4

fut−3

fut−5

fut−1

fut−6

Glycosyl transferase, family 10

−2 −1 0 1 2
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47
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C06E1.7

T28F2.1

K06H6.6

T28A8.2

F41D3.6

W07G4.2

C17A2.4

T26H5.8

Y5H2B.1

F17B5.6

C14C6.3

T26E4.3

Y71H2AM.14

T26E4.4

F08A8.5

C18G1.8

EGAP9.3

F31F4.11

F31F4.17

fut−2

F11A5.5

B0205.4

Glycosyl transferase, family 11

−2 −1 0 1 2
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47
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T27F6.1

F26D2.3

F30A10.4

T14B4.9

T28F3.9

Y51H4A.25

R07B7.6

H41C03.3

T09E11.6

gly−15

gly−17

T09E11.9

gly−16

sqv−6

gly−18

F35H8.2

ZK1225.2

gly−19

gly−1

R07C3.3

Glycosyl transferase, family 14

−2 −1 0 1 2
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47
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gly−5

gly−7

gly−3

gly−4

gly−10

cgt−3

H43I07.3

gly−9

dpm−1

F13G3.6

gly−6

gly−11

gly−8

Glycosyl transferase, family 2

−2 −1 0 1 2
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47
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ugt−57

ugt−8

ugt−59

ugt−42

ugt−9

K04A8.10

ugt−16

ugt−53

ugt−3

ugt−26

H10D18.6

ugt−28

ugt−38

F10D2.12

F54C1.1

ugt−23

ugt−50

ugt−46

ugt−44

ugt−34

ugt−5

ugt−17

ugt−41

ugt−37

ugt−36

ugt−27

ugt−35

R10D12.12

ugt−14

ugt−20

ugt−10

ugt−48

ugt−2

ugt−45

ugt−11

ugt−55

ugt−25

ugt−33

ugt−40

ugt−13

H23N18.4

ugt−24

ugt−56

ugt−7

ugt−58

ugt−12

ugt−39

ugt−19

ugt−22

ugt−60

ugt−61

ugt−21

ugt−62

ugt−6

ugt−1

ugt−15

ugt−54

ugt−51

C03A7.12

ugt−30

ugt−47

ugt−43

ugt−29

ugt−31

ugt−4

ugt−63

ugt−18

Glycosyl transferase, family 28, C−terminal
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sqv−2

T09E11.10

E03H4.3

bre−5

C47F8.3

T15D6.5

T09E11.12

C54C8.3

E03H4.11

C17A2.3

bre−2

C47F8.5

C47F8.6

F56H6.1

F14B6.6

C16D9.6

F14B6.4

B0024.15

bus−17

T22B11.2

C02H6.1

F48F7.3

T09F5.1

Glycosyl transferase, family 31

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

glct−6

glct−3

glct−4

glct−1

glct−2

glct−5

sqv−8

Glycosyl transferase, family 43

−2 −1 0 1 2
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gyg−2

gyg−1

F48E3.3

T10B10.8

lge−1

F26H9.8

Glycosyl transferase, family 8

−2 −1 0 1 2



44 45 46 47
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D2085.6

B0361.8

F09E5.2

gsy−1

T26A5.4

Glycosyl transferase, group 1

−2 −1 0 1 2
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D2085.6

B0361.8

F09E5.2

gsy−1

T26A5.4

Glycosyl transferases group 1

−2 −1 0 1 2
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fut−4

fut−3

fut−5

fut−1

fut−6

Glycosyltransferase family 10 (fucosyltransferase)

−2 −1 0 1 2
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47
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ugt−57

ugt−8

ugt−59

ugt−42

ugt−9

K04A8.10

ugt−16

ugt−53

ugt−3

ugt−26

H10D18.6

ugt−28

ugt−38

F10D2.12

F54C1.1

ugt−23

ugt−50

ugt−46

ugt−44

ugt−34

ugt−5

ugt−17

ugt−41

ugt−37

ugt−36

ugt−27

ugt−35

R10D12.12

ugt−14

ugt−20

ugt−10

ugt−48

ugt−2

ugt−45

ugt−11

ugt−55

ugt−25

ugt−33

ugt−40

ugt−13

H23N18.4

ugt−24

ugt−56

ugt−7

ugt−58

ugt−12

ugt−39

ugt−19

ugt−22

ugt−60

ugt−61

ugt−21

ugt−62

ugt−6

ugt−1

ugt−15

ugt−54

ugt−51

C03A7.12

ugt−30

ugt−47

ugt−43

ugt−29

ugt−31

ugt−4

ugt−63

ugt−18

Glycosyltransferase family 28 C−terminal domain

−2 −1 0 1 2
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glct−6

glct−3

glct−4

glct−1

glct−2

glct−5

sqv−8

Glycosyltransferase family 43

−2 −1 0 1 2
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47
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elo−4

elo−1

elo−8

elo−9

elo−3

elo−7

elo−2

elo−5

elo−6

GNS1/SUR4 family

−2 −1 0 1 2
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elo−4

elo−1

elo−8

elo−9

elo−3

elo−7

elo−2

elo−5

elo−6

GNS1/SUR4 membrane protein

−2 −1 0 1 2
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ZK643.3

lat−1

lat−2

pdfr−1

C18B12.2

GPCR, family 2, extracellular hormone receptor domain

−2 −1 0 1 2
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ZK643.3

lat−1

lat−2

pdfr−1

C18B12.2

GPCR, family 2, secretin−like

−2 −1 0 1 2
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47
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F35H10.10

gbb−2

gbb−1

mgl−1

mgl−3

mgl−2

GPCR, family 3

−2 −1 0 1 2
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F35H10.10

mgl−1

mgl−3

mgl−2

gbb−2

gbb−1

F39B2.8

GPCR, family 3, C−terminal

−2 −1 0 1 2
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lat−1

F31D5.5

lat−2

lov−1

F31D5.4

Y37E11AL.5

GPS domain

−2 −1 0 1 2
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47
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ZC328.3

mtm−5

D2013.6

mtm−1

C18B2.4

F52E1.13

tbc−9

GRAM

−2 −1 0 1 2
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ZC328.3

D2013.6

mtm−5

C18B2.4

F52E1.13

tbc−9

GRAM domain

−2 −1 0 1 2
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grl−4

grl−21

grd−8

grl−19

grl−28

grl−13

grl−17

grl−26

grl−9

grl−20

grl−23

grl−11

grl−29

grl−3

grd−9

grd−3

grd−7

grd−4

grl−8

grl−31

grl−30

grd−6

grl−27

grd−15

grd−5

grl−1

grl−22

grd−11

grl−16

grl−18

grd−16

grl−14

grl−6

grd−10

grl−10

grl−24

grd−1

grl−15

grl−12

grd−12

grd−2

grl−7

grl−5

Ground−like domain

−2 −1 0 1 2
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F46B6.6

ngp−1

nst−1

F39B2.7

Y67D2.4

F46B6.4

M01E5.2

tag−210

T07A9.9

C53H9.2

E02H1.2

C26E6.12

ZK1236.1

T28D6.6

C02F5.3

GTP−binding protein, HSR1−related

−2 −1 0 1 2
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47
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tag−210

T07A9.9

ngp−1

nst−1

F46B6.4

M01E5.2

C26E6.12

T28D6.6

C02F5.3

GTP1/OBG

−2 −1 0 1 2
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F46B6.6

ngp−1

nst−1

F39B2.7

Y67D2.4

F46B6.4

M01E5.2

tag−210

T07A9.9

C53H9.2

E02H1.2

C26E6.12

ZK1236.1

T28D6.6

C02F5.3

GTPase of unknown function

−2 −1 0 1 2
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rab−11.1

R186.3

arf−1.2

sar−1

arf−6

C56E6.2

rab−33

rab−6.1

ragc−1

rab−21

arl−6

rab−10

rab−14

arc−1

arl−1

rab−19

F57C12.2

rab−18

rab−37

gpa−10

evl−20

Y54E10BR.2

Y71H2AM.12

raga−1

rab−8

goa−1

rab−7

4R79.2

arf−1.1

arl−8

rab−35

rab−5

rab−1

unc−108

glo−1

rab−6.2

arf−3

rab−3

gpa−6

K02E10.1

arl−3

rab−30

arl−5

Gtr1/RagA G protein

−2 −1 0 1 2
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rab−11.1

R186.3

arf−1.2

sar−1

arf−6

C56E6.2

rab−33

rab−6.1

ragc−1

rab−21

arl−6

rab−10

rab−14

arc−1

arl−1

rab−19

F57C12.2

rab−18

rab−37

gpa−10

evl−20

Y54E10BR.2

Y71H2AM.12

raga−1

rab−8

goa−1

rab−7

4R79.2

arf−1.1

arl−8

rab−35

rab−5

rab−1

unc−108

glo−1

rab−6.2

arf−3

rab−3

gpa−6

K02E10.1

arl−3

rab−30

arl−5

Gtr1/RagA G protein conserved region
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sos−1

pxf−1

Y34B4A.4

plc−1

R05G6.10

rgef−1

rgl−1

epac−1

Guanine−nucleotide dissociation stimulator CDC25

−2 −1 0 1 2
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gpa−17

arl−1

arf−3

gpa−2

gpa−3

gpa−7

gpa−15

gpa−11

gpa−6

arl−6

gpa−4

arl−3

gpa−8

gpa−9

gpa−1

gpa−12

odr−3

gpa−10

arl−13

evl−20

egl−30

arf−1.2

gsa−1

goa−1

sar−1

arf−1.1

arf−6

gpa−13

arl−8

gpa−18

gpa−5

Y54E10BR.2

gpa−16

gpa−14

Guanine nucleotide binding protein (G−protein), alpha subunit

−2 −1 0 1 2
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lin−2

C50F2.8

ccb−1

tag−117

dlg−1

zoo−1

T03F1.8

magi−1

Y55B1BR.4

Guanylate kinase

−2 −1 0 1 2
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lin−2

C50F2.8

tag−117

dlg−1

T03F1.8

magi−1

Y55B1BR.4

Guanylate kinase, conserved site

−2 −1 0 1 2
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lin−2

C50F2.8

ccb−1

tag−117

dlg−1

zoo−1

T03F1.8

magi−1

Y55B1BR.4

Guanylate kinase/L−type calcium channel

−2 −1 0 1 2
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C45E5.1

K02D10.1

K08B12.3

H32C10.1

C53A3.2

K09H11.7

F44E7.2

C13C4.4

HAD−superfamily hydrolase, subfamily IIA

−2 −1 0 1 2
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sca−1

mca−1

mca−3

F52B11.2

mca−2

HAD superfamily hydrolase−like, type 3

−2 −1 0 1 2
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gcy−6

gcy−36

gcy−37

gcy−13

gcy−17

gcy−7

gcy−35

gcy−20

gcy−31

gcy−2

gcy−1

gcy−22

gcy−34

gcy−33

gcy−32

Haem NO binding associated
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F32A5.2

F49E12.1

bli−3

duox−2

F09F3.5

K10B4.1

pxn−1

C46A5.4

mlt−7

R08F11.7

pxn−2

C16C8.2

T06D8.10

Haem peroxidase, animal

−2 −1 0 1 2
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F32A5.2

F49E12.1

bli−3

duox−2

F09F3.5

K10B4.1

pxn−1

C46A5.4

mlt−7

R08F11.7

pxn−2

C16C8.2

T06D8.10

Haem peroxidase, animal, subgroup

−2 −1 0 1 2
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47
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K11C4.2

Y71G12B.23

paqr−3

paqr−2

paqr−1

Haemolysin−III related

−2 −1 0 1 2
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47
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catp−2

catp−3

C53A3.2

F45E1.4

tat−3

C13C4.4

tat−2

K09H11.7

F44E7.2

K09H11.1

catp−7

mca−1

tat−4

Y62E10A.13

F58H1.3

tat−6

pmr−1

catp−6

catp−5

mca−3

sca−1

tat−5

eat−6

cua−1

tat−1

catp−1

F09C3.2

C45E5.1

F37H8.3

K01G5.10

K02D10.1

C04E6.7

F52B11.2

R151.10

K08B12.3

mca−2

catp−4

haloacid dehalogenase−like hydrolase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C45E5.1

F37H8.3

catp−2

catp−3

C53A3.2

F45E1.4

tat−3

C13C4.4

tat−2

K09H11.7

F44E7.2

K09H11.1

catp−7

mca−1

tat−4

Y62E10A.13

F58H1.3

tat−6

pmr−1

catp−6

catp−5

mca−3

sca−1

tat−5

eat−6

cua−1

tat−1

catp−1

F09C3.2

K01G5.10

K02D10.1

C04E6.7

R151.10

K08B12.3

mca−2

catp−4

Haloacid dehalogenase−like hydrolase

−2 −1 0 1 2
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B0545.4

gon−14

C10A4.1

C09E7.4

F53G12.11

F42H10.5

K09A11.1

H25P06.4

C53D6.6

HAT dimerisation

−2 −1 0 1 2
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B0545.4

gon−14

C10A4.1

C09E7.4

F53G12.11

F42H10.5

K09A11.1

H25P06.4

C53D6.6

hAT family dimerisation domain

−2 −1 0 1 2
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paa−1

ima−3

F46C5.6

apb−1

C07H6.3

imb−1

W04A4.5

gcn−1

W07G4.3

ZK930.1

imb−3

zyg−9

HEAT

−2 −1 0 1 2
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paa−1

ima−3

F46C5.6

apb−1

C07H6.3

imb−1

W04A4.5

gcn−1

W07G4.3

ZK930.1

imb−3

zyg−9

HEAT repeat

−2 −1 0 1 2
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hsp−70

F44E5.5

stc−1

T24H7.2

T14G8.3

hsp−3

hsp−6

F11F1.1

hsp−1

hsp−4

C30C11.4

Heat shock protein 70

−2 −1 0 1 2
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hsp−70

F44E5.5

stc−1

C49H3.8

hsp−3

hsp−6

F11F1.1

Y17G7B.3

hsp−1

hsp−4

C30C11.4

prmt−1

Heat shock protein 70, conserved site

−2 −1 0 1 2
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dnj−27

dnj−26

dnj−20

dnj−13

dnj−1

F54F2.9

dnj−10

dnj−29

dnj−4

dnj−19

dnj−8

dnj−12

dnj−16

Heat shock protein DnaJ

−2 −1 0 1 2
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dnj−2

dnj−14

dnj−27

abt−5

dnj−20

dnj−23

dnj−8

dnj−13

dnj−1

dnj−22

dnj−3

dnj−10

dnj−9

F56G4.6

dnj−12

dnj−17

dnj−16

Heat shock protein DnaJ, conserved site

−2 −1 0 1 2
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dnj−28

dnj−5

dnj−26

dnj−4

dnj−22

dnj−23

dnj−19

dnj−11

dnj−25

dnj−8

dnj−12

dnj−17

dnj−16

Y39C12A.9

K07F5.16

dnj−27

dnj−20

dnj−2

dnj−21

dnj−14

dnj−13

rme−8

dnj−7

dnj−1

dnj−24

dnj−18

dnj−10

dnj−9

F54F2.9

dnj−3

dnj−29

dnj−30

dnj−15

Heat shock protein DnaJ, N−terminal

−2 −1 0 1 2
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hsp−16.2

hsp−16.41

hsp−17

hsp−16.1

hsp−16.48

hsp−43

ZK1128.7

F08H9.3

F08H9.4

Y55F3BR.6

sip−1

Heat shock protein Hsp20

−2 −1 0 1 2
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hsp−70

F44E5.5

stc−1

T24H7.2

T14G8.3

hsp−3

hsp−6

F11F1.1

hsp−1

hsp−4

C30C11.4

Heat shock protein Hsp70

−2 −1 0 1 2
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hecd−1

wwp−1

eel−1

F45H7.6

F36A2.13

Y48G8AL.1

oxi−1

D2085.4

Y92H12A.2

HECT

−2 −1 0 1 2
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wrt−7

grd−11

wrt−8

wrt−6

wrt−4

grd−2

hog−1

wrt−1

grd−1

qua−1

Hedgehog/intein hint domain, C−terminal

−2 −1 0 1 2
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wrt−7

grd−11

wrt−8

wrt−6

wrt−4

grd−2

hog−1

wrt−1

grd−1

qua−1

Hedgehog/intein hint, N−terminal

−2 −1 0 1 2
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mog−4

T05E8.3

F56D2.6

smgl−2

Y108F1.5

F52B5.3

mog−5

mog−1

rha−2

Y67D2.6

rha−1

Helicase−associated domain

−2 −1 0 1 2
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M03C11.2

Y50D7A.11

Y50D7A.2

dog−1

rtel−1

Helicase−like, DEXD box c2 type

−2 −1 0 1 2
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mog−4

T05E8.3

F56D2.6

smgl−2

Y108F1.5

F52B5.3

mog−5

mog−1

rha−2

Y67D2.6

rha−1

Helicase associated domain (HA2)

−2 −1 0 1 2
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him−6

Y54G11A.3

cgh−1

rad−54

vbh−1

glh−2

F54E12.2

mtr−4

T05A12.4

F33D11.10

ZK512.2

C52B9.8

F56D2.6

Y38A10A.6

tag−192

chd−3

R05D11.4

Y65B4A.6

H20J04.4

F55F8.2

dcr−1

inf−1

F53H1.1

let−418

B0511.6

xnp−1

hel−1

H06O01.2

F57B9.3

C24H12.4

F01G4.3

rcq−5

F58G11.2

C08F8.2

ZK686.2

mel−46

K02F3.12

ZC317.1

H27M09.1

C28H8.3

Y94H6A.5

mog−1

rha−2

T23H2.3

Y116A8C.13

btf−1

F52B5.3

glh−4

polq−1

mut−14

glh−1

ddx−19

Y54E2A.4

drh−1

drh−3

Y55F3BR.1

mog−4

C46F11.4

hel−308

C16A3.1

mog−5

csb−1

ddx−23

psa−4

isw−1

wrn−1

glh−3

smgl−2

T26G10.1

rad−26

F58E10.3

ssl−1

F59A7.8

rha−1

Y46G5A.4

Y66D12A.15

T05E8.3

Y67D2.6

Y71G12B.8

M03C11.8

Y23H5B.6

Helicase conserved C−terminal domain
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ref−1

hlh−2

hlh−16

hlh−30

lin−22

hlh−13

ngn−1

sbp−1

hlh−11

mxl−3

mxl−2

cnd−1

hlh−12

hlh−3

hlh−14

mxl−1

hnd−1

aha−1

mdl−1

hlh−6

hlh−1

hlh−19

hlh−4

mml−1

hlh−17

hlh−15

hlh−10

hlh−33

lin−32

hlh−8

Helix−loop−helix DNA−binding

−2 −1 0 1 2
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rig−5

rig−6

Y102A11A.8

dim−1

Y57G11C.50

ketn−1

ttn−1

pxn−1

F54E2.4

unc−89

T21D12.9

Y37E3.13

unc−73

syg−1

rig−4

unc−40

sax−3

unc−5

syg−2

igcm−2

zig−8

F22D3.6

ver−3

ver−4

zig−5

oig−4

oig−1

ptp−3

M02D8.1

unc−52

rig−1

lad−2

F21C10.7

F53B6.2

unc−22

him−4

zig−7

oig−3

zig−2

oig−2

zig−6

zig−1

egl−15

dig−1

zig−4

rig−3

C25G4.10

ncam−1

pxn−2

zig−3

igcm−1

Immunoglobulin I−set
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sax−7

Y32G9A.8

wrk−1

ver−1

cam−1

rig−5

rig−6

Y102A11A.8

dim−1

Y57G11C.50

ketn−1

ttn−1

pxn−1

F54E2.4

unc−89

T21D12.9

Y37E3.13

unc−73

syg−1

rig−4

unc−40

sax−3

unc−5

syg−2

igcm−2

zig−8

F22D3.6

ver−3

ver−4

zig−5

oig−4

oig−1

ptp−3

M02D8.1

unc−52

rig−1

lad−2

F21C10.7

F53B6.2

unc−22

him−4

zig−7

oig−3

zig−2

oig−2

zig−6

zig−1

egl−15

dig−1

zig−4

rig−3

C25G4.10

ncam−1

pxn−2

zig−3

igcm−1

Immunoglobulin I−set domain
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sax−7

clr−1

ver−1

Y32G9A.8

wrk−1

cam−1

rig−5

rig−6

Y102A11A.8

dim−1

ketn−1

ttn−1

pxn−1

F54E2.4

unc−89

T21D12.9

Y37E3.13

syg−1

rig−4

unc−40

ver−4

ver−3

oig−2

syg−2

igcm−2

zig−8

zig−5

oig−4

sax−3

unc−5

ptp−3

unc−52

rig−1

lad−2

F21C10.7

F53B6.2

unc−22

him−4

C25G4.10

ncam−1

pxn−2

zig−6

zig−1

T25D10.2

egl−15

dig−1

zig−4

rig−3

zig−3

igcm−1

Immunoglobulin subtype
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sax−7

Y32G9A.8

wrk−1

ver−1

rig−4

unc−40

sax−3

unc−5

syg−2

igcm−2

zig−8

ver−4

ver−3

zig−5

oig−4

oig−1

ptp−3

unc−52

rig−1

zig−7

ketn−1

ttn−1

pxn−1

F54E2.4

unc−89

syg−1

cam−1

rig−5

rig−6

Y102A11A.8

dim−1

T21D12.9

lad−2

F21C10.7

F53B6.2

unc−22

him−4

zig−2

oig−2

zig−6

zig−1

T25D10.2

egl−15

dig−1

zig−4

C25G4.10

ncam−1

pxn−2

zig−3

igcm−1

Immunoglobulin subtype 2
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C25G4.10

ver−3

zig−8

oig−2

egl−15

zig−1

T25D10.2

rig−3

sax−3

unc−5

syg−2

rig−1

dim−1

rig−5

unc−22

him−4

unc−89

wrk−1

ttn−1

pxn−1

syg−1

Immunoglobulin V−set

−2 −1 0 1 2
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C25G4.10

ver−3

zig−8

oig−2

egl−15

zig−1

T25D10.2

rig−3

sax−3

unc−5

syg−2

rig−1

dim−1

rig−5

unc−22

him−4

unc−89

wrk−1

ttn−1

pxn−1

syg−1

Immunoglobulin V−set domain

−2 −1 0 1 2
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K10D11.5

trk−1

glb−24

Y54G11A.7

C05D12.1

zig−6

fasn−1

BE0003N10.3

F40G12.2

feh−1

T13C2.6

Y53F4B.20

srd−41

T21B6.4

fln−2

Y54G11A.4

mys−4

T25B9.8

lys−10

C24H12.5

Immunoglobulin/major histocompatibility complex, conserved site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

tmbi−4

tag−120

xbx−6

K11H12.8

Y42H9AR.2

Inhibitor of apoptosis−promoting Bax1 related

−2 −1 0 1 2
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inx−4

inx−17

inx−1

inx−19

inx−10

inx−16

unc−7

inx−15

eat−5

inx−5

inx−12

inx−20

unc−9

inx−6

inx−13

inx−22

inx−14

inx−8

inx−9

inx−18

inx−11

inx−21

inx−7

inx−3

inx−2

Innexin
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dct−17

dig−1

C14B1.6

pyp−1

C44B9.1

C28H8.3

bbs−5

csb−1

tra−4

nlp−4

Inorganic pyrophosphatase

−2 −1 0 1 2
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T20F7.3

Y22D7AR.6

lfe−2

ZK795.1

F30A10.3

Inositol polyphosphate kinase
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T25B9.10

unc−26

C50C3.7

ipp−5

ocrl−1

Inositol polyphosphate related phosphatase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

dhs−25

stdh−1

T01G6.1

dhs−21

Y47G6A.21

Y47G6A.22

stdh−3

T01G6.10

let−767

dhs−27

Insect alcohol dehydrogenase family

−2 −1 0 1 2
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ins−2

ins−12

daf−28

ins−15

ins−13

ins−3

ins−17

ins−8

ins−4

ins−11

ins−18

ins−7

ins−10

ins−1

ins−14

ins−6

ins−5

ins−9

Insulin, conserved site
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C02G6.1

Y70C5C.1

mppa−1

C05D11.1

ucr−2.2

mppb−1

C02G6.2

ucr−1

C28F5.4

ucr−2.1

F44E7.4

ucr−2.3

Insulinase (Peptidase family M16)
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W03D8.10

Y37D8A.5

W03D8.9

Y69E1A.1

T16A9.5

K06A5.2

Interactor of ZYG−11
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ifd−1

F10C1.8

ifp−1

ifc−1

ifb−1

ifa−1

ifd−2

ifb−2

ifc−2

lmn−1

mua−6

ifa−3

ifa−4

Intermediate filament protein

−2 −1 0 1 2
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T20B12.1

Y17G9B.5

ifb−1

ifa−1

ifa−4

Intermediate filament protein, conserved site

−2 −1 0 1 2
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ifa−4

mua−6

ifa−3

F10C1.9

ifp−1

F10C1.8

ifb−1

ifa−1

ifb−2

lmn−1

Intermediate filament tail domain

−2 −1 0 1 2
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ifa−4

mua−6

ifa−3

F10C1.9

ifp−1

F10C1.8

ifb−1

ifa−1

ifb−2

lmn−1

Intermediate filament, C−terminal

−2 −1 0 1 2
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twk−33

twk−45

twk−32

C32C4.1

twk−5

egl−36

twk−1

twk−22

twk−16

twk−37

twk−6

K11H3.7

twk−18

unc−58

F14F11.1

twk−2

shl−1

twk−23

Y48A6B.6

twk−39

twk−9

F33D11.5

twk−40

twk−35

twk−3

twk−42

twk−36

slo−1

shw−3

twk−13

sup−9

twk−11

R05G9.2

C53A5.5

twk−29

twk−30

twk−46

kqt−1

kcnl−2

twk−25

twk−12

twk−4

twk−21

egl−2

twk−17

kqt−3

Y55F3C.3

B0310.1

twk−26

twk−34

C03F11.1

twk−14

shk−1

twk−7

egl−23

kcnl−1

twk−31

twk−20

unc−103

twk−10

twk−44

irk−2

F44A2.2

kqt−2

kvs−1

twk−24

twk−28

twk−43

slo−2

twk−8

exp−2

Ion channel

−2 −1 0 1 2
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C08D8.1

Y39D8A.1

Y39B6A.27

Y37A1A.2

F36G9.3

Y52E8A.4

F31D5.1

B0554.5

ZK6.6

ZK6.8

unc−93

M153.2

C27C12.4

B0554.7

Y39B6A.29

Y11D7A.3

F31D5.2

Ion channel regulatory protein UNC−93
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C08D8.1

Y39D8A.1

Y39B6A.27

Y37A1A.2

F36G9.3

Y52E8A.4

F31D5.1

B0554.5

ZK6.6

ZK6.8

unc−93

M153.2

C27C12.4

B0554.7

Y39B6A.29

Y11D7A.3

F31D5.2

Ion channel regulatory protein, UNC−93
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spe−41

K11H3.7

ocr−4

trpa−1

ocr−3

egl−2

gon−2

osm−9

pkd−2

unc−103

shk−1

twk−7

trp−4

itr−1

egl−36

kqt−3

gtl−1

cng−1

C32C4.1

Y48A6B.6

egl−19

unc−2

Y55F3C.3

unc−68

kqt−1

trp−1

tax−4

slo−1

shw−3

twk−46

ocr−1

gtl−2

shl−1

kvs−1

nca−2

trp−2

F44A2.2

cng−3

kqt−2

twk−28

exp−2

F14F11.1

twk−2

cca−1

Ion transport

−2 −1 0 1 2
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twk−33

twk−45

twk−32

C32C4.1

twk−5

egl−36

twk−1

twk−22

twk−16

twk−37

twk−6

K11H3.7

twk−18

unc−58

F14F11.1

twk−2

shl−1

twk−23

Y48A6B.6

twk−39

twk−9

F33D11.5

twk−40

twk−35

twk−3

twk−42

twk−36

slo−1

shw−3

twk−13

sup−9

twk−11

R05G9.2

C53A5.5

twk−29

twk−30

twk−46

kqt−1

kcnl−2

twk−25

twk−12

twk−4

twk−21

egl−2

twk−17

kqt−3

Y55F3C.3

B0310.1

twk−26

twk−34

C03F11.1

twk−14

shk−1

twk−7

egl−23

kcnl−1

twk−31

twk−20

unc−103

twk−10

twk−44

irk−2

F44A2.2

kqt−2

kvs−1

twk−24

twk−28

twk−43

slo−2

twk−8

exp−2

Ion transport 2
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spe−41

K11H3.7

ocr−4

trpa−1

ocr−3

egl−2

gon−2

osm−9

pkd−2

unc−103

shk−1

twk−7

trp−4

itr−1

egl−36

kqt−3

gtl−1

cng−1

C32C4.1

Y48A6B.6

egl−19

unc−2

Y55F3C.3

unc−68

kqt−1

trp−1

tax−4

slo−1

shw−3

twk−46

ocr−1

gtl−2

shl−1

kvs−1

nca−2

trp−2

F44A2.2

cng−3

kqt−2

twk−28

exp−2

F14F11.1

twk−2

cca−1

Ion transport protein

−2 −1 0 1 2
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F59E12.8

glr−3

glr−7

nmr−1

nmr−2

glr−8

glr−2

glr−6

glr−4

glr−5

glr−1

Ionotropic glutamate receptor

−2 −1 0 1 2
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T05C1.4

F39H12.3

hum−4

F27C1.11

hum−2

hum−7

hum−6

spe−15

aspm−1

IQ calmodulin−binding motif

−2 −1 0 1 2
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T05C1.4

F39H12.3

hum−4

F27C1.11

hum−7

hum−2

ZK938.3

hum−6

spe−15

aspm−1

IQ motif, EF−hand binding site

−2 −1 0 1 2
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idh−1

F35G12.2

F43G9.1

idh−2

C37E2.1

C30F12.7

Isocitrate/isopropylmalate dehydrogenase
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idh−1

F35G12.2

F43G9.1

idh−2

C37E2.1

C30F12.7

Isocitrate/isopropylmalate dehydrogenase, conserved site
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tag−279

psr−1

rbr−2

C29F7.6

F23D12.5

utx−1

T07C4.11

F29B9.2

jmjd−2

T26A5.5

F43G6.6

JmjC domain
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pmk−1

pmk−2

kgb−2

kgb−1

jnk−1

JNK MAP kinase

−2 −1 0 1 2
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B0280.17

mex−3

gld−1

bcc−1

pes−4

nuo−2

asd−2

C41G7.3

Y18D10A.8

Y69A2AR.32

K07H8.9

sfa−1

C06G4.1

ZK418.8

Y53C12B.2

C12D8.1

F26B1.2

R11A8.7

M01A10.1

Y57G11C.36

E02D9.1

C23H3.3

C08H9.2

M88.5

ZK418.9

C56G2.1

C36E6.1

Y59A8B.10

K Homology

−2 −1 0 1 2
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B0280.17

mex−3

gld−1

bcc−1

pes−4

nuo−2

asd−2

C41G7.3

Y18D10A.8

Y69A2AR.32

K07H8.9

sfa−1

C06G4.1

ZK418.8

Y53C12B.2

C12D8.1

F26B1.2

R11A8.7

M01A10.1

C08H9.2

M88.5

ZK418.9

C56G2.1

C36E6.1

Y59A8B.10

Y57G11C.36

C23H3.3

K Homology, type 1, subgroup
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B0281.5

T05E12.3

ZC239.15

ZC239.5

F47D12.3

F59F3.6

ZC239.6

D2045.8

ZC239.13

C40A11.3

C40A11.6

ZC239.4

F22E5.6

F22E5.12

shk−1

ZC239.17

ZC239.14

R05F9.1

sdz−35

fbxb−52

C32C4.1

T23B12.6

C40A11.7

C40A11.2

egl−36

C40A11.4

C17F4.8

F22E5.11

ZC239.3

T08G3.13

F14F11.1

shl−1

F22E5.8

tag−303

Y48A6B.6

Y55F3C.3

F18A11.5

ZC239.2

F44A2.2

T23G5.3

kvs−1

VM106R.1

B0281.6

exp−2

K02F6.5

ZC239.16

F46G10.1

F49H12.3

shw−3

K+ channel tetramerisation domain
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R12E2.1

F53E4.1

C53A5.6

Y50D7A.1

C53A5.9

kel−8

hcf−1

Y67H2A.2

kel−3

tag−147

W09G3.1

kel−1

C53A5.11

tag−53

F20D1.3

F47D12.7

kel−10

spe−26

Kelch−type beta propeller
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tag−147

W09G3.1

kel−1

C53A5.11

tag−53

R12E2.1

F53E4.1

C53A5.6

Y50D7A.1

C53A5.9

kel−8

hcf−1

Y67H2A.2

kel−3

F47D12.7

kel−10

spe−26

Kelch motif
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W07A12.4

C53A5.11

kel−1

F56C3.9

tag−147

kel−3

sknr−1

C53A5.9

F47B10.9

kel−8

tag−30

bath−43

bath−44

skn−1

bath−40

mel−26

C05C8.6

C53A5.6

bath−41

R12E2.1

bath−42

F55B11.7

C27D8.2

F47D12.7

kel−10

spe−26

F10B5.3

Kelch related
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C53A5.6

kel−8

C53A5.9

kel−3

R12E2.1

F53E4.1

tag−147

W09G3.1

kel−1

C53A5.11

tag−53

F47D12.7

kel−10

spe−26

Kelch repeat type 1
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R12E2.1

Y50D7A.1

F53E4.1

kel−3

C53A5.11

C53A5.9

kel−8

hcf−1

Y67H2A.2

spe−26

Kelch repeat type 2
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B0280.17

mex−3

gld−1

bcc−1

pes−4

nuo−2

asd−2

C41G7.3

Y18D10A.8

Y69A2AR.32

K07H8.9

sfa−1

C06G4.1

ZK418.8

Y53C12B.2

C12D8.1

F26B1.2

R11A8.7

M01A10.1

Y57G11C.36

C23H3.3

C08H9.2

M88.5

ZK418.9

C56G2.1

C36E6.1

rps−3

Y59A8B.10

KH domain
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klp−15

klp−7

klp−10

zen−4

bmk−1

klp−19

klp−16

klp−17

klp−11

unc−104

klp−13

unc−116

klp−18

klp−20

osm−3

klp−12

klp−4

klp−3

klp−6

vab−8

Kinesin motor domain
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klp−15

klp−7

klp−10

zen−4

bmk−1

klp−19

klp−16

klp−17

klp−11

unc−104

klp−13

unc−116

klp−18

klp−20

osm−3

klp−12

klp−4

klp−3

klp−6

vab−8

Kinesin, motor domain

−2 −1 0 1 2
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klp−7

zen−4

klp−19

bmk−1

klp−11

unc−104

osm−3

klp−12

klp−6

klp−4

klp−3

unc−116

klp−20

Kinesin, motor region, conserved site

−2 −1 0 1 2
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sepa−1

cbp−1

C29F9.5

F22F1.3

C29F9.6

K03H1.10

KIX domain
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R11A8.2

F59A3.3

iff−2

spt−5

iff−1

rpl−27

rpl−26

KOW
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F59A3.3

iff−2

spt−5

iff−1

rpl−27

rpl−26

KOW motif

−2 −1 0 1 2
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K10H10.6

dhs−8

gale−1

fasn−1

DC2.5

sdz−8

dhs−15

dhs−5

dhs−16

dhs−29

dhs−27

dhs−4

H04M03.3

W01C9.4

dhs−31

C06E4.3

dhs−25

C41A3.1

D1054.8

dhs−3

E04F6.15

F54F3.4

dhs−18

dhs−19

ZK829.1

dhs−20

R05D8.7

dhs−23

F25D1.5

T01G6.1

dhs−21

F28H7.2

dhs−22

dhs−7

R05D8.9

F53C11.3

dhs−28

Y47G6A.21

let−767

Y47G6A.22

F02C12.2

F32A5.8

dhs−30

dhs−6

C06E4.6

F12E12.11

dhs−24

T01G6.10

dhs−14

dhs−17

dhs−1

dhs−11

ard−1

F26D2.15

W03F9.9

dhs−13

KR domain
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

K11D12.13

K11D12.6

C10G8.3

tag−290

B0222.5

F35B12.4

spon−1

T21D12.12

C10G8.2

ZC504.1

F22E12.1

mec−1

Y55F3BR.2

C02F12.5

C54D10.10

mec−9

K12G11.6

Y43F8B.3

Y57E12AR.1

W05B2.2

K11D12.7

R12A1.3

T22F7.3

ZC84.1

F32D8.7

bli−5

E01G6.1

T21D12.7

ZC84.6

ZK287.4

F30H5.3

Y49G5A.1

C34F6.1

K10D3.4

mlt−11

Kunitz/Bovine pancreatic trypsin inhibitor domain
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lam−3

F35D2.3

lam−1

lam−2

VC5.2

ced−1

C37C3.7

agr−1

unc−52

epi−1

tag−53

unc−6

Y64G10A.7

Laminin EGF−like (Domains III and V)

−2 −1 0 1 2
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nlr−1

epi−1

crb−1

nrx−1

agr−1

T19D12.6

unc−52

itx−1

hmr−1

cdh−4

lam−3

slt−1

cdh−3

Laminin G

−2 −1 0 1 2
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nlr−1

epi−1

crb−1

nrx−1

agr−1

T19D12.6

unc−52

itx−1

hmr−1

cdh−4

lam−3

slt−1

cdh−3

Laminin G domain

−2 −1 0 1 2
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unc−52

epi−1

crb−1

nrx−1

agr−1

T19D12.6

nlr−1

hmr−1

cdh−4

lam−3

slt−1

cdh−3

Laminin G, subdomain 1

−2 −1 0 1 2
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nlr−1

epi−1

crb−1

nrx−1

agr−1

T19D12.6

unc−52

itx−1

hmr−1

cdh−4

lam−3

slt−1

cdh−3

Laminin G, subdomain 2

−2 −1 0 1 2
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lam−1

lam−2

epi−1

unc−6

lam−3

Laminin N−terminal (Domain VI)
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lam−1

lam−2

epi−1

unc−6

lam−3

Laminin, N−terminal

−2 −1 0 1 2
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T19C3.5

nrf−5

F44A2.3

C06E8.5

C55C3.1

C06G1.1

F10D11.6

C05C9.1

ZC513.1

F01G10.10

LBP / BPI / CETP family, C−terminal domain

−2 −1 0 1 2
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T19C3.5

nrf−5

C55C3.1

F10D11.6

C05C9.1

F01G10.10

LBP / BPI / CETP family, N−terminal domain

−2 −1 0 1 2
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egg−2

egg−1

rme−2

K05C4.11

scd−2

unc−52

lrp−2

R11G1.1

C07G1.2

F09B12.5

Y34D9A.8

B0393.7

mig−13

F55H12.3

F14B4.1

K03E5.1

hen−1

F32E10.8

F58H1.7

ZC101.1

T14E8.2

T13C2.6

M03E7.4

lrx−1

mua−3

clec−78

lrp−1

F44E2.4

LDLR class A repeat

−2 −1 0 1 2
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nid−1

F14B4.1

lrp−2

T13C2.6

lrp−1

rme−2

LDLR class B repeat

−2 −1 0 1 2
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clec−13

clec−61

clec−55

clec−75

clec−7

clec−117

clec−79

clec−73

clec−95

F56A4.2

clec−85

clec−229

clec−204

clec−169

clec−98

clec−41

clec−167

T25C12.3

clec−258

clec−100

clec−181

clec−103

clec−94

clec−161

clec−96

clec−133

clec−130

clec−99

clec−1

clec−32

clec−25

clec−40

clec−264

clec−185

clec−24

clec−9

clec−145

clec−43

clec−205

clec−44

clec−256

clec−126

clec−125

clec−232

clec−129

clec−68

clec−165

T15B7.1

clec−8

clec−199

ZK1193.2

clec−12

clec−266

clec−20

clec−265

clec−49

clec−84

clec−48

clec−83

Y38H6C.8

clec−47

clec−67

clec−70

clec−6

C43H6.6

clec−18

clec−127

clec−231

clec−29

clec−250

clec−19

clec−241

clec−163

clec−148

clec−156

F40F4.6

clec−50

clec−31

clec−36

clec−35

clec−240

clec−102

clec−202

clec−122

clec−11

clec−140

clec−2

clec−245

F28B4.3

clec−4

clec−146

clec−39

clec−33

clec−51

clec−150

clec−224

clec−198

clec−38

clec−184

clec−149

clec−26

clec−34

clec−201

clec−5

clec−170

clec−10

clec−166

clec−187

clec−3

clec−56

clec−22

clec−210

clec−196

clec−247

clec−81

clec−89

clec−227

clec−28

clec−54

clec−186

clec−27

clec−46

clec−162

clec−257

clec−37

clec−42

clec−17

clec−57

clec−178

clec−45

F52E1.2

clec−71

clec−72

clec−172

clec−206

clec−238

clec−53

clec−52

clec−21

clec−78

clec−86

clec−239

clec−88

clec−91

clec−180

clec−225

Lectin C−type domain
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R03E9.2

F10F2.2

F14B8.5

Y38F2AR.12

vha−7

ZK1320.9

glr−3

F48B9.1

C44B9.1

grs−1

taf−5

Legume lectin, beta chain,  Mn/Ca−binding site

−2 −1 0 1 2
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Y54E10A.6

R02F11.4

F13E9.1

T05A1.3

ZK546.2

T21D12.9

ccr−4

Y37E3.13

T09A5.9

T01G9.3

ZK682.5

F20D1.7

F10F2.4

slt−1

Y71F9B.8

let−413

F43C1.1

C02C6.3

C14F11.2

soc−2

C34C12.5

Y42G9A.3

F56A8.3

fli−1

tol−1

F37E3.2

T05H4.3

C56E6.6

K08E7.8

pxn−2

K07A12.2

K03A1.2

C06A8.6

pan−1

C44H4.1

T23G11.6

sym−5

sym−1

Leucine−rich repeat

−2 −1 0 1 2
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Y54E10A.6

T01G9.3

ZK682.5

Y71F9B.8

F56A8.3

lrk−1

fli−1

T21D12.9

C56E6.6

Y42G9A.3

F43C1.1

C14F11.2

C34C12.5

K07A12.2

K03A1.2

soc−2

F10F2.4

slt−1

pxn−2

pan−1

C44H4.1

T23G11.6

sym−5

sym−1

Leucine−rich repeat, typical subtype
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Y54E10A.6

R02F11.4

F13E9.1

T05A1.3

ZK546.2

T21D12.9

ccr−4

Y37E3.13

T09A5.9

T01G9.3

ZK682.5

F20D1.7

F10F2.4

slt−1

Y71F9B.8

let−413

F43C1.1

C02C6.3

C14F11.2

soc−2

C34C12.5

Y42G9A.3

F56A8.3

fli−1

tol−1

F37E3.2

T05H4.3

C56E6.6

K08E7.8

pxn−2

K07A12.2

K03A1.2

C06A8.6

pan−1

C44H4.1

T23G11.6

sym−5

sym−1

Leucine Rich Repeat

−2 −1 0 1 2
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T07D3.4

Y22D7AL.11

F28A10.9

T07D3.6

W02B3.4

T07A5.1

LicD−like
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T07D3.4

Y22D7AL.11

F28A10.9

T07D3.6

W02B3.4

T07A5.1

LICD Protein Family
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nhr−89

nhr−165

nhr−11

nhr−222

nhr−278

nhr−217

nhr−242

nhr−95

nhr−271

nhr−33

nhr−9

nhr−166

unc−55

nhr−49

nhr−36

nhr−276

nhr−198

Y67D8B.2

nhr−169

nhr−209

nhr−171

nhr−261

nhr−248

nhr−158

nhr−28

nhr−214

nhr−283

nhr−257

nhr−106

nhr−161

nhr−288

nhr−233

nhr−118

nhr−81

Y47D7A.3

nhr−71

nhr−22

nhr−285

nhr−141

nhr−223

nhr−88

nhr−55

nhr−282

nhr−132

nhr−180

nhr−247

nhr−267

nhr−264

nhr−70

nhr−84

nhr−1

nhr−23

nhr−277

nhr−78

nhr−31

nhr−54

nhr−61

nhr−243

nhr−102

nhr−135

nhr−216

nhr−140

nhr−182

nhr−111

nhr−287

nhr−15

nhr−167

nhr−164

nhr−124

nhr−268

nhr−274

nhr−188

nhr−269

nhr−138

nhr−272

nhr−196

nhr−51

nhr−189

nhr−64

ZK418.11

ZK418.10

nhr−183

nhr−146

nhr−35

nhr−13

nhr−4

nhr−27

nhr−46

nhr−281

nhr−184

nhr−77

nhr−241

nhr−75

nhr−174

nhr−26

nhr−253

nhr−255

nhr−72

nhr−173

nhr−12

nhr−5

nhr−262

nhr−6

nhr−152

nhr−192

nhr−34

nhr−82

nhr−119

nhr−187

nhr−86

nhr−39

nhr−66

sex−1

nhr−76

nhr−185

nhr−53

nhr−221

nhr−199

nhr−254

nhr−42

nhr−19

nhr−206

nhr−21

nhr−175

nhr−134

nhr−99

nhr−107

nhr−90

nhr−122

nhr−101

nhr−32

nhr−59

nhr−150

nhr−3

nhr−68

nhr−43

nhr−208

nhr−127

nhr−159

nhr−157

nhr−131

nhr−213

nhr−116

nhr−10

nhr−207

nhr−147

nhr−153

nhr−205

nhr−237

nhr−163

nhr−202

nhr−98

nhr−273

nhr−97

nhr−270

nhr−155

nhr−60

nhr−57

nhr−47

nhr−139

nhr−123

nhr−14

nhr−230

nhr−17

nhr−168

nhr−20

nhr−114

nhr−37

nhr−275

nhr−172

nhr−201

nhr−16

nhr−45

nhr−232

nhr−62

nhr−149

nhr−30

nhr−197

nhr−154

nhr−162

nhr−231

nhr−65

nhr−286

nhr−256

nhr−170

nhr−80

nhr−41

nhr−280

nhr−130

nhr−69

nhr−40

nhr−120

nhr−25

nhr−145

nhr−125

nhr−104

nhr−137

nhr−8

nhr−50

nhr−94

nhr−203

nhr−186

nhr−52

nhr−252

nhr−204

nhr−193

nhr−105

nhr−92

nhr−211

nhr−79

nhr−87

nhr−238

nhr−129

nhr−142

nhr−100

nhr−260

nhr−143

nhr−109

nhr−136

nhr−108

nhr−176

nhr−121

nhr−181

nhr−178

nhr−74

nhr−244

nhr−113

nhr−148

nhr−235

nhr−234

nhr−259

Ligand−binding domain of nuclear hormone receptor
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F59E12.8

glr−3

glr−7

nmr−1

nmr−2

glr−8

glr−2

glr−6

glr−4

glr−5

glr−1

Ligand−gated ion channel

−2 −1 0 1 2
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glr−2

glr−6

glr−4

glr−5

glr−1

glr−7

nmr−2

glr−3

Ligated ion channel L−glutamate− and glycine−binding site

−2 −1 0 1 2
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snr−7

lsm−7

K07A1.15

snr−2

snr−1

snr−3

Y48G1C.9

lsm−5

C49H3.4

lsm−3

lsm−8

lsm−1

snr−6

snr−5

snr−4

gut−2

lsm−6

lsm−4

Like−Sm ribonucleoprotein (LSM) domain

−2 −1 0 1 2
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snr−7

lsm−7

snr−2

snr−1

snr−3

Y48G1C.9

lsm−5

C49H3.4

lsm−3

lsm−8

lsm−1

snr−6

snr−5

snr−4

gut−2

lsm−6

lsm−4

Like−Sm ribonucleoprotein (LSM) domain, eukaryotic/archaea−type

−2 −1 0 1 2
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C34B2.4

F33D11.1

Y1A5A.1

Y65B4A.7

lim−8

zyx−1

lim−7

C26C6.6

unc−95

pin−2

pxl−1

alp−1

unc−115

mlp−1

ttx−3

lim−6

exc−9

ceh−14

lin−11

ZK622.4

lim−4

lim−9

mec−3

unc−97

tag−224

valv−1

tag−273

prkl−1

F42H10.3

ltd−1

LIM domain
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his−24

hil−3

hil−5

hil−4

hil−1

hil−8

hil−2

hil−6

linker histone H1 and H5 family
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lips−16

lips−12

lips−17

lips−10

lips−14

lips−1

lips−5

fil−2

lips−15

lips−13

lips−2

lips−8

R05D7.4

fil−1

lips−6

lips−7

lips−3

lips−9

Lipase (class 2)

−2 −1 0 1 2
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Y51A2B.4

K03H6.2

Y49E10.18

B0035.13

K11E4.1

C40H1.7

F58B6.1

F28H7.3

T08B1.4

T10B5.7

Y49E10.16

T21H3.1

Y49E10.25

Y110A7A.7

Y51H4A.5

C14E2.6

Y54G2A.45

C40H1.8

F42G9.6

F46G10.4

Y46H3A.5

F25A2.1

H41C03.2

C40H1.9

ZK262.3

ZK262.2

K08B12.1

Lipase (class 3)
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lips−16

lips−12

lips−17

lips−10

lips−14

lips−1

lips−5

fil−2

lips−15

lips−13

lips−2

lips−8

R05D7.4

fil−1

lips−6

lips−7

lips−3

lips−9

Lipase, class 2

−2 −1 0 1 2
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Y51A2B.4

K03H6.2

Y49E10.18

B0035.13

K11E4.1

C40H1.7

F58B6.1

F28H7.3

T08B1.4

T10B5.7

Y49E10.16

T21H3.1

Y49E10.25

Y110A7A.7

Y51H4A.5

C14E2.6

Y54G2A.45

C40H1.8

F42G9.6

F46G10.4

Y46H3A.5

F25A2.1

H41C03.2

C40H1.9

ZK262.3

ZK262.2

K08B12.1

Lipase, class 3

−2 −1 0 1 2
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T19D7.7

R07B7.9

R07B7.8

W02B12.1

F13H8.11

F54F11.1

F09C8.1

Y73B6BL.37

Y65B4BR.1

F36A2.9

Lipase, GDSL

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T19C3.5

nrf−5

F44A2.3

C06E8.5

C55C3.1

C06G1.1

F10D11.6

C05C9.1

ZC513.1

F01G10.10

Lipid−binding serum glycoprotein, C−terminal
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T19C3.5

nrf−5

F44A2.3

C06E8.5

C55C3.1

F10D11.6

C05C9.1

F01G10.10

Lipid−binding serum glycoprotein, N−terminal
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F25H2.6

C06H2.2

T28D6.7

tag−340

F52F12.7

gei−1

K02D3.2

Lipid−binding START

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Lipid transport protein, N−terminal
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F41C3.11

C17B7.5

fat−3

cdf−1

Y116A8C.26

C33G3.4

clec−10

E01G4.5

sco−1

lsy−12

lpr−2

sre−24

clec−19

T25C8.1

F19B10.11

lpr−1

Lipocalin conserved site
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cmk−1

unc−82

kin−29

jnk−1

ksr−1

unc−51

F23C8.8

C42C1.9

pig−1

riok−2

dkf−2

zyg−1

K08F8.1

dapk−1

mnk−1

Lipopolysaccharide kinase

−2 −1 0 1 2
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cmk−1

unc−82

kin−29

jnk−1

ksr−1

unc−51

F23C8.8

C42C1.9

pig−1

riok−2

dkf−2

zyg−1

K08F8.1

dapk−1

mnk−1

Lipopolysaccharide kinase (Kdo/WaaP) family
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vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Lipoprotein amino terminal region

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

tag−304

W09G3.2

Y48C3A.8

taf−5

lis−1

smu−1

F46B6.5

dcaf−1

LisH dimerisation motif
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Y37D8A.26

nmr−1

C08E8.1

Y40H7A.11

F36G3.3

Y87G2A.18

B0348.1

Y37D8A.8

Y41C4A.11

Y87G2A.19

B0348.2

F16F9.1

Y22D7AL.15

LITAF−like zinc ribbon domain
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C06C3.8

F46F5.5

ZK930.6

F19B2.7

C08G5.1

R13H4.6

T23G4.2

Y75B8A.4

Lon protease (S16) C−terminal proteolytic domain
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egg−2

egg−1

rme−2

R11G1.1

C07G1.2

F09B12.5

unc−52

lrp−2

F14B4.1

K03E5.1

ZC101.1

Y34D9A.8

B0393.7

mig−13

T13C2.6

F32E10.8

F58H1.7

mua−3

clec−78

lrp−1

M03E7.4

lrx−1

F44E2.4

Low−density lipoprotein receptor domain class A
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nid−1

F14B4.1

lrp−2

T13C2.6

lrp−1

rme−2

Low−density lipoprotein receptor repeat class B
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Y37D8A.26

nmr−1

C08E8.1

Y40H7A.11

F36G3.3

Y87G2A.18

B0348.1

Y37D8A.8

Y41C4A.11

Y87G2A.19

B0348.2

Y37D8A.6

F16F9.1

Y22D7AL.15

LPS−induced tumor necrosis factor alpha factor
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snr−7

lsm−7

K07A1.15

snr−2

snr−1

snr−3

Y48G1C.9

lsm−5

C49H3.4

lsm−3

lsm−8

lsm−1

snr−6

snr−5

snr−4

gut−2

lsm−6

lsm−4

LSM domain
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B0041.3

F07G11.9

T01C4.1

F43G9.2

F52E1.13

LysM domain
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sma−3

nfi−1

daf−3

daf−8

tag−68

sma−2

sma−4

MAD homology 1, Dwarfin−type
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sma−2

sma−3

sma−4

daf−8

daf−3

tag−68

MAD homology, MH1
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Y106G6H.4

C01G12.1

F36D1.1

madf−1

C46F11.3

C05D2.6

H20J04.3

C54G6.1

C06A5.4

ZC416.1

T07C12.11

MADF domain
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mcm−2

mcm−3

mcm−7

mcm−6

mcm−4

Magnesium chelatase, ChlI subunit
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mcm−2

mcm−3

mcm−7

mcm−6

mcm−4

Magnesium chelatase, subunit ChlI
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ZK829.9

Y52E8A.4

C27A7.6

Y43D4A.3

Y57G11C.23

B0361.11

ZK892.3

Y39E4B.5

pes−23

F47E1.4

F31D5.1

F10D7.2

K08C7.1

C53B4.3

T09B9.2

C27C12.4

R09B5.11

C46C11.2

B0416.5

F13B12.2

M153.2

D1046.4

F45E4.11

Y19D10A.8

ZK637.1

F31D5.2

F40F9.5

W04C9.6

Y66D12A.13

oct−2

F55A4.8

pes−22

F53H8.3

Y37A1A.3

F21F8.11

ZK6.8

F25G6.7

C39E9.10

K11D9.3

T28H11.8

tag−348

C39E9.7

F32H5.4

Y32F6B.1

F41C3.2

Y4C6B.4

F21G4.1

F23F12.13

C09D4.1

F10C2.7

C05G5.1

F58G11.4

Y39B6A.29

C53B4.1

H17B01.1

C46C2.2

R13A5.9

Y53G8AR.7

eat−4

Y51B9A.6

K11G9.5

Y11D7A.3

M03B6.2

C08D8.1

W05E10.1

F27D9.2

C02C2.4

K09E9.1

K05F1.6

F09A5.1

C18D1.2

C01B4.8

F59F5.1

T22F3.7

T01H3.3

C42C1.10

C35A5.3

T11G6.3

B0252.3

F45E10.2

unc−17

T02B11.6

C13C4.5

F14D7.6

T27D12.1

H11E01.2

T12B3.2

hmit−1.1

F48E3.2

F28B3.5

C49F8.2

F12B6.2

C44C10.3

T02G5.12

K10H10.1

T22F7.1

T28C12.1

K10G9.1

K08H10.6

T08B1.1

F53B1.8

slcf−2

cat−1

ZK54.1

T10C6.6

Y82E9BR.16

Y39D8A.1

Y111B2A.19

Y39B6A.41

C06H5.6

oct−1

F56A4.11

T25D3.4

T05A1.5

Y19D10A.11

T28F3.4

F59A1.13

C42C1.8

T07A5.3

F36G9.3

Y59A8B.21

C38C10.2

F57A8.7

pept−2

C01B4.9

C10E2.6

Y61A9LA.1

C18H9.5

F11A5.9

R10D12.1

T22F3.11

hmit−1.3

ZK550.2

T22F3.10

T22F3.8

K08F9.1

C13C4.6

M162.5

C14A6.2

F47B8.10

C01B4.7

Y4C6B.3

Y70G10A.3

M117.1

Y15E3A.4

F44E7.7

F17C11.12

ZK682.2

T11G6.2

W01B6.3

folt−1

B0554.5

T19D12.10

T19D12.9

Y4C6B.5

Y51A2D.18

F23F12.3

K09C4.5

T28C12.2

C35A11.4

hmit−1.2

ZK6.6

W03C9.6

F10G7.5

F16H11.1

Y43F8A.5

Y54G2A.4

F47E1.2

F14E5.1

K02G10.5

oat−1

T11G6.4

Y71G12B.25

F52F10.2

Major Facilitator Superfamily
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ZK829.9

Y52E8A.4

C27A7.6

Y43D4A.3

Y57G11C.23

B0361.11

ZK892.3

Y39E4B.5

pes−23

F47E1.4

F31D5.1

F10D7.2

K08C7.1

C53B4.3

T09B9.2

C27C12.4

R09B5.11

C46C11.2

B0416.5

F13B12.2

M153.2

D1046.4

F45E4.11

Y19D10A.8

ZK637.1

F31D5.2

F40F9.5

W04C9.6

Y66D12A.13

oct−2

F55A4.8

pes−22

F53H8.3

Y37A1A.3

F21F8.11

ZK6.8

F25G6.7

C39E9.10

K11D9.3

T28H11.8

tag−348

C39E9.7

F32H5.4

Y32F6B.1

F41C3.2

Y4C6B.4

F21G4.1

F23F12.13

C09D4.1

F10C2.7

C05G5.1

F58G11.4

Y39B6A.29

C53B4.1

H17B01.1

C46C2.2

R13A5.9

Y53G8AR.7

eat−4

Y51B9A.6

K11G9.5

Y11D7A.3

M03B6.2

C08D8.1

W05E10.1

F27D9.2

C02C2.4

K09E9.1

K05F1.6

F09A5.1

C18D1.2

C01B4.8

F59F5.1

T22F3.7

T01H3.3

C42C1.10

C35A5.3

T11G6.3

B0252.3

F45E10.2

unc−17

T02B11.6

C13C4.5

F14D7.6

T27D12.1

H11E01.2

T12B3.2

hmit−1.1

F48E3.2

F28B3.5

C49F8.2

F12B6.2

C44C10.3

T02G5.12

K10H10.1

T22F7.1

T28C12.1

K10G9.1

K08H10.6

T08B1.1

F53B1.8

slcf−2

cat−1

ZK54.1

T10C6.6

Y82E9BR.16

Y39D8A.1

Y111B2A.19

Y39B6A.41

C06H5.6

oct−1

F56A4.11

T25D3.4

T05A1.5

Y19D10A.11

T28F3.4

F59A1.13

C42C1.8

T07A5.3

F36G9.3

Y59A8B.21

C38C10.2

F57A8.7

pept−2

C01B4.9

C10E2.6

Y61A9LA.1

C18H9.5

F11A5.9

R10D12.1

T22F3.11

hmit−1.3

ZK550.2

T22F3.10

T22F3.8

K08F9.1

C13C4.6

M162.5

C14A6.2

F47B8.10

C01B4.7

Y4C6B.3

Y70G10A.3

M117.1

Y15E3A.4

F44E7.7

F17C11.12

ZK682.2

T11G6.2

W01B6.3

folt−1

B0554.5

T19D12.10

T19D12.9

Y4C6B.5

Y51A2D.18

F23F12.3

K09C4.5

T28C12.2

C35A11.4

hmit−1.2

ZK6.6

W03C9.6

F10G7.5

F16H11.1

Y43F8A.5

Y54G2A.4

F47E1.2

F14E5.1

K02G10.5

oat−1

T11G6.4

Y71G12B.25

F52F10.2

Major facilitator superfamily MFS−1
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aqp−3

aqp−12

aqp−8

aqp−1

aqp−7

aqp−2

aqp−5

aqp−4

aqp−9

aqp−10

aqp−6

aqp−11

Major intrinsic protein

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

aqp−3

aqp−8

aqp−6

aqp−2

aqp−7

Major intrinsic protein, conserved site
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T08G5.8

C25D7.12

K07F5.7

C18F10.9

K08E3.2

F42G2.5

C01G10.14

ssp−9

R08H2.10

Y105C5B.19

C54E10.1

ZC196.2

C34D10.1

F58A3.4

vpr−1

M199.2

B0336.11

D2007.2

osm−10

M03E7.1

Y50E8A.2

F57A10.2

C14A4.8

C15H11.1

K06A5.3

F38H4.6

tag−164

Y48B6A.5

C35A5.4

ssp−16

Y116A8A.2

Y23H5A.4

C25D7.1

C35E7.9

Y53C10A.15

F13H8.12

ZK688.12

Y41C4A.7

dct−9

Y116A8A.7

F54H5.3

F13A7.1

T05D4.5

C36H8.1

F36D3.4

K05F1.9

ZK354.7

F36H12.3

F42A9.7

T22B3.3

msp−3

msp−49

msp−76

msp−81

msp−51

msp−55

msp−19

msp−59

msp−56

msp−78

msp−79

C34D4.3

F52F12.8

msp−31

Y38F2AR.10

C35D10.11

W03D8.5

Y53F4B.19

F53B6.4

F44D12.5

C10H11.7

F58E6.5

msp−152

Y59E9AR.1

Y59E9AR.7

Y59H11AM.1

msp−40

msp−33

msp−36

ZK546.3

msp−50

ZK1307.3

ZK1307.4

ssp−11

F44D12.7

ssp−19

ssp−10

msp−64

F21H7.5

W02D9.5

F44D12.3

msp−142

msp−63

msp−32

msp−38

Major sperm protein
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T01H3.4

hsd−1

sqv−1

hsd−2

F08F3.4

Y53G8AL.2

Y71H10A.2

C01F1.3

hsd−3

gale−1

F13D11.4

F53B1.4

Male sterility protein
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T01H3.4

hsd−1

sqv−1

hsd−2

F08F3.4

Y53G8AL.2

Y71H10A.2

C01F1.3

hsd−3

gale−1

F13D11.4

F53B1.4

Male sterility, NAD−binding
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T23H2.4

F40F12.4

T07C12.8

ZC13.3

K09B11.10

C47E12.6

MAM
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T23H2.4

F40F12.4

T07C12.8

ZC13.3

K09B11.10

MAM domain
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F09C12.2

C05D10.2

pmk−2

pmk−1

kgb−2

mpk−1

mpk−2

pmk−3

kgb−1

jnk−1

lit−1

MAP kinase, conserved site
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D2005.6

F28H1.4

K04G2.9

sng−1

sph−1

MARVEL−like domain
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tsn−1

C56G2.1

tag−250

ekl−1

F32E10.5

Y39B6A.25

eri−5

rsd−6

Maternal tudor protein
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bath−45

math−18

math−3

math−26

math−40

math−4

math−37

bath−25

math−19

math−8

math−49

math−22

math−31

math−17

math−30

math−28

math−25

math−16

math−6

math−13

bath−7

math−1

bath−20

bath−13

math−7

bath−23

trf−1

bath−33

bath−31

bath−1

bath−21

bath−10

bath−2

bath−9

sdz−18

math−11

math−9

math−23

math−45

math−2

bath−38

math−35

math−42

math−27

math−47

math−24

bath−47

math−15

math−41

bath−39

math−39

Y110A7A.2

bath−24

math−36

math−21

bath−46

math−50

math−20

math−5

bath−26

math−38

K05F6.10

math−44

pqn−87

mel−26

math−10

math−14

bath−3

bath−5

bath−36

math−33

bath−43

bath−44

bath−4

sdz−28

math−34

bath−41

bath−34

bath−15

bath−30

bath−29

bath−19

bath−42

math−48

math−32

MATH
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bath−45

math−18

math−3

math−26

math−40

math−4

math−37

bath−25

math−19

math−8

math−49

math−22

math−31

math−17

math−30

math−28

math−25

math−16

math−6

math−13

math−23

math−44

math−27

math−47

math−24

bath−7

math−1

bath−20

bath−13

math−7

bath−23

trf−1

bath−33

bath−31

bath−1

bath−21

bath−10

bath−2

bath−9

sdz−18

math−11

math−9

math−38

math−45

bath−19

bath−30

bath−29

math−48

math−32

mel−26

math−10

math−14

bath−43

pqn−87

bath−3

bath−5

bath−36

math−33

sdz−28

bath−4

math−34

bath−15

bath−41

math−5

bath−26

math−15

math−2

bath−38

math−35

math−42

bath−47

math−41

bath−39

math−39

Y110A7A.2

bath−24

math−36

math−21

bath−46

math−50

math−20

MATH domain
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C31B8.8

H36L18.1

W09D12.1

adm−2

zmp−1

H19M22.3

T21D11.1

Matrixin
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mboa−3

mboa−7

mom−1

mboa−6

mboa−5

mboa−2

mboa−4

hhat−2

mboa−1

hhat−1

MBOAT family
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mcm−2

mcm−3

mcm−7

mcm−6

mcm−5

mcm−4

MCM2/3/5 family
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D2005.6

F28H1.4

K04G2.9

sng−1

sph−1

Membrane−associating domain
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mboa−3

mboa−7

mom−1

mboa−6

mboa−5

mboa−2

mboa−4

hhat−2

mboa−1

hhat−1

Membrane bound O−acyl transferase, MBOAT
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ptr−9

ptd−2

ptr−5

ptr−18

ptr−4

Membrane transport protein MMPL type
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pde−5

pde−6

pde−4

pde−3

ZK909.3

F45F2.9

pde−1

ZK177.8

pde−2

Metal−dependent phosphohydrolase, HD domain
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C33A12.7

B0432.9

C03A3.3

cpsf−2

Y53F4B.39

C03F11.2

F10B5.8

hoe−1

cpsf−3

Y17G7B.3

C23H3.9

F53B1.6

Metallo−beta−lactamase superfamily

−2 −1 0 1 2
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pph−4.2

B0511.13

mre−11

Y105C5B.15

pph−1

asm−3

F02E9.7

F42G8.8

F21A3.2

T23G7.2

pph−4.1

K07C11.7

F40B5.2

C25E10.12

asm−1

C08B6.14

T07D4.2

tax−6

gsp−2

pef−1

let−92

pph−5

pph−6

dbr−1

F44B9.9

H25K10.1

T25B9.2

Y105C5B.3

gsp−1

F18E2.1

asm−2

Y69E1A.4

T16G12.7

Y54G2A.24

C24H11.1

W03D8.2

F26B1.5

C30A5.4

F22D6.9

F25B3.4

ZK354.9

C34D4.2

R13A5.11

F23B12.1

C23G10.1

R03D7.8

C25A6.1

C06A1.3

F49E11.7

ZC477.10

C47A4.3

ZK856.5

F20D6.6

Y40H4A.2

R08A2.2

R08C7.8

F58G1.3

Y71G12B.30

gsp−3

C27B7.6

gsp−4

C09H5.7

ZC477.2

F52H3.6

ZK938.1

Metallo−dependent phosphatase

−2 −1 0 1 2
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app−1

map−1

K12C11.1

map−2

R119.2

W08E12.7

F55A3.3

Y45G5AM.2

Metallopeptidase family M24

−2 −1 0 1 2
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C42C1.13

K01A11.2

Y48E1C.1

W06B4.2

C37A2.6

Methyltransferase−16, putative

−2 −1 0 1 2
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H14E04.1

F49C12.10

K12D9.1

C14B1.10

prmt−1

R08F11.4

coq−5

K09E4.3

T03G11.6

H20J04.9

C35D10.12

C38D4.9

Y17G7B.18

R08E5.1

F29B9.1

T07A9.8

C27F2.4

C01B10.8

ZK1058.5

prmt−4

E02H1.1

coq−3

pmt−1

Y53F4B.42

C17E4.11

Y74C9A.3

pmt−2

tag−72

prmt−6

F32A7.4

M04B2.2

F13D12.9

R08E5.3

Methyltransferase domain

−2 −1 0 1 2
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pcm−1

coq−5

C37A2.6

R08F11.4

prmt−4

coq−3

C33C12.9

C38D4.9

mett−10

H24K24.4

R08E5.1

prmt−3

M04B2.2

K12D9.1

prmt−1

R08E5.3

Methyltransferase small

−2 −1 0 1 2
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pcm−1

coq−5

C37A2.6

R08F11.4

prmt−4

coq−3

C33C12.9

C38D4.9

mett−10

H24K24.4

R08E5.1

prmt−3

M04B2.2

K12D9.1

prmt−1

R08E5.3

Methyltransferase small domain

−2 −1 0 1 2
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H14E04.1

F49C12.10

K12D9.1

C14B1.10

prmt−1

R08F11.4

coq−5

K09E4.3

T03G11.6

H20J04.9

C35D10.12

C38D4.9

F29B9.1

T07A9.8

C27F2.4

C01B10.8

prmt−4

E02H1.1

coq−3

pmt−1

Y53F4B.42

C17E4.11

Y74C9A.3

pmt−2

tag−72

F13D12.9

R08E5.3

prmt−6

R08E5.1

ZK1058.5

F32A7.4

M04B2.2

Methyltransferase type 11
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prmt−6

F29B9.1

Y17G7B.18

R08E5.1

ZK1058.5

coq−5

Y53F4B.42

pmt−2

tag−72

prmt−4

K09E4.3

coq−3

R08E5.3

K12D9.1

R08F11.4

H14E04.1

Methyltransferase type 12

−2 −1 0 1 2
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F49E12.1

tyr−2

F32A5.2

F23B12.4

Y47G6A.19

F21A3.3

F48G7.8

F48G7.5

F46B3.2

T05B4.10

Y51B9A.8

F48G7.7

nas−13

T05B4.8

mlt−7

ZK218.7

ZK218.11

C14C6.5

T28H10.2

T06C12.14

M05D6.8

ZC434.9

tyr−3

F49F1.7

F49F1.1

nas−32

F35E8.6

F16H6.3

F26D2.13

F46B3.1

C17G10.6

T05C1.5

ZK218.3

ZK643.6

F35E8.9

tyr−4

F49F1.6

F07C4.11

ZK218.1

F35E8.7

T05B4.13

K09B3.1

M163.11

nas−31

M01H9.2

F41G3.19

nas−10

T05B4.9

F07C4.10

ZK218.5

F49F1.5

phat−5

F41G3.21

phat−4

T05B4.12

phat−3

C49G7.3

C54D10.3

Y39G8B.9

Y39G8B.10

F01D5.5

Y39G8B.7

Y46H3D.8

tag−293

F35E8.10

C14C6.2

M04G7.1

F41G3.20

F26D2.14

F35E8.1

F15A4.6

nas−11

E04D5.4

ZK673.1

nas−12

nas−7

nas−8

R11A5.7

F54E4.4

Y49A3A.4

K03A11.6

ZK1290.10

C46H11.7

C28H8.5

T06A4.3

Y18H1A.9

nas−14

phat−2

nas−6

phat−1

F01D5.3

F01D5.1

F01D5.2

T24B8.5

tyr−1

F41G3.10

M163.8

F07C4.6

Y46G5A.29

lgc−22

T06A4.1

nas−15

C16C8.2

F52G3.5

Y45F3A.8

Metridin−like ShK toxin
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sma−3

nfi−1

daf−3

daf−8

tag−68

sma−2

sma−4

MH1 domain

−2 −1 0 1 2
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sma−3

daf−14

sma−4

daf−8

daf−3

C34E11.2

sma−2

MH2 domain

−2 −1 0 1 2
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Y52B11A.10

ncbp−1

ifg−1

Y18D10A.8

let−858

smg−3

MIF4−like, type 1/2/3

−2 −1 0 1 2
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Y52B11A.10

ncbp−1

ifg−1

F44A2.5

let−858

smg−3

MIF4G−like, type 3

−2 −1 0 1 2
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Y52B11A.10

ncbp−1

ifg−1

let−858

smg−3

MIF4G domain

−2 −1 0 1 2
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D1081.4

C52B11.5

rho−1

arf−3

Y52B11A.4

rab−21

lrk−1

arl−6

rab−10

K02E10.1

arl−3

rab−37

rab−28

rab−30

rab−39

ral−1

ssr−2

rab−14

arc−1

arl−1

rab−19

tag−312

Y54E10BR.2

Y71H2AM.12

ran−1

raga−1

rab−8

cnt−2

K08F11.5

C47C12.4

F52A8.6

arf−1.2

rab−5

rab−1

F11A5.3

ras−1

aex−6

unc−108

rab−11.1

Y116A8C.10

sar−1

C56E6.2

rab−33

rap−1

arl−8

rab−35

rab−6.1

4R79.2

arf−1.1

cdc−42

rab−7

F46B6.6

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

F39B2.7

W04C9.5

evl−20

rap−2

rac−2

rheb−1

ZK669.5

rab−6.2

rap−3

glo−1

ras−2

crp−1

chw−1

rab−3

let−60

T26C12.3

F08G12.1

mig−2

arl−5

Miro−like protein
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F43E2.7

ant−1.1

F01G4.6

ant−1.2

F20D1.9

C42C1.10

K11G12.5

dif−1

C54G10.4

W02B12.9

T20D3.5

F25B4.7

F13G3.7

C47E12.2

Y40B1B.8

C16C10.1

F55G1.5

ucp−4

F55A11.4

R11.1

ant−1.3

ant−1.4

T09F3.2

Y37B11A.3

F43G9.3

D1046.3

K01C8.7

F17E5.2

K02F3.2

T10F2.2

R07E3.4

R07B7.10

misc−1

K11H3.3

T05F1.8

C33F10.12

Y43C5B.3

C14C10.1

Mitochondrial carrier protein

−2 −1 0 1 2
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D1081.4

C52B11.5

rho−1

arf−3

Y52B11A.4

rab−21

lrk−1

arl−6

rab−10

K02E10.1

arl−3

rab−37

rab−28

rab−30

rab−39

ral−1

ssr−2

rab−14

arc−1

arl−1

rab−19

tag−312

Y54E10BR.2

Y71H2AM.12

ran−1

raga−1

rab−8

cnt−2

K08F11.5

C47C12.4

F52A8.6

arf−1.2

rab−5

rab−1

F11A5.3

ras−1

aex−6

unc−108

rab−11.1

Y116A8C.10

sar−1

C56E6.2

rab−33

rap−1

arl−8

rab−35

rab−6.1

4R79.2

arf−1.1

cdc−42

rab−7

F46B6.6

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

F39B2.7

W04C9.5

evl−20

rap−2

rac−2

rheb−1

ZK669.5

rab−6.2

rap−3

glo−1

ras−2

crp−1

chw−1

rab−3

let−60

T26C12.3

F08G12.1

mig−2

arl−5

Mitochondrial Rho−like

−2 −1 0 1 2
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D1046.3

K01C8.7

F17E5.2

K02F3.2

T10F2.2

R07E3.4

R07B7.10

misc−1

K11H3.3

ant−1.2

F20D1.9

C42C1.10

K11G12.5

dif−1

C54G10.4

W02B12.9

ant−1.1

F01G4.6

ucp−4

T20D3.5

F25B4.7

F13G3.7

C47E12.2

C16C10.1

F55G1.5

F55A11.4

R11.1

ant−1.3

ant−1.4

Y37B11A.3

F43G9.3

T05F1.8

C33F10.12

Y43C5B.3

Y60A9A.1

T09F3.2

C14C10.1

Mitochondrial substrate carrier
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F43E2.7

ant−1.1

F01G4.6

ant−1.2

F20D1.9

C42C1.10

K11G12.5

dif−1

C54G10.4

W02B12.9

T20D3.5

F25B4.7

F13G3.7

C47E12.2

Y40B1B.8

C16C10.1

F55G1.5

ucp−4

F55A11.4

R11.1

ant−1.3

ant−1.4

T09F3.2

Y37B11A.3

F43G9.3

D1046.3

K01C8.7

F17E5.2

K02F3.2

T10F2.2

R07E3.4

R07B7.10

misc−1

K11H3.3

T05F1.8

C33F10.12

Y43C5B.3

C14C10.1

Mitochondrial substrate/solute carrier

−2 −1 0 1 2
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ptr−9

ptd−2

ptr−5

ptr−18

ptr−4

MMPL family

−2 −1 0 1 2
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dnj−2

C47A4.1

K07F5.16

Y73B6BL.12

dnj−27

dnj−28

dnj−5

dnj−26

dnj−4

dnj−22

dnj−23

dnj−12

dnj−17

dnj−16

dnj−19

dnj−11

gpr−2

gpr−1

dnj−8

dnj−20

dnj−13

rme−8

dnj−7

dnj−14

dnj−1

dnj−24

dnj−18

dnj−10

dnj−9

F54F2.9

dnj−29

dnj−3

dnj−15

Molecular chaperone, heat shock protein, Hsp40, DnaJ

−2 −1 0 1 2
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R05G6.10

sos−1

pxf−1

Y34B4A.4

rgl−1

motif

−2 −1 0 1 2
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eif−3.F

F37A4.5

csn−5

csn−6

eif−3.H

rpn−11

rpn−8

prp−8

Mov34/MPN/PAD−1
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eif−3.F

F37A4.5

csn−5

csn−6

eif−3.H

rpn−11

rpn−8

prp−8

Mov34/MPN/PAD−1 family
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hsp−70

F44E5.5

stc−1

T24H7.2

T14G8.3

hsp−3

hsp−6

F11F1.1

hsp−1

hsp−4

C30C11.4

MreB/Mbl protein
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T08G5.8

C25D7.12

K07F5.7

C18F10.9

K08E3.2

F42G2.5

C01G10.14

ssp−9

R08H2.10

Y105C5B.19

C54E10.1

ZC196.2

C34D10.1

F58A3.4

vpr−1

M199.2

B0336.11

D2007.2

osm−10

M03E7.1

Y50E8A.2

F57A10.2

C14A4.8

C15H11.1

K06A5.3

F38H4.6

tag−164

Y48B6A.5

C35A5.4

ssp−16

Y116A8A.2

Y23H5A.4

C25D7.1

C35E7.9

Y53C10A.15

F13H8.12

ZK688.12

Y41C4A.7

dct−9

Y116A8A.7

F54H5.3

F13A7.1

T05D4.5

C36H8.1

F36D3.4

K05F1.9

ZK354.7

F36H12.3

F42A9.7

T22B3.3

msp−3

msp−49

msp−76

msp−81

msp−51

msp−55

msp−19

msp−59

msp−56

msp−78

msp−79

C34D4.3

F52F12.8

msp−31

Y38F2AR.10

C35D10.11

W03D8.5

Y53F4B.19

F53B6.4

F44D12.5

C10H11.7

F58E6.5

msp−152

Y59E9AR.1

Y59E9AR.7

Y59H11AM.1

msp−40

msp−33

msp−36

ZK546.3

msp−50

ZK1307.3

ZK1307.4

ssp−11

F44D12.7

ssp−19

ssp−10

msp−64

F21H7.5

W02D9.5

F44D12.3

msp−142

msp−63

msp−32

msp−38

MSP (Major sperm protein) domain
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Y39A1A.8

R10D12.9

C54F6.4

K11D12.5

C06G8.1

K02D7.5

K06A4.4

MtN3/saliva−related transmembrane protein, conserved region

−2 −1 0 1 2
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Y39A1A.8

R10D12.9

C54F6.4

K11D12.5

C06G8.1

K02D7.5

K06A4.4

MtN3/saliva family
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psa−1

F54F2.9

F53H10.2

dnj−11

gei−11

D1081.8

ada−2

Myb−like DNA−binding domain
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psa−1

F54F2.9

F53H10.2

dnj−11

gei−11

D1081.8

ada−2

Myb, DNA−binding

−2 −1 0 1 2
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egl−9

pdcd−2

Y48G1A.3

ajm−1

bra−1

set−10

F07A11.4

bra−2

set−14

MYND finger

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

spe−15

nmy−1

myo−3

hum−7

myo−5

hum−2

let−75

myo−2

hum−5

unc−54

hum−1

Y11D7A.14

hum−6

F43C9.3

hum−8

F45G2.2

Myosin head (motor domain)
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spe−15

nmy−1

myo−3

hum−7

myo−5

hum−2

hum−4

myo−2

hum−5

unc−54

hum−1

Y11D7A.14

hum−6

let−75

F45G2.2

F43C9.3

hum−8

Myosin head, motor domain

−2 −1 0 1 2
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myo−3

unc−54

let−75

myo−2

myo−5

F45G2.2

spe−15

nmy−1

Myosin N−terminal SH3−like domain
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myo−3

let−75

myo−5

myo−2

hum−5

F45G2.2

nmy−1

unc−54

hum−1

Myosin tail
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myo−3

unc−54

let−75

myo−2

myo−5

F45G2.2

spe−15

nmy−1

Myosin, N−terminal, SH3−like
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mtm−3

mtm−9

mtm−6

mtm−5

mtm−1

Myotubularin−related
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unc−105

mec−10

tag−324

F25D1.4

T28D9.7

Y57G11C.44

unc−8

mec−4

del−4

C24G7.1

asic−2

F23B2.3

asic−1

del−3

F55G1.12

F28A12.1

deg−1

F58G6.8

Y69H2.11

F59F3.4

T21C9.3

acd−1

del−1

Y69H2.2

flr−1

T28F2.7

C18B2.6

tag−263

C46A5.2

tag−336

C24G7.4

Na+ channel, amiloride−sensitive

−2 −1 0 1 2
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lgc−5

lgc−52

lgc−48

lgc−16

lgc−51

lgc−6

unc−49

pbo−5

acr−21

acc−3

lgc−36

lgc−55

mod−1

lgc−46

exp−1

glc−4

glc−3

acr−6

lgc−8

lgc−7

lgc−14

lgc−47

lgc−37

acr−9

unc−29

lgc−53

lgc−41

acc−2

acr−12

unc−63

acr−2

lgc−24

lgc−40

gab−1

ggr−3

acr−15

eat−2

avr−15

lgc−38

lgc−29

acr−23

lgc−49

glc−1

lgc−54

lgc−18

lgc−45

acr−10

lgc−9

lgc−15

avr−14

lgc−35

pbo−6

lgc−17

lgc−42

lgc−31

glc−2

acr−17

lgc−13

acr−18

Neurotransmitter−gated ion−channel, conserved site
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stam−1

sem−5

tag−208

nck−1

B0303.7

F42H10.3

Neutrophil cytosol factor 2 p67phox
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nhl−2

lin−41

ncl−1

F21F3.1

T19B4.1

nhl−1

NHL repeat
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lgc−4

acr−8

acr−25

acr−12

acr−11

acr−2

unc−29

acr−16

lev−8

acr−14

unc−38

lev−1

eat−2

acr−21

unc−63

acr−6

acr−9

acr−15

acr−19

acr−3

Nicotinic acetylcholine receptor

−2 −1 0 1 2
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nid−1

D1044.2

R09E10.5

K03H1.5

F54D1.6

B0393.5

Nidogen, extracellular domain
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scpl−2

scpl−3

fcp−1

scpl−1

scpl−4

NLI interacting factor
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scpl−2

scpl−3

fcp−1

scpl−1

scpl−4

NLI interacting factor−like phosphatase

−2 −1 0 1 2
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glr−2

glr−6

glr−5

glr−1

glr−7

nmr−1

nmr−2

glr−3

NMDA receptor

−2 −1 0 1 2
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hsd−2

F22F7.1

C33F10.14

Y53G8AL.2

F13D11.4

C32D5.12

NmrA−like
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hsd−2

F22F7.1

C33F10.14

Y53G8AL.2

F13D11.4

C32D5.12

NmrA−like family

−2 −1 0 1 2
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oac−7

oac−14

oac−53

oac−33

oac−3

oac−55

oac−31

oac−5

oac−39

oac−9

oac−32

ndg−4

oac−20

oac−18

oac−6

oac−50

nrf−6

Nose resistant−to−fluoxetine protein, N−terminal

−2 −1 0 1 2
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nhr−171

nhr−106

nhr−158

nhr−28

nhr−46

nhr−283

nhr−214

nhr−288

nhr−187

nhr−233

nhr−118

nhr−119

Y47D7A.3

nhr−71

nhr−9

nhr−223

nhr−88

nhr−282

nhr−276

nhr−198

Y67D8B.2

nhr−281

nhr−124

nhr−268

nhr−209

nhr−242

nhr−248

ZK1037.13

nhr−166

nhr−278

nhr−217

dpr−1

nhr−33

nhr−285

nhr−141

unc−55

nhr−49

nhr−36

nhr−12

nhr−173

nhr−85

nhr−247

nhr−152

nhr−192

nhr−34

nhr−262

nhr−277

nhr−22

nhr−67

nhr−6

nhr−132

nhr−180

nhr−13

nhr−4

nhr−253

nhr−5

fax−1

nhr−53

nhr−221

nhr−199

nhr−255

nhr−39

sex−1

nhr−76

nhr−66

nhr−86

nhr−185

nhr−254

nhr−19

nhr−206

nhr−21

nhr−175

nhr−134

nhr−99

nhr−90

nhr−122

nhr−101

nhr−32

nhr−116

nhr−10

nhr−207

nhr−68

nhr−147

nhr−153

nhr−270

nhr−150

nhr−3

nhr−208

nhr−129

nhr−260

nhr−109

nhr−136

nhr−60

nhr−120

nhr−25

nhr−77

nhr−241

nhr−26

nhr−174

nhr−157

nhr−159

nhr−70

nhr−84

nhr−1

nhr−23

nhr−78

nhr−31

nhr−269

nhr−138

nhr−167

nhr−287

nhr−15

nhr−11

nhr−95

nhr−222

nhr−51

nhr−258

daf−12

nhr−272

nhr−189

nhr−45

nhr−232

nhr−62

nhr−37

nhr−149

nhr−197

nhr−154

nhr−231

nhr−65

nhr−286

nhr−256

nhr−87

nhr−238

nhr−130

nhr−69

nhr−40

nhr−137

nhr−142

nhr−228

nhr−103

nhr−100

nhr−181

nhr−108

nhr−176

nhr−121

nhr−243

nhr−135

nhr−20

nhr−170

nhr−80

nhr−41

nhr−280

nhr−64

ZK418.11

nhr−274

nhr−188

nhr−27

nhr−54

nhr−61

nhr−186

nhr−183

nhr−146

nhr−35

nhr−8

ZK418.10

nhr−196

nhr−216

nhr−140

nhr−182

nhr−204

nhr−125

nhr−104

nhr−52

nhr−252

nhr−105

nhr−92

nhr−79

nhr−193

nhr−205

nhr−123

nhr−273

nhr−97

nhr−168

nhr−14

nhr−57

nhr−47

nhr−230

nhr−17

nhr−114

nhr−172

nhr−16

nhr−98

nhr−226

nhr−148

nhr−91

Nuclear hormone receptor, ligand−binding
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nhr−116
nhr−10
nhr−207
nhr−147
nhr−153
nhr−205
nhr−237
nhr−59
nhr−150
nhr−270
nhr−155
nhr−60
nhr−163
nhr−202
nhr−40
nhr−130
nhr−142
nhr−44
nhr−143
nhr−273
nhr−97
nhr−129
nhr−260
nhr−109
nhr−136
nhr−69
nhr−251
nhr−120
nhr−63
nhr−25
nhr−103
nhr−100
nhr−228
nhr−208
nhr−127
nhr−3
nhr−68
nhr−43
nhr−159
nhr−157
nhr−131
nhr−213
nhr−87
nhr−238
nhr−170
nhr−80
nhr−41
nhr−280
nhr−177
nhr−232
nhr−154
nhr−162
nhr−231
nhr−65
nhr−201
nhr−16
nhr−172
nhr−226
nhr−45
nhr−62
nhr−37
nhr−275
nhr−269
nhr−138
nhr−149
nhr−30
nhr−197
nhr−286
nhr−256
nhr−227
nhr−108
nhr−194
nhr−176
nhr−137
nhr−219
nhr−115
nhr−135
nhr−20
nhr−145
nhr−125
nhr−225
nhr−104
nhr−94
nhr−203
nhr−186
nhr−112
nhr−52
nhr−190
nhr−181
nhr−178
nhr−47
nhr−139
nhr−121
nhr−168
nhr−220
nhr−123
nhr−98
nhr−179
nhr−57
nhr−14
nhr−230
nhr−17
nhr−114
nhr−158
nhr−28
nhr−210
nhr−233
nhr−118
nhr−81
nhr−106
nhr−9
nhr−166
nhr−161
nhr−288
nhr−89
nhr−165
nhr−11
nhr−222
nhr−214
nhr−242
nhr−95
nhr−198
Y67D8B.2
nhr−169
nhr−278
nhr−217
dpr−1
nhr−171
nhr−261
nhr−248
nhr−283
nhr−257
nhr−271
nhr−33
unc−55
nhr−49
nhr−36
nhr−247
nhr−199
nhr−267
nhr−264
nhr−215
nhr−223
nhr−88
nhr−55
nhr−282
nhr−132
nhr−180
nhr−133
nhr−13
nhr−4
nhr−56
nhr−117
nhr−218
nhr−110
ZK418.11
nhr−64
nhr−58
nhr−252
nhr−8
nhr−50
nhr−105
nhr−92
nhr−204
nhr−193
nhr−70
nhr−84
nhr−1
nhr−23
nhr−277
nhr−22
nhr−285
nhr−141
nhr−78
nhr−31
ZK418.10
nhr−196
nhr−167
nhr−164
nhr−124
nhr−268
nhr−287
nhr−15
nhr−51
nhr−258
daf−12
nhr−272
nhr−189
nhr−276
nhr−209
nhr−111
nhr−126
nhr−128
nhr−46
nhr−281
nhr−184
nhr−54
nhr−61
nhr−102
nhr−243
nhr−216
nhr−140
nhr−182
nhr−274
nhr−188
nhr−27
nhr−183
nhr−146
nhr−35
nhr−77
nhr−241
nhr−75
nhr−174
nhr−26
nhr−253
nhr−255
nhr−72
Y47D7A.3
nhr−71
nhr−6
nhr−152
nhr−192
nhr−34
nhr−82
nhr−119
nhr−5
nhr−262
nhr−12
nhr−173
nhr−85
nhr−187
nhr−86
nhr−39
nhr−66
sex−1
nhr−76
nhr−185
nhr−53
nhr−221
nhr−284
nhr−254
nhr−42
nhr−19
nhr−206
nhr−21
nhr−175
nhr−134
nhr−99
nhr−18
nhr−96
nhr−90
nhr−122
nhr−107
nhr−212
nhr−195
nhr−211
nhr−79
nhr−101
nhr−32
nhr−113
nhr−74
nhr−265
nhr−244
nhr−235
nhr−148
nhr−91
nhr−234
nhr−245
nhr−259
nhr−73

Nuclear hormone receptor, ligand−binding, core
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cey−2

cey−3

BE0003N10.1

nrs−1

emb−5

rpl−2

cey−4

F59A3.6

ZK856.11

krs−1

mcm−2

mcm−3

mcm−7

ZK973.1

mcm−6

mcm−5

lig−1

mcm−4

iff−2

T03D8.2

sdz−24

C06G3.8

rpb−8

Y37E3.10

mtss−1

F56B3.8

rpb−7

drs−2

lig−4

lin−28

Y66D12A.23

D1007.8

mrs−1

mog−5

iff−1

H06H21.3

rpa−1

let−716

rps−23

cey−1

drs−1

rpa−2

R03H10.7

rps−11

R03H10.6

rps−28

Nucleic acid−binding, OB−fold
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nrs−1

drs−1

drs−2

Y66D12A.23

rpa−1

R03H10.6

krs−1

sdz−24

C06G3.8

Nucleic acid binding, OB−fold, tRNA/helicase−type
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F16H11.3

ent−3

C47A4.2

F44D12.9

F36H2.2

ent−2

ent−1

Nucleoside transporter

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

spn−4

cpb−2

daz−1

rnp−8

ZK616.1

F07F6.1

mel−47

cpb−3

Y65B4A.1

asd−1

tdp−1

W04D2.6

K08F4.2

EEED8.4

R05D3.8

Y82E9BR.2

R09B3.2

rsp−2

C02B10.4

C18A3.5

rsp−5

cpb−1

aly−3

cyn−13

T08B2.5

rsp−7

hrp−1

psf−1

EEED8.12

drr−2

rsp−1

unc−75

pab−1

ncbp−2

C27H5.3

C25A1.4

ztf−4

rsp−3

rsp−6

hrpf−1

T11G6.8

C14B1.10

ntl−4

F32B4.4

rnp−7

nrd−1

rnp−1

rsp−4

F29C4.7

K07H8.10

rsp−8

R09B3.3

Y37D8A.21

F58B3.7

T08B6.5

uaf−2

H05C05.1

rbd−1

smg−4

C07H6.4

Y46G5A.13

B0035.12

cfim−2

Y106G6D.7

Y57G11A.5

aly−1

sym−2

eif−3.G

etr−1

F11A10.7

ptb−1

pab−2

R06C1.4

mec−8

rpl−25.2

C50D2.5

rnp−4

rnp−3

tag−310

C50B8.1

exc−7

pabp−2

rps−24

rpl−25.1

C07A4.1

din−1

sup−12

fog−1

msi−1

fox−1

uaf−1

hrp−2

R05H10.2

hrpf−2

T04A8.6

C44B7.2

rnp−5

C44E4.4

H28G03.1

unc−26

Y57G11C.9

Y55F3AM.3

rnp−6

cpf−2

sqd−1

H24K24.4

B0336.3

C30B5.4

sig−7

set−2

T07F10.3

acin−1

Y79H2A.4

EEED8.10

rnp−2

tag−262

Nucleotide−binding, alpha−beta plait

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

grd−7

ZK455.5

F53F4.7

Y51H7C.12

C26C6.4

F49C12.1

F49C12.3

F28G4.2

F41C3.11

Y57G11C.31

F28G4.4

Y48E1B.8

Nucleotide−diphospho−sugar transferase
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grd−7

ZK455.5

F53F4.7

Y51H7C.12

C26C6.4

F49C12.1

F49C12.3

F28G4.2

F41C3.11

Y57G11C.31

F28G4.4

Y48E1B.8

Nucleotide−diphospho−sugar transferase, predicted
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B0212.4

srf−3

K06H6.3

F44C8.7

C03H5.2

F15B10.1

C29H12.2

ugtp−1

ZK896.9

ZC250.3

Nucleotide−sugar transporter
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smg−5

dis−3

smg−6

ZK1248.15

F30A10.9

Nucleotide binding protein, PINc
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pap−1

F43G6.5

T15H9.6

mut−2

gld−4

Nucleotidyl transferase domain
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pap−1

F43G6.5

T15H9.6

mut−2

gld−4

Nucleotidyltransferase domain
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ndx−1

ndx−4

ndx−6

ndx−8

ndx−2

dcap−2

Y92H12BL.5

ndx−7

C50F4.16

idi−1

ndx−9

NUDIX domain
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ndx−3

ndx−4

ndx−1

ndx−6

ndx−8

ndx−2

dcap−2

Y92H12BL.5

ndx−7

C50F4.16

idi−1

ndx−9

NUDIX hydrolase domain
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ndx−3

ndx−4

ndx−1

ndx−2

dcap−2

Y92H12BL.5

ndx−9

NUDIX hydrolase, conserved site
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F53B3.2

Y40B10A.7

Y40B10A.6

Y32B12A.3

C01B10.8

Y40B10A.2

C38D4.9

O−methyltransferase, family 3
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nrs−1

drs−1

drs−2

Y66D12A.23

rpa−1

R03H10.6

krs−1

sdz−24

C06G3.8

OB−fold nucleic acid binding domain
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F47E1.2

K02G10.5

Y32F6B.1

F21G4.1

F53B1.8

Y70G10A.3

F47E1.4

Organic Anion Transporter Polypeptide (OATP) family
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F47E1.2

K02G10.5

Y32F6B.1

F21G4.1

F53B1.8

Y70G10A.3

F47E1.4

Organic anion transporter polypeptide OATP
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otpl−3

otpl−1

otpl−6

otpl−7

otpl−4

otpl−2

otpl−8

Otopetrin
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duo−2

duo−1

F21D5.2

duo−3

Y50C1A.1

B0546.2

OTU−like cysteine protease
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duo−2

duo−1

F21D5.2

duo−3

Y50C1A.1

B0546.2

Ovarian tumour, otubain
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tag−165

emb−8

T05H4.5

fre−1

Y52B11A.3

T05H4.4

Oxidoreductase FAD/NAD(P)−binding
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tag−165

emb−8

T05H4.5

fre−1

Y52B11A.3

T05H4.4

Oxidoreductase NAD−binding domain
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C14E2.4

egl−9

phy−4

Y51H7C.5

C14B1.10

B0564.2

F09F7.7

phy−3

phy−2

dpy−18

Oxoglutarate/iron−dependent oxygenase
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pak−1

T23G5.3

ark−1

wsp−1

F09F7.5

max−2

pak−2

P21−Rho−binding domain
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R13.2

C09G9.7

F48B9.5

pax−3

pax−1

egl−38

pax−2

Y53C12C.1

F21D12.5

vab−3

Paired box protein, N−terminal
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pak−1

T23G5.3

ark−1

wsp−1

F09F7.5

mrck−1

max−2

pak−2

PAK−box/P21−Rho−binding
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R07A4.4

cutl−27

F48C5.2

cutl−18

F52C9.5

cutl−17

B0361.9

C07G1.2

T05B9.2

C34C12.7

C30H6.5

C16D9.1

F32B4.8

cutl−28

H42K12.3

let−653

noah−2

noah−1

ZC449.2

T26C5.2

ZC449.1

H03E18.1

PAN−1 domain
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F38A1.11

Y26D4A.2

Y44A6B.3

clec−176

clec−188

Y73F8A.22

C18A3.11

clec−120

clec−226

T02G6.7

clec−253

C31B8.2

E03H12.9

clec−256

clec−134

Y116A8C.1

T07D3.2

F54D12.8

clec−250

F29D10.3

F22B3.10

Y77E11A.8

Y110A2AL.5

clec−191

F13A2.6

clec−263

K04H8.2

clec−177

Y39A3A.2

F29A7.8

Y17D7B.5

clec−171

clec−252

clec−189

clec−107

clec−113

C27C7.5

F54D12.1

clec−262

clec−112

clec−251

F22B3.7

M199.7

clec−257

F10A3.11

clec−115

Y73F8A.23

clec−194

F11D11.6

F38A1.15

clec−195

clec−111

clec−254

C50E3.2

F54D12.10

F54D12.7

clec−255

clec−102

F29A7.3

clec−116

E03H12.4

PAN−3 domain
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clec−176

clec−188

Y73F8A.22

C18A3.11

clec−120

Y17D7B.5

clec−226

T02G6.7

E03H12.9

clec−256

clec−195

C31B8.2

F29A7.3

clec−116

clec−254

clec−250

F29D10.3

Y77E11A.8

Y110A2AL.5

clec−191

F13A2.6

clec−263

F29A7.8

clec−134

Y116A8C.1

T07D3.2

F54D12.8

F54D12.1

clec−252

clec−251

F22B3.7

C50E3.2

F54D12.10

clec−194

F11D11.6

F38A1.15

clec−115

F10A3.11

K04H8.2

Y39A3A.2

Y73F8A.23

clec−262

clec−112

clec−102

F54D12.7

clec−255

M199.7

clec−257

Y26D4A.2

Y44A6B.3

PAN−like domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

R07A4.4

cutl−27

F48C5.2

cutl−18

F52C9.5

cutl−17

B0361.9

C07G1.2

T05B9.2

C34C12.7

C30H6.5

C16D9.1

F32B4.8

cutl−28

H42K12.3

let−653

noah−2

noah−1

ZC449.2

T26C5.2

ZC449.1

H03E18.1

PAN domain

−2 −1 0 1 2
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Y34F4.3

cid−1

mut−2

F31C3.2

gld−2

pup−3

pup−2

gld−4

ZK863.4

PAP/25A−associated

−2 −1 0 1 2
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F53C3.13

T13C5.6

F13E6.5

T28D9.3

T06D8.3

PAP2 superfamily

−2 −1 0 1 2
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W07B8.4

cpr−4

F15D4.4

F57F5.1

cpr−2

Y51A2D.8

tag−329

cpl−1

Y51A2D.1

Y113G7B.15

Y71H2AR.2

Y71H2AM.25

Y40H7A.10

cpz−1

cpr−6

Y65B4A.2

tag−196

cpr−1

R09F10.1

cpz−2

K02E7.10

R07E3.1

F32H5.1

F26E4.3

W07B8.1

cpr−5

cpr−3

Papain family cysteine protease

−2 −1 0 1 2
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Y50E8A.2

F57A10.2

C14A4.8

C15H11.1

K06A5.3

F38H4.6

ssp−32

Y48B6A.5

C35A5.4

ssp−16

T13F2.12

Y116A8A.2

Y23H5A.4

T08G5.8

C25D7.12

K07F5.7

C18F10.9

K08E3.2

F42G2.5

C01G10.14

ssp−9

R08H2.10

Y105C5B.19

C54E10.1

ZC196.2

F58A3.4

vpr−1

M199.2

B0336.11

D2007.2

osm−10

M03E7.1

msp−3

msp−49

msp−76

msp−81

msp−51

msp−55

msp−19

msp−59

msp−56

msp−78

msp−79

C25D7.1

C35E7.9

Y53C10A.15

F13H8.12

ZK688.12

Y41C4A.7

dct−9

Y116A8A.7

F54H5.3

ssp−31

W01B6.4

F13A7.1

T05D4.5

C36H8.1

F36D3.4

K05F1.9

ZK354.7

F36H12.3

F42A9.7

T22B3.3

F55C5.1

F58A6.9

C35D10.11

W03D8.5

Y53F4B.19

F53B6.4

F44D12.5

C10H11.7

ZK1248.17

F58E6.5

ZK1248.4

msp−31

msp−152

Y59E9AR.1

Y59E9AR.7

msp−74

Y59H11AM.1

msp−40

msp−33

msp−36

ZK546.3

msp−50

ZK1307.3

ZK1307.4

ssp−11

F44D12.7

C34D4.3

F52F12.8

R08A2.3

ssp−19

ssp−10

msp−64

W02D9.5

F21H7.5

ZC168.6

F44D12.3

msp−142

msp−63

msp−32

msp−38

PapD−like

−2 −1 0 1 2
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ahr−1

egl−2

hif−1

lin−42

cky−1

aha−1

hlh−34

PAS
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ahr−1

egl−2

hif−1

cky−1

aha−1

hlh−34

PAS fold

−2 −1 0 1 2
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ZK370.4

Y73B6BL.4

C05D11.7

W07A8.2

F47A4.5

B0524.2

M110.7

D1037.5

H23L24.2

D1054.1

C45B2.6

T04B2.5

Patatin−like phospholipase

−2 −1 0 1 2
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ZK370.4

Y73B6BL.4

C05D11.7

W07A8.2

F47A4.5

B0524.2

M110.7

D1037.5

H23L24.2

D1054.1

C45B2.6

T04B2.5

Patatin/Phospholipase A2−related

−2 −1 0 1 2
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ptr−23

ptr−3

ptr−2

ptc−2

ptr−22

ptr−8

ptr−12

ptr−19

ptr−13

ptr−21

ncr−1

ptc−1

ptr−5

ptr−9

scp−1

ncr−2

ptr−24

ptr−17

ptr−20

ptc−3

ptr−11

ptr−14

ptr−6

daf−6

F43D9.1

ptr−1

ptr−18

ptr−10

ptr−15

ptr−4

Patched

−2 −1 0 1 2
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ptr−23

ptr−3

ptr−2

ptc−2

ptr−22

ptr−8

ptr−12

ptr−19

ptr−13

ptr−21

ncr−1

ptc−1

ptr−5

ptr−9

scp−1

ncr−2

ptr−24

ptr−17

ptr−20

ptc−3

ptr−11

ptr−14

ptr−6

daf−6

F43D9.1

ptr−1

ptr−18

ptr−10

ptr−15

ptr−4

Patched family

−2 −1 0 1 2
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ergo−1

C14B1.7

F58G1.1

T23D8.7

R06C7.1

C16C10.3

T22B3.2

tag−76

T22H9.3

sago−2

F55A12.1

prg−2

ppw−1

sago−1

ppw−2

prg−1

csr−1

dcr−1

Y49F6A.1

nrde−3

alg−1

alg−2

F55C9.3

PAZ domain

−2 −1 0 1 2
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rpn−3

F59B2.5

csn−3

csn−4

csn−1

csn−2

C27F2.10

eif−3.E

eif−3.C

rpn−9

cif−1

rpn−6

egl−45

rpn−7

rpn−5

PCI domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

rpn−3

F59B2.5

csn−2

C27F2.10

rpn−6

PCI/PINT associated module

−2 −1 0 1 2
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F30F8.3

C53B4.4

par−3

dsh−2

kin−4

pxf−1

mig−5

T21C9.1

par−6

ZK1321.4

magi−1

F25H2.2

tag−60

C52A11.3

F23C8.13

afd−1

mpz−1

nab−1

Y55B1BR.4

zoo−1

lin−10

dsh−1

ZK849.2

stn−1

lin−7

cnk−1

ZK849.1

lim−8

C50D2.3

C45G9.7

frm−8

lin−2

syd−1

unc−10

Y57G11C.22

let−413

tag−117

C01B7.5

ptp−1

dlg−1

rhgf−1

shn−1

T19B10.5

stn−2

F44D12.1

PDZ domain (Also known as DHR or GLGF)

−2 −1 0 1 2
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T21C9.1

par−6

ZK1321.4

magi−1

ZK849.1

zoo−1

F45E4.3

lin−10

F25H2.2

tag−60

C52A11.3

alp−1

C09G1.4

F23C8.13

afd−1

mpz−1

nab−1

Y55B1BR.4

lin−7

cnk−1

lin−2

syd−1

unc−10

Y57G11C.22

C45G9.7

let−413

tag−117

C01B7.5

dsh−1

ZK849.2

T27F2.2

stn−1

frm−8

ptp−1

dlg−1

rhgf−1

shn−1

T19B10.5

stn−2

F44D12.1

F30F8.3

C53B4.4

par−3

dsh−2

kin−4

pxf−1

mig−5

lim−8

C50D2.3

T21G5.4

C35D10.2

C25G4.6

F44D12.4

PDZ/DHR/GLGF

−2 −1 0 1 2
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F21F8.4

asp−2

C11D2.2

asp−3

F28A12.4

asp−4

F59D6.3

F21F8.2

Y39B6A.24

Y39B6A.22

asp−6

K10C2.3

asp−5

asp−1

ZK384.3

Y39B6A.23

F59D6.2

C15C8.3

Peptidase A1

−2 −1 0 1 2
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hop−1

imp−1

spe−4

imp−2

sel−12

Peptidase A22, presenilin signal peptide

−2 −1 0 1 2
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asp−2

C11D2.2

asp−3

F28A12.4

asp−4

osm−5

F21F8.4

fig−1

ubxn−1

K02F6.1

ttr−57

Y39B6A.24

asp−6

asp−5

asp−1

F54G2.2

cash−1

mfb−1

Peptidase aspartic, active site

−2 −1 0 1 2
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F21F8.4

F21F8.2

asp−2

C11D2.2

asp−3

F28A12.4

asp−4

F59D6.3

asp−6

K10C2.3

asp−5

asp−1

ZK384.3

Y39B6A.23

F59D6.2

Y39B6A.24

K02F6.1

Y39B6A.22

C15C8.3

Peptidase aspartic, catalytic

−2 −1 0 1 2
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F22D3.6

csp−2

csp−1

csp−3

ced−3

Peptidase C14, caspase catalytic

−2 −1 0 1 2
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Y47H9C.15

C08F11.7

csp−2

csp−1

csp−3

ced−3

Peptidase C14, caspase precursor p45

−2 −1 0 1 2
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F16H6.5

M04C9.1

C04E12.6

M04C9.3

M04C9.2

F16H6.4

F16H6.7

W04E12.7

F35F10.6

F35F10.7

Peptidase C15, pyroglutamyl peptidase I−like

−2 −1 0 1 2
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usp−33

C34F6.9

F07A11.4

F35B3.1

E01B7.1

F09D1.1

F59E12.6

H34C03.2

usp−3

H12I13.2

T22F3.2

K02C4.3

cyk−3

T05H10.1

K08B4.5

duo−2

T27A3.2

cyld−1

usp−14

math−33

C04E6.5

duo−1

usp−48

T24B8.7

usp−46

Y67D2.2

duo−3

Peptidase C19, ubiquitin carboxyl−terminal hydrolase 2
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T24B8.7

usp−46

Y67D2.2

duo−1

usp−48

usp−33

C34F6.9

F07A11.4

K08B4.5

E01B7.1

T27A3.2

usp−14

math−33

F59E12.6

H34C03.2

usp−3

H12I13.2

K02C4.3

T05H10.1

Peptidase C19, ubiquitin carboxyl−terminal hydrolase 2, conserved site

−2 −1 0 1 2
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W07B8.4

cpr−4

cpl−1

Y51A2D.1

Y113G7B.15

Y71H2AM.25

Y40H7A.10

Y51A2D.8

tag−329

C32B5.13

C32B5.7

Y71H2AR.2

F15D4.4

F57F5.1

cpr−2

cpz−1

cpr−6

Y65B4A.2

tag−196

cpr−1

R09F10.1

cpz−2

K02E7.10

R07E3.1

F32H5.1

F26E4.3

W07B8.1

cpr−5

cpr−3

Peptidase C1A, papain
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W07B8.4

cpr−4

cpl−1

Y51A2D.1

Y113G7B.15

Y71H2AM.25

Y40H7A.10

Y51A2D.8

tag−329

C32B5.13

C32B5.7

Y71H2AR.2

F15D4.4

F57F5.1

cpr−2

cpz−1

cpr−6

Y65B4A.2

tag−196

cpr−1

R09F10.1

cpz−2

K02E7.10

R07E3.1

F32H5.1

F26E4.3

W07B8.1

cpr−5

cpr−3

Peptidase C1A, papain C−terminal
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clp−6

clp−2

tra−3

Y53H1B.6

W04A4.4

W05G11.4

T11A5.6

clp−4

clp−1

clp−7

H25P06.4

F44F1.3

clp−3

F47F6.9

Peptidase C2, calpain family
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clp−6

clp−2

tra−3

Y53H1B.6

W04A4.4

W05G11.4

T11A5.6

clp−4

clp−1

clp−7

H25P06.4

F44F1.3

clp−3

Peptidase C2, calpain, catalytic domain
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clp−3

clp−6

tra−3

clp−7

clp−1

clp−4

Peptidase C2, calpain, domain III
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clp−3

clp−6

clp−2

tra−3

clp−7

clp−1

clp−4

Peptidase C2, calpain, large subunit, domain III
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wrt−8

wrt−6

wrt−4

grd−2

qua−1

wrt−1

Peptidase C46, hedgehog protein
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wrt−7

grd−11

wrt−8

wrt−6

wrt−4

wrt−1

grd−2

grd−1

qua−1

Peptidase C46, hedgehog protein, hint region
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ulp−3

ulp−5

ulp−1

ulp−2

ulp−4

Peptidase C48, SUMO/Sentrin/Ubl1

−2 −1 0 1 2
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Y71H2AM.11

pes−9

C44E12.1

C10C5.4

C10C5.3

C10C5.5

C06A6.4

Peptidase dimerisation domain
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T12E12.6

AC3.5

Y42A5A.1

mnp−1

Y53F4B.20

Y67D8C.9

VB0395L.1

F49B2.6

F47B8.6

C42C1.11

pam−1

T16G12.1

R03G8.4

taf−2

T07F10.1

ZC416.6

R03G8.6

Peptidase family M1
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F09D12.2

nep−2

ZK1248.1

F54F11.2

T28A11.17

F42G10.1

F19C6.4

F18A12.3

Y116A8C.5

F18A12.8

T25B6.2

T20D4.9

T20D4.8

C17B7.8

ZK970.1

T28A11.20

C17B7.10

F26G1.6

F45E4.7

T16A9.4

Y19D10B.6

nep−1

F40B5.3

Y116A8C.4

F12A10.4

T06D4.4

F18A12.1

F18A12.5

F39E9.4

C49D10.10

T06D4.3

K02F6.9

F18A12.6

F18A12.4

F40B5.1

C53B7.7

Peptidase family M13
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Y71H2AM.11

B0495.7

pes−9

C44E12.1

C10C5.4

C10C5.3

C10C5.5

C06A6.4

Peptidase family M20/M25/M40
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Y39A3B.1

C44B7.11

C35C5.2

R57.1

C35C5.11

nra−2

H27A22.1

B0495.7

Peptidase family M28

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ymel−1

Y73B3A.21

Y108F1.1

ppgn−1

spg−7

Peptidase family M41
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F49B2.6

T12E12.6

AC3.5

Y42A5A.1

mnp−1

Y53F4B.20

Y67D8C.9

VB0395L.1

R03G8.4

C42C1.11

pam−1

T16G12.1

T07F10.1

ZC416.6

R03G8.6

Peptidase M1, membrane alanine aminopeptidase
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T12E12.6

AC3.5

Y42A5A.1

mnp−1

Y53F4B.20

Y67D8C.9

VB0395L.1

F49B2.6

F47B8.6

C42C1.11

pam−1

T16G12.1

R03G8.4

taf−2

T07F10.1

ZC416.6

R03G8.6

Peptidase M1, membrane alanine aminopeptidase, N−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C31B8.8

H36L18.1

W09D12.1

adm−2

zmp−1

H19M22.3

T21D11.1

Peptidase M10, metallopeptidase
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C31B8.8

H36L18.1

zmp−1

W09D12.1

H19M22.3

T21D11.1

Peptidase M10A, matrix metallopeptidase
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nas−9

nas−17

nas−19

nas−5

nas−39

nas−24

nas−25

nas−33

hch−1

nas−32

nas−2

nas−18

nas−28

nas−16

nas−31

nas−10

nas−27

nas−1

nas−30

toh−1

nas−12

nas−7

nas−13

nas−8

nas−23

nas−38

nas−36

nas−37

nas−4

nas−3

dpy−31

nas−29

nas−11

nas−14

nas−6

nas−15

nas−22

nas−21

nas−20

Peptidase M12A, astacin

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

tag−275

mig−17

adm−2

adt−2

F27D9.7

sup−17

T19D2.1

gon−1

adt−1

unc−71

Peptidase M12B, ADAM/reprolysin

−2 −1 0 1 2
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47
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adt−2

adm−4

sup−17

adt−1

unc−71

Peptidase M12B, propeptide

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK970.1

F18A12.8

nep−2

T25B6.2

F54F11.2

nep−1

F26G1.6

F45E4.7

T16A9.4

Y116A8C.4

F12A10.4

T06D4.4

F18A12.1

F18A12.5

F39E9.4

C49D10.10

T06D4.3

F18A12.3

Y116A8C.5

K02F6.9

F18A12.6

F18A12.4

Peptidase M13

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

ZK970.1

F18A12.8

T25B6.2

nep−2

F54F11.2

F39E9.6

ZK1248.1

F18A12.3

Y116A8C.5

F26G1.6

F45E4.7

T16A9.4

nep−1

F40B5.3

Y116A8C.4

F12A10.4

T06D4.4

F18A12.1

F18A12.5

F39E9.4

C49D10.10

T06D4.3

K02F6.9

F18A12.6

F18A12.4

F40B5.1

C53B7.7

Peptidase M13, neprilysin

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F09D12.2

F42G10.1

F19C6.4

nep−2

ZK1248.1

F54F11.2

T28A11.17

Y116A8C.5

F18A12.8

T25B6.2

T20D4.9

T20D4.8

C17B7.8

ZK970.1

T28A11.20

C17B7.10

F26G1.6

T16A9.4

Y19D10B.6

nep−1

F40B5.3

Y116A8C.4

F12A10.4

T06D4.4

F18A12.1

F18A12.5

F39E9.4

C49D10.10

T06D4.3

K02F6.9

F18A12.6

F18A12.4

F40B5.1

C53B7.7

Peptidase M13, neprilysin, C−terminal

−2 −1 0 1 2
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47
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F02D8.4

T27A8.1

ZC434.9

F56H1.5

Y71H2AM.25

Y61A9LA.1

R05H10.7

Y47G6A.19

Y59C2A.1

K08E4.7

egl−21

EEED8.6

Y71H2AR.2

Y110A7A.7

F45E1.5

W01A8.6

T06A4.3

Y18H1A.9

R11A5.7

F59A3.1

T06A4.1

Peptidase M14, carboxypeptidase A

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

C02G6.1

Y70C5C.1

mppa−1

C05D11.1

ucr−2.2

mppb−1

C02G6.2

ucr−1

C28F5.4

ucr−2.1

F44E7.4

ucr−2.3

Peptidase M16 inactive domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

C02G6.1

Y70C5C.1

mppa−1

C05D11.1

ucr−2.2

mppb−1

C02G6.2

ucr−1

C28F5.4

ucr−2.1

F44E7.4

ucr−2.3

Peptidase M16, C−terminal

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C02G6.1

Y70C5C.1

mppa−1

C05D11.1

ucr−2.2

mppb−1

C02G6.2

ucr−1

C28F5.4

ucr−2.1

F44E7.4

ucr−2.3

Peptidase M16, core

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C02G6.1

Y70C5C.1

mppa−1

C05D11.1

ucr−2.2

mppb−1

C02G6.2

ucr−1

C28F5.4

ucr−2.1

F44E7.4

ucr−2.3

Peptidase M16, N−terminal

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

C02G6.1

Y70C5C.1

F44E7.4

mppb−1

C02G6.2

ucr−1

C28F5.4

Peptidase M16, zinc−binding site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

Y71H2AM.11

B0495.7

pes−9

C44E12.1

C10C5.4

C10C5.3

C10C5.5

C06A6.4

Peptidase M20

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y71H2AM.11

pes−9

C44E12.1

C10C5.4

C10C5.3

C10C5.5

C06A6.4

Peptidase M20, dimerisation

−2 −1 0 1 2



44 45 46 47

47
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app−1

K12C11.1

W08E12.7

map−1

F53B6.5

map−2

R119.2

W03G9.2

F55A3.3

Y45G5AM.2

Peptidase M24, structural domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

Y39A3B.1

C44B7.11

C35C5.2

R57.1

C35C5.11

nra−2

H27A22.1

B0495.7

Peptidase M28

−2 −1 0 1 2
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47
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ymel−1

Y73B3A.21

Y108F1.1

ppgn−1

spg−7

Peptidase M41

−2 −1 0 1 2
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47
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try−6

T21E12.3

try−7

F25E5.7

try−8

try−9

try−4

try−5

try−10

F25E5.4

try−2

try−3

try−1

F48E3.4

Peptidase S1/S6, chymotrypsin/Hap

−2 −1 0 1 2
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47
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try−1

try−6

try−5

Y44E3A.6

try−2

try−3

fbn−1

Peptidase S1/S6, chymotrypsin/Hap, active site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

C08H9.1

F32A5.3

K10B2.2

Y40D12A.2

F41C3.5

Y32F6A.5

Y16B4A.2

K10C2.1

F13D12.6

Peptidase S10, serine carboxypeptidase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C08H9.1

F32A5.3

K10B2.2

Y40D12A.2

F41C3.5

Y16B4A.2

K10C2.1

F13D12.6

trs−1

Peptidase S10, serine carboxypeptidase, active site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

C06C3.8

F46F5.5

ZK930.6

F19B2.7

C08G5.1

R13H4.6

T23G4.2

Y75B8A.4

Peptidase S16, Lon C−terminal

−2 −1 0 1 2
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47
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try−1

try−6

try−9

try−5

try−10

try−4

try−2

try−3

Peptidase S1A, chymotrypsin

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T05H4.6a

Y54E10BR.5

nra−3

immp−2

che−14

Peptidase S26A, signal peptidase I, serine active site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

F28E10.5

pcp−2

pcp−5

F19C7.4

K12H4.7

F56F10.1

C26B9.5

pcp−3

pcp−4

pcp−1

F19C7.2

Peptidase S28

−2 −1 0 1 2
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rom−1

rom−5

rom−3

rom−2

rom−4

Peptidase S54, rhomboid domain

−2 −1 0 1 2
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aex−5

bli−4

F21H12.6

kpc−1

egl−3

Peptidase S8, subtilisin−related

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T11F8.4

acdh−13

xol−1

bli−4

bbs−8

aex−5

C53A5.11

F21H12.6

F21A3.5

ucr−1

btb−13

wdr−23

F55A3.2

AC3.5

myo−2

egl−3

kpc−1

ida−1

F53B1.6

Peptidase S8/S53, subtilisin, active site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

aex−5

bli−4

F21H12.6

kpc−1

egl−3

Peptidase S8/S53, subtilisin/kexin/sedolisin

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

dpf−6

Y41E3.18

F01D5.8

F01D5.7

dpf−3

dpf−4

dpf−2

pcp−5

dpf−1

Peptidase S9, prolyl oligopeptidase, catalytic domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

tag−196

cpr−1

W07B8.4

cpr−4

K09H11.1

C13E3.1

clp−7

rpl−7

F15D4.4

M142.8

R09F10.1

cpz−2

cpr−5

cpr−3

cpz−1

cpr−6

cpt−5

tra−3

cpl−1

ard−1

clp−4

F57F5.1

cpr−2

cpt−3

W08F4.10

clp−1

F57B10.9

clp−6

Y113G7B.15

Y40H7A.10

ZK1067.2

hum−1

F33G12.3

unc−71

C18H2.4

dhs−5

R07E3.1

F26E4.3

cpt−4

ZC449.1

Peptidase, cysteine peptidase active site

−2 −1 0 1 2
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47
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nas−37

H19M22.3

nas−4

nas−22

nas−21

nas−27

nas−1

nas−30

toh−1

C31B8.8

nas−3

H36L18.1

dpy−31

W09D12.1

nas−29

zmp−1

nas−11

nas−9

nas−17

nas−19

nas−5

nas−39

nas−24

nas−25

nas−33

hch−1

nas−32

nas−2

nas−18

nas−28

nas−16

nas−31

nas−10

nas−12

nas−7

nas−13

nas−8

T21D11.1

nas−23

nas−38

nas−36

nas−14

nas−6

nas−15

nas−20

Peptidase, metallopeptidase

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

F35F10.4

C17B7.5

T20D4.3

C04E12.5

C04E12.4

T20D4.13

Y47H9A.1

W04G5.9

W04G5.5

ZK1053.7

F35F10.1

F35F10.10

Y50D4B.7

W09G12.8

Y50D4B.3

Y50D4B.4

T20D4.4

W04G5.4

png−1

C04E12.10

C17D12.3

T20D4.5

Peptide N glycanase, PAW domain

−2 −1 0 1 2
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47
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B0041.3

F07G11.9

T01C4.1

F43G9.2

F52E1.13

Peptidoglycan−binding lysin domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

B0041.3

F07G11.9

T01C4.1

F43G9.2

F52E1.13

Peptidoglycan−binding Lysin subgroup

−2 −1 0 1 2
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47
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cyn−2

ZC250.5

cyn−6

cyn−1

cyn−3

T22F3.12

cyn−5

cyn−12

cyn−10

sig−7

cyn−15

cyn−16

cyn−8

cyn−11

cyn−7

Y17G9B.4

cyn−9

cyn−13

cyn−4

Peptidyl−prolyl cis−trans isomerase, cyclophilin−type

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

cyn−2

cyn−6

cyn−1

cyn−3

cyn−5

cyn−12

cyn−10

cyn−15

cyn−16

cyn−8

cyn−7

cyn−11

cyn−9

cyn−13

cyn−4

Peptidyl−prolyl cis−trans isomerase, cyclophilin−type, conserved site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

fkb−6

fkb−2

fkb−1

fkb−8

fkb−7

fkb−5

fkb−3

fkb−4

Peptidyl−prolyl cis−trans isomerase, FKBP−type

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T19B10.8

C09D4.4

F17H10.1

lips−15

F32B4.6

R05D7.4

PGAP1−like

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T19B10.8

C09D4.4

F17H10.1

lips−15

F32B4.6

R05D7.4

PGAP1−like protein

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F38B7.3

sos−1

pac−1

F52D10.6

soc−1

F25H2.6

obr−3

unc−31

gap−1

tag−325

cnk−1

tbc−2

cnt−2

tag−77

dkf−2

akt−1

efa−6

obr−1

grp−1

ani−3

tbc−19

cnt−1

ZK632.12

unc−70

vav−1

Y37D8A.25

F10G8.8

max−1

akt−2

K10B4.3

dyn−1

stn−1

unc−112

mig−10

F31D4.5

sma−1

unc−104

exc−5

ani−2

PH domain

−2 −1 0 1 2
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47
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chd−3

ing−3

F33E11.6

set−26

athp−1

Y59A8A.2

F17A2.3

F53H1.4

set−9

rbr−2

set−16

C28H8.9

C11G6.3

lin−59

let−418

zfp−1

nurf−1

K09A11.5

flt−1

T23B12.1

H20J04.2

PHD−finger

−2 −1 0 1 2
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47
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R12G8.1

dgk−2

T24F1.3

dkf−1

dgk−4

pkc−2

lin−45

dkf−2

chin−1

F48G7.10

F48G7.9

rgef−1

unc−13

R11G1.6

dgk−1

pkc−1

dgk−5

vav−1

tpa−1

mrck−1

dgk−3

pkc−3

Phorbol esters/diacylglycerol binding domain (C1 domain)

−2 −1 0 1 2
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B0222.3

W05H5.3

F09G2.3

C48A7.2

B0222.2

B0331.2

Phosphate transporter

−2 −1 0 1 2
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47
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B0222.3

W05H5.3

F09G2.3

C48A7.2

B0222.2

B0331.2

Phosphate transporter family

−2 −1 0 1 2
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F53C3.13

T13C5.6

F13E6.5

T28D9.3

T06D8.3

Phosphatidic acid phosphatase type 2/haloperoxidase

−2 −1 0 1 2
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Y69E1A.5

Y34D9A.1

C56G2.4

F40A3.3

C26B2.8

Phosphatidylethanolamine−binding protein

−2 −1 0 1 2
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47
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Y69E1A.5

Y34D9A.1

C56G2.4

F40A3.3

C26B2.8

Phosphatidylethanolamine−binding protein PEBP

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phosphatidylinositol−specific phospholipase C, X domain

−2 −1 0 1 2
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47
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phosphatidylinositol−specific phospholipase C, Y domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

let−363

vps−34

piki−1

ZC8.6

F35H12.4

age−1

smg−1

atm−1

atl−1

Y75B8A.24

C56A3.8

Phosphatidylinositol 3− and 4−kinase

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

let−363

vps−34

piki−1

ZC8.6

F35H12.4

C56A3.8

smg−1

age−1

trr−1

atm−1

atl−1

Y75B8A.24

Phosphatidylinositol 3−/4−kinase, catalytic

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

let−363

vps−34

piki−1

atm−1

age−1

Y75B8A.24

Phosphatidylinositol 3/4−kinase, conserved site

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

vps−34

piki−1

F35H12.4

age−1

Y75B8A.24

Phosphatidylinositol Kinase

−2 −1 0 1 2
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47
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pho−9

ZK484.6

C52E4.7

F53B6.7

F55A11.11

F09C12.8

K02B2.1

pho−5

T07F12.1

pgam−5

Y110A7A.6

acp−1

acp−6

pho−7

Y18H1A.4

pho−6

Phosphoglycerate mutase family

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phosphoinositide−specific phospholipase C, efhand−like

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phosphoinositide phospholipase C

−2 −1 0 1 2
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47
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Y52B11A.8

F32A5.2

F35C11.5

K03A1.2

F28A10.7

C31H1.5

mlt−7

B0478.3

C07E3.9

C03H5.4

Y69A2AL.2

T21D12.7

F44B9.10

eff−1

H23N18.5

Phospholipase A2, active site

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phospholipase C, phosphatidylinositol−specific , X domain

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phospholipase C, phosphatidylinositol−specific, Y domain

−2 −1 0 1 2
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plc−2

egl−8

pll−1

plc−3

plc−1

plc−4

Phospholipase C, phosphoinositol−specific, EF−hand−like

−2 −1 0 1 2
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47
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F09G2.8

Y51A2D.13

pgs−1

pld−1

T05C3.6

E04F6.4

Phospholipase D/Transphosphatidylase

−2 −1 0 1 2
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acl−13

acl−9

acl−1

acl−7

acl−4

acl−8

acl−6

acl−3

acl−2

F44B9.5

acl−11

acl−14

acl−12

M79.2

acl−5

bus−18

Phospholipid/glycerol acyltransferase

−2 −1 0 1 2
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fasn−1

alh−3

F37C12.3

F16B4.6

Y56A3A.19

Y66D12A.14

C41A3.1

Phosphopantetheine−binding

−2 −1 0 1 2
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Phosphoribosyl transferase domain
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Phosphoribosyltransferase
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pgp−6pgp−7F59E12.1ztf−15ptr−2B0511.11bub−1rga−3T07C4.3vrk−1duo−1hil−4T19H12.2hcp−1ani−2deps−1daz−1inft−2ZK177.8K11G9.3tpxl−1gld−1F58G11.3Y18D10A.11F41G3.6F34D10.4F31E3.4pak−2fzy−1T05B9.1xnd−1dnj−5plk−1ima−2C36A4.5mcm−2hmg−12cdk−1lin−54spd−2W05F2.6C53B4.4F54D11.2ZK863.4C24G7.4T04H1.2F25D7.4K04G7.1car−1clec−139bath−30sra−14D1081.7C35E7.5F40H3.2F02H6.2Y51H7C.3rnp−8Y39E4B.5F36H12.4C55B7.10F15G9.1C02B10.6Y39A1A.24pgl−3nmy−1ifa−4ttr−14ify−1gpd−1cey−3paf−1T25B2.2F35C11.3M05D6.1K07A3.3F21F3.2C35D10.11F42C5.5C31H1.5C03C11.1F13A7.1C36H8.1C14F11.4F49C12.15C04G2.8F32H2.7F44D12.5Y38E10A.17C10G11.9F21H7.5F07A5.2T27A3.4vit−1F32D1.7H02I12.5mex−5egg−5gpd−4cey−2nasp−2F44D12.7ssp−10ssp−11F08H9.2F36A2.10msp−32F44D12.3T06D4.1ssp−19pos−1sip−1C44B12.5vit−6vit−2K11D12.13F14H3.6D1054.10C45B2.1ZK813.7Y62H9A.6ZC395.5F45D11.14F21C10.10T28F4.5M01H9.3F17C11.4gei−7C42D4.1lea−1hsp−12.6F11A5.9tag−260rps−8C24A8.6cct−3T06D8.1T19C3.3W09G12.7T05F1.11H19N07.3F59E11.5C44B7.6F25E5.8B0507.3ced−11F08C6.2C35A11.4T27F6.6C14B9.8C48B6.2T10B11.2B0285.4F13H10.3snf−3ZC449.5T23C6.4C04C11.2K07E3.1pdk−1sdc−2K01C8.1flt−1gspd−1F13G3.10pph−4.1F02E9.1C50F4.14F33A8.6F59F4.3T28C6.7W06H3.3cdf−1pept−1F45E4.11Y73B6BL.31K11H3.3soc−2ZK287.1K10D11.5gosr−2.1F14E5.2Y43F4B.5K09C4.5C34F6.9git−1cyn−8Y37D8A.22bicd−1kcc−2coh−1trxr−1F35H12.5math−41sec−3T05C1.2K09G1.1ncx−4add−2nhr−100Y71H2AL.2Y54F10BM.13T17A3.2C35A11.1F25F8.1C46E1.3F08G12.1klc−2tag−241sulp−1lgc−30F33D4.8T11G6.2C06G1.5nhx−2abl−1cutl−25C23H3.2unc−104F57B7.1ctbp−1F45G2.2abcf−2Y40C5A.1frm−3kin−29Y102A11A.2ifp−1eps−8Y72A10A.1let−413glb−24mrp−1slo−1F46H5.4pqn−34dpy−27F14H3.12T23F4.2ZC328.3lir−3C34D10.2F34H10.3ikb−1F40A3.6F54D10.3coq−4rpl−12C51E3.10mlc−2glb−15F08G12.5skr−5R13H4.2C32D5.1T27D12.1srsx−34C50F4.1F55D12.1Y37A1B.5R10H10.6pqn−24nhr−213Y105C5A.24F09C8.2R05G6.7gyg−1adm−2K06A9.1egl−19sel−7ajm−1spc−1unc−84myo−2Y65B4BR.5inx−1rpl−7Arpa−0act−1ZC455.1T15B12.1arx−1unc−115prdx−2fbxc−52glb−7F49E2.5cpna−1tram−1C18B2.5cas−1ain−1tax−6puf−9T21H8.1Y34B4A.4cey−1F53H10.2F32A7.5lec−1F28B4.3F11G11.5shc−2kcc−1lsy−12daf−16stau−1cct−6T23E7.2Y48B6A.12pme−5scd−1asp−1emr−1toca−1let−75C48E7.11sem−4somi−1ncx−2tag−192F43G6.4unc−51aak−2C06A8.1T05C1.4tag−243aqp−2ceh−45Y46G5A.15T19C3.4C01G8.6glb−13grh−1nhr−35gpd−3F57A8.1T07D4.2C53C9.2T27C4.1C01B12.2fkh−7T19H5.4unc−86K09F5.6ZK1073.1dhcr−7Y55B1BR.5T21G5.6ndx−8M03B6.2C01C4.3elt−3F33H2.3glt−1hbl−1unc−5rps−21rpl−24.1odd−2ZK970.7sek−1ZK994.1F26F2.1W07G1.5atn−1egl−8tag−60K02G10.1klp−8C56G2.7gln−3Y69A2AR.18vhp−1T01G1.2T14E8.1C25D7.12shk−1tct−1R04E5.7srh−203kin−1R13H7.2cts−1mpz−1Y71F9AL.11pde−4clh−4C31H1.7ifc−1nlg−1abts−3M01A8.2C30F12.1mlc−1fbxa−136unc−95pes−22hum−4flr−1unc−50F09F7.5pqn−39ketn−1dnj−29C13B9.3add−1mrp−6hyl−1rps−11rpl−6icd−1F54H12.6T05H10.6F02C12.2C27H6.8dmd−7abts−4F20D6.8asd−2unc−52Y37A1B.172RSSE.2rpt−6K08H10.2sad−1gsp−2K10G9.2qui−1unc−44lev−11sta−1F09C6.3Y38H6C.18zoo−1dys−1plx−2B0416.1Y51H4A.15B0238.10cfi−1tom−1F45E4.3unc−22etr−1F28E10.1VM106R.1tag−257H24G06.1dyn−1alp−1Y45F10B.13dim−1rsd−3let−805eft−4F46G11.1unc−23unc−43inx−10K02B12.7cam−1C33C12.10afd−1atp−2fli−1pde−6C25G6.3R07E5.7let−526pkc−1tre−1H05C05.2msi−1R04E5.8tag−172K02D10.1C09E8.1F09B9.5DH11.5K08C7.4T20D3.11hid−1Y47G6A.18ttll−12Y32G9A.6C37C3.2F53G12.11T22F3.7T24H7.3C02F5.12B0280.13vav−1F40F4.7scm−1B0416.5pdi−3let−767Y73B6BL.30Y37E3.8ceh−48unc−58F32E10.6ttx−7ZK1236.7ccdc−47gcs−1B0361.3Y17G7B.12K07F5.14C18E9.2tag−163mrp−5R11D1.10asp−4unc−45mtm−5png−1dnj−10H19N07.1C18E9.5C15H9.5H17B01.1H03A11.2C01B12.5K09E9.3Y108G3AL.3snf−12tps−1aat−5ztf−12rab−39dyb−1gsy−1Y54F10AL.1amph−1H11E01.3lim−9F40F8.8F33D11.5sulp−4R10E11.5glb−18klf−1Y20F4.2pmk−1R148.2unc−33rpl−22C49A9.2epn−1eif−3.HY110A2AL.13T15B7.15B0252.3inx−16epi−1lin−10esyt−2him−4tag−165jph−1Y37E3.10Y105E8A.25C14H10.2unc−93hum−8tag−208hgo−1C05D10.4rgl−1Y62E10A.13unc−68unc−82nhr−64rcn−1ZK899.1Y43F8B.2F13E9.11atgp−1F39H12.3unc−64R05G9.2dve−1F08B12.4insc−1tps−2F10C1.8ifd−1tbc−18F39B2.8tbc−11B0336.11R90.1unc−112sgca−1ptl−1F42C5.9C16D9.4twk−8F21C10.7mbk−1R11G1.6W05F2.4C39H7.4ptp−1F23F12.13tag−278T28D9.7mig−15K08E7.6unc−96cst−2F57B7.2dlg−1F42G8.5twk−11tap−1F53A10.2itx−1F14B8.6C14H10.3hpl−1atp−5cst−1glb−32C49C3.5amt−4pgp−3tag−341F44A2.5nck−1F37B12.1sma−1ZK909.6D2005.3eor−2nas−11unc−98flp−12F46G10.1spp−4ifa−3K09E9.4T24F1.3rpl−13Y56A3A.6daf−22vab−19frm−2F52G3.1ahcy−1R07H5.8hsp−60kin−2alg−1W08E3.2F13B9.1C06A6.2fozi−1dgn−1ZC123.3snn−1F49E2.2hpk−1ric−19T23G5.6miz−1cnt−1T21C9.3F47B7.7ZK512.5par−1gbf−1erm−1atx−2daf−15T27A3.2hecd−1pqn−87eel−1mex−1cdc−37K08D12.3hmg−1.1vig−1pod−2rpn−1catp−1zyg−8Y41D4A.5Y55B1AR.2ima−3lin−37ape−1ZK973.2ptc−1K01G5.5lin−9tbc−17C49H3.9dcp−66F27C1.6spk−1Y48G1A.4byn−1T10B5.3csn−6str−76clec−251R08E5.4gei−15trap−1unc−87tag−303rps−2klp−12sqd−1F46H5.3clp−4T28D9.1T22B11.4nac−1C53D6.7Y11D7A.3T03D3.5F13C5.2ZK470.2pptr−1mai−2F56H9.2let−19spat−3gpb−1tpa−1ztf−7myo−5ptr−5F23F1.5alg−2glh−1dcr−1F39F10.2rrf−3mrs−1suf−1acl−6prmt−5rpb−2C18H9.3tag−214T12A2.8catp−6hgrs−1F54C9.9C10G8.8dnc−1ZK177.2C01F1.1spt−5Y54E10A.11F38A1.8T08A11.1ain−2ntl−4C56G2.1mrck−1F01G12.6tfg−1H28G03.2C07H6.2F49C12.11Y37E3.11Y75B8A.31psa−1F59B2.2vpr−1F39C12.1sec−24.1mel−32D1005.1R148.3mog−4C35A5.3K01C8.7mfap−1C49A9.9gcy−28B0336.3Y40B1A.3Y92H12BL.1acy−1erp−1mac−1aat−9F46H5.2T27F2.2haf−6rme−6aco−1C13A10.1hmt−1tag−144ifg−1T02G5.7frm−8F16B12.6F32E10.2H18N23.2sel−2pkc−3pssy−1B0336.13tag−340Y37H9A.3icl−1C46F11.4Y47H9C.8unc−70cyk−3F43G9.12T05H10.1C55A6.9F20D12.2C17G10.1R05H10.2C30F12.2Y32H12A.8lin−35apd−3F09D1.1Y48A5A.1acl−4ark−1smg−7unc−61hsf−1C26E6.12ZK643.5M04B2.2syp−2mys−4F37D6.2spr−5fcp−1tag−232F48E8.2mog−5F55F8.9twk−12K11B4.2pap−1Y6D1A.1C32E8.5toe−1top−1gfi−3dog−1pro−2dnj−17eea−1ipla−1R05D11.6B0495.2bpl−1B0001.3F13B12.1Y67H2A.2Y39E4B.7set−2D2030.3Y25C1A.8cir−1Y44E3A.4spr−3ddx−23vps−54C44E4.7Y32H12A.2F49E8.7pgp−14F53F8.4Y75B8A.3Y48G9A.9C43H8.2F46H5.7gtl−1aakb−2rmd−2ifb−2K10C8.3ntl−2T20B12.7F54D11.4brp−1unc−54T12D8.8cls−2feh−1T20B5.2K03B4.2T26C5.4C34E7.3catp−3ifd−2C34F11.3F42C5.10C46H11.2F53B3.3C28C12.12act−5cct−4cid−1C09D4.4ulp−2W08E12.7F09F7.3pgp−9cmk−1kcnl−1Y54G2A.26T28D6.5C26B9.1mtk−1tbc−2Y48E1C.1sax−2ZK121.2nhr−49T12G3.7W02D3.4rnp−5F10E9.3F09G2.9efk−1mca−3pqn−85nhr−1csnk−1F40F11.2F57C7.1ten−1atg−2sdc−3F21F3.7ced−6Y42G9A.4Y48E1A.1larp−1par−6F47B10.2F32D8.5hlh−30egl−44F25H2.5unc−75rpl−34srh−173rps−12gck−4C11H1.8unc−16B0035.11K07A12.4Y95B8A.7F32B6.2F53F4.14rnp−6D1069.3T22B11.3Y39A3CL.7H27M09.1Y51H1A.2efl−2gei−4rps−19Y108G3AL.2F43G9.2ZK484.3lin−14zfp−1C25H3.8pqn−38F18C12.3ran−2Y106G6D.7mel−46rack−1smi−1T04A8.6T22B11.5Y71H10A.1C44E4.4rpa−2T25F10.6Y71F9AL.9dyci−1kqt−3C28H8.3sym−4dyf−14F33G12.5aldo−2rpl−19F42G9.1Y59A8A.3seu−1T09B9.4Y18D10A.1M03C11.8fem−2ptp−2R06F6.8K07E8.7pfs−2F26E4.4ppk−1C36E8.1D1037.1akt−1inx−7W03G9.8F23A7.5imp−3sea−2F28C1.3clh−1cal−5T12E12.1C49F8.2Y32B12C.1lec−2tbc−19Y17G7B.18Y44E3A.6ZK524.4rpl−4set−16frl−1F41B4.1lin−15BH10D18.6rgs−7C32E8.11ire−1C37H5.5catp−5W05E10.1F20D1.4C44E4.5smn−1D2089.3C35C5.6R05F9.6dpy−28pqn−41F40F9.7dpy−21hrpf−1Y55B1BR.3ubxn−2Y40B1B.8M88.5pqn−59let−418C09F9.3T01G1.3eif−3.Cdnj−19F07F6.4Y46G5A.18ccr−4ZK829.7ZK185.1lin−49frm−4mep−1T24G10.2T11G6.5Y75B8A.24F59A3.4paqr−2nhx−4W05B5.1lin−40Y45G5AL.1egl−4kin−25hum−7F57B10.3ifc−2F10G7.10rgs−6rsp−3lmn−1T18D3.6tkt−1iffb−1rsr−1pqn−21C15H9.4lpin−1Y108G3AL.7klp−18gsk−3C44E4.1nol−5F08F8.2cnt−2B0261.1C28H8.9lig−4rme−4F28D1.1M01B12.4C01G6.5C08B6.7cle−1D2092.5npp−16fipp−1uba−1C24G6.8npp−10rad−23M106.4E01A2.4F01F1.1ppfr−1hcf−1K07C5.6C07H6.4F53F4.11F58B3.4R05D11.4T06E6.1T19C3.1reps−1ufd−2ehbp−1F17C11.9Y87G2A.1ess−2rad−54ZK353.1R02D3.4sav−1jac−1F46E10.10ral−1F55F8.2Y39B6A.9R151.2K08E4.7C50C3.2pps−1B0464.2K07C5.4F54D8.6Y41E3.7C23G10.8ZK1127.6fib−1egl−45F19F10.9Y17G7B.17F36D4.5wnk−1F29C4.7E01A2.2emb−5rsp−4smg−3Y56A3A.22pis−1tam−1gei−17mel−11C12D8.1cyl−1F26B1.2B0001.5pxf−1ZK632.2pct−1skn−1rict−1let−502F25H2.6K08E3.4Y39G10AR.17sna−1C18E3.5W02G9.3rbg−2ZC262.3Y51F10.10ubc−6M04F3.5tbc−9Y32G9A.8T08G11.1fzr−1T05H10.7thoc−2hrp−1cey−4rsp−7Y71H2AM.17sut−2mpk−1tag−153pqe−1Y75B8A.8frm−1sax−7pyk−1sop−3tat−1tcer−1lfi−1farl−11smk−1math−33unc−11Y111B2A.9T05F1.4nhr−249F20H11.1C34C12.2cyn−4T26A8.4rop−1cdk−2aspm−1B0001.8D2092.1fbxc−37srh−190D2045.2dnj−25pus−1ife−1T09B4.7lim−8F08D12.1let−858dao−5H04D03.3W07G4.3C27F2.8F20G4.2T08B2.5Y77E11A.7C25H3.6ntl−3rle−1wve−1cnk−1pcf−11H34C03.2Y39G10AR.18set−9ZK1067.2Y24D9A.1chk−2obr−1H01G02.4numr−2C08H9.2spat−2pmp−5F29G6.3Y71H10B.1R05F9.1pkc−2sulp−6unc−31obr−3F48A9.1smg−6unc−89ZK418.9nol−1tba−1W08A12.1C46A5.6Y97E10AR.6R31.2csn−5K08F4.2C14C10.5H05C05.1eft−3srs−2F25B3.4F36A2.12cnp−2sun−1spd−5hmg−4R08D7.1hcp−4T24B8.7gld−4dgk−4H28O16.2T24D1.2F26H9.2Y74C9A.4edc−3Y37D8A.11set−26crml−1T12E12.2npp−19F46B6.5C06E1.9hdac−6F39G3.3tdc−1pqn−45tag−182Y51H1A.1F21D5.2icp−1hoe−1R04F11.3sna−2T09A5.8T26A5.5mcm−4gck−1C05D11.7T07C12.14pop−1B0524.6F53F8.5Y50D4C.5uba−2C25H3.11srh−286srw−61F30F8.3san−1smc−4athp−1Y54G2A.3Y39E4B.2F26F2.7Y53C10A.6T06A10.4C02B10.2capg−1ZK370.4him−6C08C3.4ubxn−3cyk−4rga−4cgp−1par−3hsp−43F28C1.1dcaf−1pptr−2R11A8.7Y69A2AR.1F10C5.2F12F6.1F55C12.5C06A5.3Y106G6A.2pde−2R102.5T28B11.1mtm−3K08E3.5K08F8.1F56C9.10F16A11.1ZC434.9mbk−2T09E8.1tag−332max−2dab−1F53C11.4F52E1.13ret−1stam−1clr−1ehs−1egl−27tlk−1top−2plk−2klp−7wip−1T24H10.1hsr−9F22G12.5pod−1K10C3.2kin−4unc−57T04F3.1acs−4C10E2.6psa−4ppfr−2W04D2.6T23G5.2F25H8.2rad−26lst−3smu−2smr−1cul−4Y39B6A.37F52C9.7E04D5.1mel−28ssp−16F18A1.6htp−3C27B7.5aap−1nhl−2W09G3.6npp−9srgp−1F54A3.6lin−36Y73B3A.1Y38E10A.6nos−3C34G6.1Y41E3.11F59E12.9ani−1nrd−1spd−1gld−2Y14H12B.1T22F3.3K10H10.1hmp−1mut−16nra−1npp−7B0464.6gad−1Y59A8A.2C32A3.3unc−59npp−4rsd−2F33E11.6Y47G6A.4ceh−38tag−298usp−46sel−5dcap−2F36A2.13rha−2thoc−1teg−1C41H7.4lst−4cit−1.1ekl−4Y43F11A.1vha−7itsn−1pot−1ZK1098.1EEED8.16ZK652.6F25B3.6pcaf−1lin−65clh−6hda−3K06A5.1unc−34F44E2.7zyg−9Y111B2A.24ppfr−4fbxb−59pqn−20cids−2T16H12.11ZK1067.3T12F5.1C36B1.8C06A5.1ulp−1K02B12.5F10C2.4polq−1F52B5.3C16A11.2C34E10.8patr−1dpl−1Y55F3BR.8ced−2W04A8.6npp−14ztf−8pbrm−1met−1R10E4.11M03C11.3rec−8cash−1C10C5.1Y67D2.7F17A9.2mdf−1T08A11.2npp−21K08E7.1Y20F4.4num−1K07H8.10F40G12.2B0041.8Y42H9AR.4lig−1Y48C3A.12T20F5.6lem−2rfc−1efa−6mat−1lin−13act−2cdl−1B0365.1kin−18W07A8.2rsp−8K10H10.4C54D10.10ptr−23F13H6.1Y66D12A.13npa−1Y56A3A.7pmp−4rpl−32ZC123.4mca−1F53C3.3myo−3bam−2kin−3B0272.3Y48B6A.6C44B7.10sax−1R06C1.6tat−4W07E11.1C06H5.7tmbi−4aakb−1W05H9.1tag−343Y32H12A.4T28D9.3C18B2.3Y111B2A.8tag−18B0457.6ZC247.1ZK632.9Y54E10A.16unc−108clic−1ZK1058.9tnt−3cpg−8ZK355.3K01A2.10tag−310nhr−32Y55F3AR.2mup−4F54C9.3F28F5.6F55D12.2hmit−1.3T22F3.11F23F12.12F54B8.4oig−3ZK688.2atg−13sfa−1C17D12.7Y51F10.11lin−7K11D2.4C15C6.3K01A2.4tac−1Y53G8AR.9Y55F3BL.2W06E11.1clec−252nhr−6frm−10K07H8.11F42G8.8C06A12.3R09E10.5Y104H12D.3nhr−173M02D8.4skr−1Y34D9A.8T22F3.8cbp−1atg−16.2Y55F3AM.9nhr−46ZK632.4nhr−26tag−80sir−2.1H40L08.3ric−8H35B03.1snap−1lin−52evl−14JC8.7riok−3R02F11.3lin−26vps−26acin−1tag−168pqn−22D2085.5atg−7ceh−44ZK688.5crh−1lin−28cua−1B0511.14R04A9.7mcd−1pqbp−1.1cdk−7T24B8.2plp−1Y75B8A.13rrt−1pde−3pqn−80T13H5.1abts−1T27E7.6EEED8.10T04B8.5shc−1cogc−4Y105E8A.24eft−2let−363pqn−65unc−73tbc−8pll−1rps−6F07C6.4Y39D8B.1rsp−1rbc−2pqbp−1.2K08H10.3nhr−119B0361.4wts−1ccdc−55sre−44Y52B11A.10Y41E3.10bec−1scp−1C24G6.6Y54G11A.2C02B8.1Y38E10A.20har−1C37A2.7rpl−41F59A2.6uso−1F59A2.2Y71G10AL.1anc−1F54B3.1cyn−16ttn−1T25D3.4skp−1F28B3.4E02H9.3pqn−15pld−1ZK484.4K05C4.5T05A12.3xnp−1R11A5.4twk−24piki−1C16E9.2C07D10.1ZK632.12stim−1Y53G8AR.5rheb−1rps−28Y9C12A.1C16C2.4H14N18.4pnk−1C33H5.18nhr−34Y54E5A.7T07A9.9fln−2ifa−1F13E6.4F46F11.1mboa−2mdt−15C44C10.9ZK131.11ras−1F35B12.9srx−114faah−5mdt−4clec−125drr−2gei−8F09A5.4ucr−2.1clec−128rps−20ZK1321.4F10D7.5nurf−1T12G3.2ant−1.1act−3act−4ZC262.2cyn−7dlk−1magi−1tag−174rpl−31rpl−33rpl−26D2005.6ifb−1T02G6.1cav−2H03A11.1R02E12.5gpdh−2Y55F3AM.13tyra−3Y71A12B.10srxa−1nab−1vab−10cyp−34A6hda−4deb−1sma−9ipp−5pac−1F56C3.3rpl−28gon−2ZC449.3C52D10.12Y47G6A.5K09A9.6fbxa−106Y92H12BM.1lam−2itr−1cpna−2H37N21.1ran−3F47G4.4E02D9.1Y57G11C.9ssp−9ucr−1let−711F32B4.4ers−1F41E6.12nhx−9tag−273F54D1.6pqn−73ptc−3pdi−2Y32F6B.1F11D5.1ZC204.12C18D11.1F13E6.1tth−1C07E3.3F54D5.15M03E7.4C15C7.5T06D8.3Y71H2AM.15M153.3R05G9R.1F41G3.3pyr−1F30F8.5oac−30ZK180.6R74.2F52D1.1T19A5.3nhr−3T16G1.9tag−320dhs−3syd−2Y71G12B.11F52G2.3mua−6ptr−14C28H8.11Y94H6A.10numr−1M03C11.1acy−3F01F1.15C32E12.4dur−1F09B9.4ida−1snt−4egl−15F46C8.3K11D9.3F14D12.1cec−1nsy−4F56C9.8lin−33Y11D7A.14T04B2.3F35C11.6C11H1.3W03B1.2ckb−2ftn−2haf−4T19B10.5K10H10.2ncx−3fbxa−90Y44E3A.3D2023.3syd−1F33G12.6T07A9.12C27H5.2dig−1ric−3CD4.1nsy−7F08F3.10B0207.10AC3.5F44D12.1F59C12.3glb−23T05H10.8C46G7.2nhl−1T09B4.5ztf−6Y67A10A.9F30B5.7R148.5chd−3C45B2.2din−1inx−13F35C12.3F48F5.6tsp−21F40A3.2F40F9.10aly−1Y39C12A.1Y105E8B.7C06A1.2W01C9.2W06B11.1ztf−27acl−5mrp−2rrc−1fbxa−52T22F7.4F42H10.3K11H3.7M04C3.2hsp−16.1C09F5.1F45D3.2K10D6.2F53B3.6far−7F13C5.5Y87G2A.19pan−1F43D9.1hmg−11F32A5.4K04G2.7acbp−3dpy−11cdh−12bus−17F52F10.2dpy−8F46F3.3D1014.5fbn−1dpy−6D1086.3D1014.7clec−180sym−1mlt−11F30A10.2bli−1H03E18.1F09F9.2

Phosphorylation site
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F49C12.7

C29F7.2

D1044.1

F59B1.10

cka−2

E02C12.6

ckb−1

ckb−2

ckb−4

F58B4.5

K09H11.1

kin−3

T16G1.6

C29F7.1

Y11D7A.8

E02C12.9

nhr−246

T16G1.3

F59B1.8

H37A05.2

nekl−4

ckc−1

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

F23C8.8

H06H21.8

ckb−3

F20D6.5

E02C12.10

T16G1.5

E02C12.8

cka−1

Y116A8C.25

Phosphotransferase enzyme family
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feh−1

num−1

dab−1

M88.4

eps−8

F52D10.2

tbc−11

tag−163

lin−10

shc−2

dyc−1

shc−1

ced−6

K11E4.2

R148.5

C11E4.6

jip−1

Phosphotyrosine interaction domain
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feh−1

num−1

dab−1

lin−10

shc−2

dyc−1

shc−1

ced−6

K11E4.2

C11E4.6

jip−1

Phosphotyrosine interaction domain (PTB/PID)
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lst−4

F13E9.1

F25H2.2

piki−1

Y116A8C.26

pld−1

snx−3

snx−6

Y48E1B.14

rskd−1

snx−1

F17H10.3

Phox−like
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pif−1

F52G3.3

Y46B2A.2

F59H6.5

F33H12.6

ZK250.9

Y116F11A.1

F11C3.1

C11G6.2

PIF1 helicase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sago−2

F55A12.1

prg−2

ppw−1

ZK1248.7

R06C7.1

tag−76

ergo−1

C14B1.7

F58G1.1

T23D8.7

C16C10.3

T22B3.2

C03D6.1

M03D4.6

Y49F6A.1

nrde−3

alg−1

alg−2

T22H9.3

ZK218.8

C04F12.1

sago−1

rde−1

prg−1

ppw−2

csr−1

Piwi domain
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F55C5.2

ZC155.4

T22G5.1

F38E9.1

T05H10.7

plc−2

T12B3.3

T09B9.3

plc−3

egl−8

pll−1

K10B3.6

plc−1

plc−4

PLC−like phosphodiesterase, TIM beta/alpha−barrel domain
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ani−2

F59A6.5

F25H2.6

obr−4

F55C12.5

tag−325

cnk−1

obr−3

unc−31

unc−89

gap−1

tbc−2

T04C9.1

cnt−2

tag−77

dkf−2

akt−1

efa−6

Y95B8A.12

grp−1

ani−3

F22G12.5

tbc−19

tag−52

F38B7.3

sos−1

pac−1

unc−73

pll−1

C07B5.4

soc−1

T10B10.3

ani−1

W02B8.2

cnt−1

tag−218

mrck−1

obr−1

rhgf−2

ZK632.12

unc−70

vav−1

pld−1

mtm−5

stn−1

Y37D8A.25

pdk−1

unc−104

akt−2

exc−5

K10B4.3

dyn−1

gap−2

F52D10.6

F42C5.9

mig−10

rga−2

uig−1

unc−112

grk−2

F10G8.8

max−1

dkf−1

rhgf−1

F31D4.5

sma−1

Pleckstrin homology
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F25H2.6

obr−4

frm−1

frm−7

obr−3

unc−31

unc−89

gap−1

sos−1

Y95B8A.12

F38B7.3

tag−52

tbc−2

ran−5

pac−1

shc−2

unc−73

F07C6.4

pll−1

erm−1

dyc−1

R02D3.3

obr−1

mrck−1

rhgf−2

tag−325

unc−34

cnk−1

num−1

T10B10.3

wsp−1

frm−4

M02B7.5

efa−6

akt−1

dkf−2

tag−77

T04C9.1

grp−1

ani−3

npp−9

ani−1

feh−1

dab−1

tbc−19

W02B8.2

cnt−1

M88.4

ani−2

F59A6.5

pdk−1

mtm−5

stn−1

tag−163

lin−10

F52D10.6

cgef−1

soc−1

rog−1

shc−1

Y105E8A.24

nfm−1

ZK632.12

ced−6

unc−70

vav−1

B0280.13

plc−4

akt−2

F10G8.8

max−1

C11E4.6

sma−1

mig−10

rga−2

frm−2

ptp−1

dyn−1

F52D10.2

unc−112

K10B4.3

Y71G12B.11

F31D4.5

rhgf−1

exc−5

uig−1

grk−2

Y37D8A.25

frm−5

ist−1

frm−3

unc−104

jip−1

Pleckstrin homology−type
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plx−2

tag−53

plx−1

smp−1

smp−2

Plexin/semaphorin/integrin
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Y34F4.3

cid−1

mut−2

F31C3.2

gld−2

pup−3

pup−2

gld−4

ZK863.4

Poly(A) polymerase
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ocr−4

cup−5

lov−1

pkd−2

osm−9

C32C4.1

Y48A6B.6

egl−19

unc−2

cca−1

Polycystin cation channel
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ocr−4

cup−5

lov−1

pkd−2

osm−9

C32C4.1

Y48A6B.6

egl−19

unc−2

cca−1

Polycystin cation channel, PKD1/PKD2
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sodh−1

fasn−1

R04B5.6

ZK829.7

M106.3

sodh−2

Y48A6B.9

D2063.1

F56H1.6

mecr−1

F39B2.3

R04B5.5

Polyketide synthase, enoylreductase
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K10H10.6

dhs−8

gale−1

fasn−1

DC2.5

sdz−8

dhs−15

dhs−5

dhs−16

dhs−29

dhs−27

dhs−4

H04M03.3

W01C9.4

dhs−31

C06E4.3

dhs−25

C41A3.1

D1054.8

dhs−3

E04F6.15

F54F3.4

dhs−18

dhs−19

ZK829.1

dhs−20

R05D8.7

dhs−23

F25D1.5

T01G6.1

dhs−21

F28H7.2

dhs−22

dhs−7

R05D8.9

F53C11.3

dhs−28

Y47G6A.21

let−767

Y47G6A.22

F02C12.2

F32A5.8

dhs−30

dhs−6

C06E4.6

F12E12.11

dhs−24

T01G6.10

dhs−14

dhs−17

dhs−1

dhs−11

ard−1

F26D2.15

W03F9.9

dhs−13

Polyketide synthase, KR

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

fasn−1

dhs−28

dhs−11

dhs−25

C41A3.1

Polyketide synthase/Fatty acid synthase, KR
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C01F1.3

dhs−29

F13D11.4

hsd−1

sqv−1

hsd−2

bre−1

gmd−2

dhs−21

hsd−3

gale−1

F53B1.4

Polysaccharide biosynthesis protein
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C01F1.3

dhs−29

F13D11.4

hsd−1

sqv−1

hsd−2

bre−1

gmd−2

dhs−21

hsd−3

gale−1

F53B1.4

Polysaccharide biosynthesis protein CapD−like
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set−16

set−2

set−12

met−1

met−2

mes−4

Post−SET domain
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twk−40

twk−35

twk−3

twk−42

twk−36

unc−58

twk−2

twk−23

twk−9

twk−46

kcnl−2

twk−18

twk−34

twk−26

twk−4

twk−14

twk−21

twk−17

twk−7

twk−24

twk−28

twk−43

egl−23

twk−10

twk−44

twk−31

twk−20

twk−13

sup−9

twk−11

twk−8

twk−29

twk−30

twk−25

K11H3.7

twk−33

twk−12

twk−22

twk−16

twk−37

twk−5

twk−1

twk−45

twk−32

twk−6

Potassium channel, two pore−domain
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K11H3.7

twk−26

twk−17

twk−16

twk−20

sup−9

twk−8

twk−28

twk−7

Potassium channel, two pore, TASK family
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egl−36

C32C4.1

Y48A6B.6

Y55F3C.3

F14F11.1

shl−1

kvs−1

shk−1

F44A2.2

shw−3

exp−2

Potassium channel, voltage dependent, Kv
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B0281.5

T05E12.3

ZC239.15

ZC239.5

F47D12.3

F59F3.6

ZC239.6

D2045.8

ZC239.13

C40A11.3

C40A11.6

ZC239.4

F22E5.6

F22E5.12

shk−1

ZC239.17

ZC239.14

R05F9.1

sdz−35

fbxb−52

C32C4.1

T23B12.6

C40A11.7

C40A11.2

egl−36

C40A11.4

C17F4.8

F22E5.11

ZC239.3

T08G3.13

F14F11.1

shl−1

F22E5.8

tag−303

Y48A6B.6

Y55F3C.3

F18A11.5

ZC239.2

F44A2.2

T23G5.3

kvs−1

VM106R.1

B0281.6

exp−2

K02F6.5

ZC239.16

F46G10.1

F49H12.3

shw−3

Potassium channel, voltage dependent, Kv,  tetramerisation
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egl−36

Y55F3C.3

F14F11.1

shl−1

F44A2.2

shw−3

Potassium channel, voltage dependent, Kv3
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egl−36

C32C4.1

Y48A6B.6

Y55F3C.3

F14F11.1

shl−1

kvs−1

F44A2.2

shw−3

exp−2

Potassium channel, voltage dependent, Kv9
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F38B6.4

pyr−1

pod−2

snn−1

T28F3.5

F32B6.2

pyc−1

pcca−1

Pre−ATP−grasp fold
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pgp−2

pgp−3

pgp−4

pgp−1

pgp−9

pgp−10

Predicted ATPase of the ABC class
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uri−1

pfd−1

F35H10.6

pfd−4

pfd−5

pfd−6

pfd−2

pfd−3

Prefoldin subunit
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C14E2.4

phy−4

egl−9

C17G10.1

phy−3

phy−2

let−268

dpy−18

Prolyl 4−hydroxylase, alpha subunit
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dpf−6

Y41E3.18

F01D5.8

F01D5.7

dpf−3

dpf−4

dpf−2

pcp−5

dpf−1

Prolyl oligopeptidase family
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F15D3.4

R01H2.4

Y57G11C.5

E01G4.5

srp−2

srp−8

srp−7

srt−72

srt−40

plx−1

Y26D4A.9

M01G12.5

srh−252

EEED8.10

B0365.7

srh−248

srh−241

F27B3.5

C31H1.2

srp−6

srp−5

C28G1.2

srp−1

M01G12.2

mek−1

sid−1

B0284.3

srp−3

C49C3.10

Protease inhibitor I4, serpin
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Y26D4A.12

K07A1.6

C53B7.2

C25E10.7

Y69H2.10

T06E6.10

K05F1.10

C25E10.8

B0238.12

C25E10.10

Y69H2.3

T01D3.6

F36H9.4

C09F9.2

swm−1

F32D8.3

C10G8.4

T01D3.3

F53C11.9

isl−1

Protease inhibitor I8, cysteine−rich trypsin inhibitor−like
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rpn−3

F59B2.5

csn−3

csn−4

csn−1

csn−2

C27F2.10

eif−3.E

eif−3.C

rpn−9

cif−1

rpn−6

egl−45

rpn−7

rpn−5

Proteasome component (PCI) domain
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pbs−4

pas−3

pas−5

pas−4

pbs−3

pbs−5

pbs−2

pbs−6

pas−6

pbs−1

pbs−7

pas−2

pas−1

pas−7

Proteasome subunit
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pas−6

pas−3

pas−5

pas−4

pas−2

pas−1

pas−7

Proteasome subunit A N−terminal signature
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pas−6

pas−3

pas−5

pas−4

pas−2

pas−1

pas−7

Proteasome, alpha−subunit, conserved site
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pbs−4

pas−3

pas−5

pas−4

pbs−3

pbs−5

pbs−2

pbs−6

pas−6

pbs−1

pbs−7

pas−2

pas−1

pas−7

Proteasome, subunit alpha/beta
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F20B6.6

Y5F2A.3

Y71G12B.31

T13H5.1

sdf−9

clr−1

cdc−14

Y39A3A.4

Y41D4A.5

ptp−2

C16A3.2

ZK783.5

ZK616.7

M04G7.2

F57H12.5

Y71F9AL.4

Y22D7AR.7

F55H12.5

F20B6.1

K07F5.8

F47B3.1

T20B6.1

Y80D3A.8

C55B7.3

Y116A8C.37

C07E3.4

Y54F10BM.3

C33F10.8

F35C11.2

pph−2

ZK809.1

W03F11.4

K09F6.3

C15H7.3

T27A3.5

C33H5.16

R155.2

C50F2.5

Y22D7AR.12

R06B10.1

ZK484.7

F40G12.10

Y39B6A.18

F20H11.4

R06B10.2

dep−1

ida−1

ptp−3

ptp−1

eak−6

K04D7.4

C40A11.5

T05A7.11

prl−1

Y54F10BM.13

pir−1

T12B3.1

F55F8.7

Y48G9A.9

egg−3

egg−4

F47B3.7

egg−5

W01B6.6

M05B5.1

F42C5.5

T28F4.3

F25H5.7

C17H12.3

T22C1.8

Y39B6A.30

K07F5.6

F54F12.1

C48B6.4

B0207.1

daf−18

Y18H1A.1

C46A5.1

Y62F5A.10

C24D10.1

R10F2.6

Y57G11C.6

C43E11.5

Y113G7C.1

Y69A2AR.19

ZK354.8

C17H12.5

B0280.11

T04F3.3

F38H4.4

Y48G1C.5

C02B10.6

F36H1.3

R155.3

H06I04.5

M05D6.3

Protein−tyrosine phosphatase
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C04F12.8

clr−1

cdc−14

mtm−6

mtm−3

C16A3.2

cel−1

T13H5.1

vhp−1

F28C6.8

K04D7.4

Y71G12B.31

F55F8.7

pir−1

T12B3.1

mtm−1

F54C8.4

Y41D4A.5

ptp−2

Y48G9A.9

Y22D7AR.12

W03F11.4

K09F6.3

C33H5.16

K07F5.8

Y113G7C.1

T27A3.5

C55B7.3

ZK616.7

M04G7.2

F47B3.1

T20B6.1

ZK484.7

F20H11.4

R06B10.2

ptp−3

ptp−1

Y54F10BM.13

dep−1

F26A3.4

daf−18

T28F4.3

F25H5.7

C17H12.3

T22C1.8

F54F12.1

B0207.1

F36H1.3

R155.3

H06I04.5

ZK354.8

C02B10.6

F47B3.7

F47B3.2

Protein−tyrosine phosphatase, active site
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ptp−3

ptp−1

eak−6

K04D7.4

C40A11.5

prl−1

sdf−9

T13H5.1

Y71G12B.31

Y5F2A.3

F55F8.7

pir−1

T12B3.1

mtm−1

Y48G9A.9

dep−1

ida−1

Y54F10BM.13

VW02B12L.2

Y71F9AL.4

Y22D7AR.7

F55H12.5

F20B6.1

K07F5.8

F47B3.1

T20B6.1

Y80D3A.8

ZK783.5

ZK616.7

M04G7.2

F57H12.5

C55B7.3

C07E3.4

Y54F10BM.3

C33F10.8

C16A3.2

mtm−3

clr−1

mtm−6

M01A12.4

Y41D4A.5

ptp−2

F35C11.2

pph−2

ZK809.1

W03F11.4

K09F6.3

C15H7.3

T27A3.5

C33H5.16

R155.2

C50F2.5

Y22D7AR.12

R06B10.1

ZK484.7

F40G12.10

Y39B6A.18

F20H11.4

R06B10.2

Y62F5A.10

C24D10.1

R10F2.6

Y57G11C.6

C43E11.5

Y113G7C.1

T28F4.3

F25H5.7

C17H12.3

T22C1.8

Y39B6A.30

K07F5.6

F54F12.1

B0207.1

W01B6.6

M05B5.1

F42C5.5

C46A5.1

daf−18

Y69A2AR.19

ZK354.8

C17H12.5

B0280.11

T04F3.3

F38H4.4

Y48G1C.5

C02B10.6

F36H1.3

R155.3

H06I04.5

M05D6.3

egg−3

egg−4

F47B3.7

egg−5

Y18H1A.1

F47B3.2

Protein−tyrosine phosphatase, catalytic
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F20B6.6

Y5F2A.3

Y71G12B.31

T13H5.1

sdf−9

clr−1

cdc−14

Y39A3A.4

Y41D4A.5

ptp−2

C16A3.2

ZK783.5

ZK616.7

M04G7.2

F57H12.5

Y71F9AL.4

Y22D7AR.7

F55H12.5

F20B6.1

K07F5.8

F47B3.1

T20B6.1

Y80D3A.8

C55B7.3

Y116A8C.37

C07E3.4

Y54F10BM.3

C33F10.8

F35C11.2

pph−2

ZK809.1

W03F11.4

K09F6.3

C15H7.3

T27A3.5

C33H5.16

R155.2

C50F2.5

Y22D7AR.12

R06B10.1

ZK484.7

F40G12.10

Y39B6A.18

F20H11.4

R06B10.2

dep−1

ida−1

ptp−3

ptp−1

eak−6

K04D7.4

C40A11.5

T05A7.11

prl−1

Y54F10BM.13

pir−1

T12B3.1

F55F8.7

Y48G9A.9

W01B6.6

M05B5.1

F42C5.5

T28F4.3

F25H5.7

C17H12.3

T22C1.8

Y39B6A.30

K07F5.6

F54F12.1

C48B6.4

B0207.1

daf−18

C46A5.1

Y62F5A.10

C24D10.1

R10F2.6

Y57G11C.6

C43E11.5

Y113G7C.1

Y69A2AR.19

ZK354.8

C17H12.5

B0280.11

T04F3.3

F38H4.4

Y48G1C.5

C02B10.6

F36H1.3

R155.3

H06I04.5

M05D6.3

egg−3

egg−4

F47B3.7

egg−5

Y18H1A.1

F47B3.2

Protein−tyrosine phosphatase, receptor/non−receptor type
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dgk−4

C53B4.4

cyk−4

F59A6.5

W02B8.2

tpa−1

dgk−5

vav−1

pkc−2

hum−7

lin−45

chin−1

T27A3.7

F20H11.1

dkf−2

let−502

R12G8.1

tag−341

dgk−2

T24F1.3

dkf−1

F48G7.10

pkc−1

ksr−1

dgk−1

K12B6.8

dgk−3

mrck−1

pkc−3

rgef−1

F48G7.9

unc−13

R11G1.6

rhgf−1

Protein kinase C−like, phorbol ester/diacylglycerol binding
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F48G7.10

F48G7.9

dkf−2

R12G8.1

dkf−1

Protein kinase C mu−related
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rskn−1

akt−2

rsks−1

wts−1

pkc−2

akt−1

let−502

sax−1

rskn−2

tpa−1

F46F6.2

pkc−1

mrck−1

pkc−3

Protein kinase C terminal domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T11F8.4
kin−16
kin−15
Y50D4B.6
T01G5.1
rol−3
gcy−5
Y38E10A.8
gcy−23
daf−11
gcy−21
odr−1
gcy−29
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
unc−82
mpk−2
sgk−1
mbk−1
C49C3.10
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
daf−2
Y50D7A.3
cmk−1
F28C10.3
gcy−17
R04A9.7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gcy−20
gcy−25
kin−19
F09G2.1
gcy−4
K11H12.9
W04G5.10
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
scd−2
sad−1
Y65B4A.9
gck−4
pmk−1
F22H10.5
gcy−6
ZC123.4
F31E3.2
gcy−27
R09D1.12
kin−6
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
ckk−1
pmk−3
cst−1
Y42A5A.4
trk−1
R90.1
gcy−8
kin−29
ver−2
ddr−2
mig−15
H01G02.2
sek−1
kin−32
mkk−4
F46F6.2
kgb−1
lin−2
jnk−1
abl−1
F59F5.3
lit−1
B0198.3
hpk−1
akt−2
nekl−3
cst−2
gcy−15
gcy−18
C24G6.2
old−1
kin−30
Y105C5A.24
mtk−1
spk−1
zyg−8
daf−1
egl−4
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
mek−2
rsks−1
ver−1
C45G9.1
C34G6.5
gcy−3
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
F09A5.2
ire−1
cdk−8
T24D5.4
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
H37N21.1
E02D9.1
C36B7.2
kin−23
dyf−5
F35C8.1
unc−89
gcy−7
R09D1.13
rskd−1
mlk−1
Y47G6A.5
wts−1
gcy−1
nsy−1
kin−20
gcy−11
unc−51
aak−2
sax−1
kgb−2
mnk−1
T07F12.4
C01C4.3
pek−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
pdk−1
B0252.1
old−2
kin−33
cdk−4
nekl−4
W04B5.5
tbck−1
ZK177.2
mrck−1
vab−1
pkc−3
F11E6.8
F32D8.1
nekl−2
gcy−22
src−2
sma−6
egl−15
M03C11.1
dkf−1
Y51B9A.9
C03B1.5
K04C1.5
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
Y38H8A.4
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
F01D4.3
C08F8.6
M7.7
K11C4.1
F33D11.7
C34B2.3
T19D12.5
kin−5
spe−6
W06F12.3
W02B12.12
C25A8.5
kin−31
F36H12.9
F53C3.1
C05C12.1
Y47G6A.13
Y71F9AL.2
Y4C6A.1
F22B3.8
ZC581.2
T05C12.1
kin−26
C50F4.10
rskn−1
plk−3
E02H4.6
W03G9.5
C03C10.2
F41G3.5
C04G2.2
ttbk−2
C34F11.5
T05A7.6
F25F2.1
ZK354.2
Y18H1A.10
F32B6.10
H05L14.1
ZK596.2
R13H9.5
C27D8.1
Y38H8A.3
C39H7.1
F26E4.5
ZK622.1
gska−3
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
W03F8.2
Y52D5A.2
K08H2.5
Y69E1A.3
T15B12.2
C56G2.5
Y69F12A.1
ZK507.1
Y106G6D.4
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F23C8.8
F54H5.2
K06H7.8
ZC581.7
C56C10.6
frk−1
Y43C5B.2
Y116A8C.24
Y73B6A.1
Y39G8C.2
C09D4.3
K09C6.1
F57B9.8
ZK593.9
F59A6.4
D2024.1
C28A5.6
T25B9.4
tag−344
ZK666.8
F26A1.3
C49C8.1
F38E1.3
F39F10.3
C29H12.5
mes−1
gcy−2
VY10G11R.1
ZC373.4
gck−1
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
K08F8.1
kin−34
pig−1
pak−2
mom−4
sel−5
cdk−9
dkf−2
Y39G8B.5
cdk−2
lin−45
chk−1
R02C2.1
ZC504.3
ZK524.4
C01H6.9
R02C2.6
zyg−1
Y111B2A.1
T08D2.7
chk−2
ark−1
ZK930.1
kin−18
gck−2
W03A5.1
tag−191
W09C3.1
kin−14
Y116A8C.38
R03D7.5
B0207.7
kin−24
prk−2
R06A10.4
sma−5
strd−1
aak−1
D2045.7
ddr−1
T09B4.7
T25B9.5
M04F3.3
C44C10.7
F16B12.7
pik−1
akt−1
mek−1
gcn−2
gsk−3
H12I13.1
dapk−1
pkc−2
W07G4.3
C09G4.2
kin−25
max−2
mpk−1
mbk−2
pct−1
let−502

Protein kinase domain
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sma−6
egl−15
M03C11.1
dkf−1
src−2
F11E6.8
F32D8.1
nekl−2
C03B1.5
ckk−1
pmk−3
cst−1
Y42A5A.4
mpk−2
sgk−1
mbk−1
ver−4
R151.4
F59F5.3
Y105C5A.24
pak−1
kin−29
ver−2
old−1
flr−4
grk−1
ver−3
abl−1
kin−32
mkk−4
F46F6.2
lit−1
hpk−1
old−2
trk−1
R90.1
ksr−1
tag−172
src−1
C44H4.6
F47F2.1
cam−1
pkc−1
grk−2
mig−15
sek−1
B0222.9
akt−2
nekl−3
cst−2
ZC581.7
Y116A8C.38
Y43C5B.2
Y116A8C.24
Y73B6A.1
C56G2.5
Y69F12A.1
Y69E1A.3
T15B12.2
ZK666.8
C09D4.3
F38E1.3
W03F8.2
Y52D5A.2
K08H2.5
VY10G11R.1
ZC373.4
C25H3.1
T09B4.7
T25B9.5
M04F3.3
W09C3.1
kin−14
B0207.7
W03A5.1
H12I13.1
C44C10.7
pkc−2
max−2
C09G4.2
kin−25
dyf−5
dapk−1
mnk−1
prk−2
R06A10.4
sma−5
rskn−1
plk−3
bub−1
wee−1.3
F39F10.3
gck−1
plk−2
cdk−5
tlk−1
cdtl−7
K08F8.1
ikke−1
plk−1
air−1
air−2
cdk−1
kin−34
pig−1
pak−2
mek−2
rsks−1
ver−1
E02D9.1
C34G6.5
nsy−1
C24A1.3
pmk−1
F09C12.2
mak−2
ZC123.4
F31E3.2
ttn−1
F22H10.5
unc−22
unc−43
T14E8.1
C05D10.2
pmk−2
kin−1
kin−19
kin−23
R09D1.12
VZC374L.1
rskn−2
prk−1
kin−3
ZC449.3
rdy−2
W04G5.10
Y47G6A.5
wts−1
unc−82
Y38H6C.20
F28C10.3
cmk−1
scd−2
sad−1
tpa−1
par−1
csnk−1
Y38E10A.8
Y40A1A.1
F22F1.2
let−23
T07F12.4
C01C4.3
pek−1
sax−1
unc−51
aak−2
kin−20
W04B5.5
vab−1
pkc−3
kin−33
cdk−4
nekl−4
kin−16
F55F8.3
ZK524.4
C01H6.9
R02C2.6
zyg−1
spk−1
mrck−1
ZK177.2
ark−1
gck−3
R04A9.7
cdk−8
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
wee−1.1
par−4
nekl−1
akt−1
cdk−9
dkf−2
pik−1
gcn−2
gsk−3
daf−1
egl−4
chk−2
cdk−2
lin−45
T08D2.7
chk−1
Y111B2A.1
aak−1
mpk−1
mbk−2
pct−1
let−502
mom−4
D2096.12
kin−18
gck−2
kin−15
D2045.5
kin−21
ZK354.6
T21G5.1
Y38H8A.4
C14A4.13
C03C10.2
C18H7.4
R11E3.1
C27D6.11
F23C8.7
C34F11.5
T05A7.6
Y18H1A.10
F01D4.3
C08F8.6
W01B6.5
T19D12.5
C55C3.4
kin−5
ZK507.3
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
Y4C6A.1
F22B3.8
ZC581.2
W02B12.12
C25A8.5
kin−31
F36H12.9
W06F12.3
F53C3.1
C05C12.1
C35E7.10
frk−1
F57B9.8
Y39G8C.2
kin−26
F59A6.4
tag−344
D2024.1
F26E4.5
ZK622.1
F32B6.10
H05L14.1
ZK596.2
C27D8.1
Y38H8A.3
C39H7.1

Protein kinase, ATP binding site
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rskn−1

akt−2

rsks−1

wts−1

pkc−2

akt−1

let−502

sax−1

rskn−2

tpa−1

F46F6.2

pkc−1

mrck−1

pkc−3

Protein kinase, C−terminal
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ZC376.8

F47B3.4

C47E12.10

F27C1.3

C04F12.6

F42H11.1

K07A1.5

C36F7.5

math−46

R08A2.1

Protein of unknown function

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pqn−54

abu−7

abu−8

abu−6

pqn−5

abu−10

pqn−71

pqn−78

abu−4

abu−9

abu−11

abu−5

pqn−57

pqn−16

M02G9.2

Protein of unknown function (DUF1096)
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F31F7.1

F44A2.7

F10G2.7

F55C12.6

C03G6.17

ZK1248.5

F22B5.5

F36D3.8

K08A2.2

T09F5.10

C28D4.4

C28D4.5

C28D4.8

C28D4.7

Protein of unknown function (DUF1248)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F59H6.2

T25D1.2

T27A8.5

C36C9.4

W03G1.4

Protein of unknown function (DUF1258)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

irg−3

LLC1.2

Y34B4A.5

Y34B4A.9

F49C12.14

T07F10.6

T20D3.2

Y34B4A.6

F21H12.7

Y53G8AM.5

F56C9.7

F19C7.1

Y119D3B.13

Y41G9A.2

Protein of unknown function (DUF1261)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y49F6B.8

ZK973.8

C25G4.7

C25G4.8

F41C3.1

T16A9.3

F40G12.7

F14D7.1

C50E10.2

W03D8.7

Protein of unknown function (DUF1265)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T07F8.1

Y48G1BM.6

Y20F4.5

K08F11.2

K08D10.1

Y54G2A.21

eri−6

W03H9.1

F16B4.3

Y47H9C.9

C34C12.1

Protein of unknown function (DUF1280)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C16D9.4

Y45G12C.1

F32B4.1

ZK1053.1

F28G4.3

Y27F2A.6

F46F5.10

F41D3.9

T15D6.9

C06B8.2

C16D9.5

F22E5.1

ZK1225.1

R05A10.7

Protein of unknown function (DUF1647)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F49C12.7

F59B1.10

E02C12.6

H37A05.2

nhr−83

F58B4.5

T16G1.5

E02C12.8

F20D6.5

H06H21.8

E02C12.10

C50F4.1

C29F7.1

nhr−246

T16G1.6

Y11D7A.8

F59B1.8

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

Protein of unknown function (DUF1679)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C44E4.8

C52E2.8

C46G7.3

Y87G2A.12

F49D11.4

ZC132.6

F41B5.6

Protein of unknown function (DUF1759)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y41E3.1

F15H10.7

F28A10.2

F10C2.3

Y73F8A.35

T23E1.1

R03G8.1

K03A11.4

M03F8.5

F07C3.3

R03G8.3

T07G12.3

Y38A10A.2

Protein of unknown function (DUF229)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F27C8.6

T09B9.1

F16F9.4

Y43F8A.3

C46C11.1

Protein of unknown function (DUF2424)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK353.2

F52A8.1

F42C5.6

Y41C4A.13

F49F1.14

F58F12.4

C08H9.15

R10E11.9

K06B4.3

Protein of unknown function (DUF2650)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F47B8.2

T04A6.1

F47B8.1

Y79H2A.12

F14D7.8

C05B5.8

M04D8.7

T16G12.4

Protein of unknown function (DUF2700)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C49A9.2

E02H9.4

C49A9.5

C49A9.1

C49A9.3

B0001.2

Protein of unknown function (DUF272)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T09E8.4

F57B1.8

C34B4.5

F54E2.5

ZC196.9

F58F6.6

Y51A2B.2

F57B1.1

Protein of unknown function (DUF621)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F19H8.5

Y52B11A.7

W06G6.7

Y39D8B.1

W02B8.3

W02B8.6

Y39D8B.3

F32A11.7

F25F6.1

W02B8.4

F19H8.4

C53B4.8

mlt−10

Protein of unknown function (DUF644)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F38C2.4

F28A10.5

Y105C5B.23

Y40H7A.4

Y55F3AM.11

K06H6.2

R05A10.8

F28A10.2

Y39F10A.3

Protein of unknown function (DUF672)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F45D11.14

W04G5.8

W04G5.7

Y102A5C.4

B0462.1

Y17G9A.4

Y94H6A.2

K02E7.6

Y17G9A.2

F22E5.21

Y17G9A.3

Protein of unknown function (DUF684)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZC196.4

B0507.4

Y6E2A.5

B0507.6

F53H2.1

Y6E2A.4

Y2H9A.4

ZC196.5

ZC196.3

Protein of unknown function (DUF713)

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F53C3.4

F53C3.6

F53C3.5

B0222.1

pqn−83

B0024.3

F21C10.3

C07A9.12

F21C10.4

F21C10.6

F21C10.1

F37B4.14

Y60C6A.1

F38B7.10

R02F11.2

F53C3.3

F38B7.2

H06I04.6

Protein of unknown function CX

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y57G11C.42

ZK1010.4

C42D4.3

F35B3.4

T23F11.6

T20G5.13

Y65B4BL.1

T20G5.12

F18C5.9

F53F8.4

F26G1.5

C49F8.3

F13H8.5

F26G1.9

pqn−32

Y53F4B.25

C56C10.4

C25G4.10

fig−1

T22E5.3

R57.2

dao−2

Protein of unknown function DB

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F10D2.10

Y73C8B.2

F35H12.5

Y73C8B.3

C31H5.1

K08D9.4

Y73C8B.1

Protein of unknown function DUF1057

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pqn−54

abu−7

abu−8

abu−6

pqn−5

abu−10

pqn−71

pqn−78

abu−4

abu−9

abu−11

abu−5

pqn−57

pqn−16

M02G9.2

Protein of unknown function DUF1096

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F31F7.1

F44A2.7

F10G2.7

F55C12.6

C03G6.17

ZK1248.5

F22B5.5

F36D3.8

K08A2.2

T09F5.10

C28D4.4

C28D4.5

C28D4.8

C28D4.7

Protein of unknown function DUF1248

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F59H6.2

T25D1.2

T27A8.5

C36C9.4

W03G1.4

Protein of unknown function DUF1258

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

irg−3

LLC1.2

Y34B4A.5

Y34B4A.9

F49C12.14

T07F10.6

T20D3.2

Y34B4A.6

F21H12.7

Y53G8AM.5

F56C9.7

F19C7.1

Y119D3B.13

Y41G9A.2

Protein of unknown function DUF1261

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y49F6B.8

ZK973.8

C25G4.7

C25G4.8

F41C3.1

T16A9.3

F40G12.7

F14D7.1

C50E10.2

W03D8.7

Protein of unknown function DUF1265

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T07F8.1

Y48G1BM.6

Y20F4.5

K08F11.2

K08D10.1

Y54G2A.21

eri−6

W03H9.1

F16B4.3

Y47H9C.9

C34C12.1

Protein of unknown function DUF1280

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C33H5.1

F47B8.5

E03H4.2

C13A2.10

C28H8.8

C17A2.7

K01D12.3

ZK1086.3

F07G11.2

F20D6.2

C13A2.9

C13A2.4

F07G11.1

R09H10.1

R09H10.2

C03G6.6

C33G8.13

F07G11.7

F49C12.2

ZK1290.7

F49C12.4

F28A10.1

C31B8.12

Y82E9BL.12

BE0003N10.3

Y71G12B.18

T15D6.8

K01D12.1

T15D6.11

F21G4.3

F15H10.8

C04F1.1

F13A7.12

ZK1025.3

Protein of unknown function DUF13

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F43C11.11

F16G10.3

R52.6

F16G10.7

F16G10.14

T10D4.1

T10D4.15

F16G10.10

R52.5

F45C12.9

F43C11.5

F16G10.11

F47B7.3

T10D4.11

Y73F8A.10

F16G10.8

F16G10.9

T14G12.6

F47B7.4

F07E5.7

Protein of unknown function DUF130

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T23G4.5

ZC204.1

F58G4.3

F11F1.5

F11F1.8

M7.9

M7.10

C28C12.3

pqn−98

pqn−97

F11F1.2

C42D4.1

T17H7.1

pqn−60

C28C12.4

ZK822.6

ZK822.2

ZK822.4

Y57G11C.39

F13E9.14

C32H11.5

T05E11.8

R13A1.5

F11F1.4

F13E9.4

F13E9.8

C06A8.3

ZK970.7

F33A8.10

ZK596.1

R11G11.6

C32H11.6

C32H11.11

Protein of unknown function DUF148

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

W02D3.4

R144.6

W06A7.4

K07F5.12

T19A6.4

F49C12.6

Protein of unknown function DUF1632, TMEM144

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C16D9.4

Y45G12C.1

F32B4.1

ZK1053.1

F28G4.3

Y27F2A.6

F46F5.10

F41D3.9

T15D6.9

C06B8.2

C16D9.5

F22E5.1

ZK1225.1

R05A10.7

Protein of unknown function DUF1647

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C44E4.8

C52E2.8

C46G7.3

Y87G2A.12

F49D11.4

ZC132.6

F41B5.6

Protein of unknown function DUF1759

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

W10G11.3

W10G11.2

F59E11.5

T28A11.5

C17B7.4

R13D7.2

C17B7.2

D1086.5

F59E11.7

T28A11.19

T28A11.3

C17B7.3

F35F10.13

F10G2.1

Y23H5B.3

F40G12.6

C12D5.9

C04E12.2

K03B4.6

T28A11.2

W10G11.1

C54F6.12

D1086.2

F40G12.2

W10G11.4

D1086.1

F40G12.4

ZK105.1

T10D4.1

F14H3.9

F07B7.8

C01B7.7

C12D5.10

Y73C8C.4

ZK105.5

Y43F8B.10

C50H11.17

C07G3.8

F08D12.7

K06C4.1

C36C5.4

H39E23.2

ZK105.6

T13F3.9

F40G12.5

F07B7.14

T28A11.18

T20D4.19

T20D4.12

C36C5.15

C36C5.14

T20D4.11

C36C5.12

C36C5.5

T28A11.16

C17B7.9

T20D4.10

K09H9.5

D1086.3

F59E11.6

Protein of unknown function DUF19

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

R04E5.2

C52D10.12

C33D12.2

C01H6.6

R13G10.4

Protein of unknown function DUF21

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F49C12.7

E02C12.6

H37A05.2

F58B4.5

F59B1.10

C29F7.2

D1044.1

K09H11.1

T16G1.6

C50F4.1

C29F7.1

Y11D7A.8

E02C12.9

nhr−246

T16G1.3

F59B1.8

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

T16G1.5

E02C12.8

F20D6.5

H06H21.8

E02C12.10

Protein of unknown function DUF227

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y41E3.1

F15H10.7

F32D8.2

F28A10.2

F10C2.3

Y73F8A.35

T23E1.1

R03G8.1

K03A11.4

F32G8.2

M03F8.5

F07C3.3

R03G8.3

T07G12.3

Y38A10A.2

Protein of unknown function DUF229

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T09E11.8

C13A2.11

C13A2.5

C14C6.7

Y97E10B.1

K08D9.2

C49A1.5

T15D6.10

E03H4.5

F49C12.5

F07G11.3

F36F12.2

Y18H1A.14

F22F7.3

K08D9.5

C33H5.2

C13A2.6

K06H6.4

C14C6.8

Y116F11B.9

T15D6.12

K02H11.4

F39G3.2

T22D1.1

T06A1.1

C13A2.1

T06A1.5

ZK381.2

C08B6.3

R07B7.12

ZK381.8

ZK488.5

F59C6.8

Y47D3B.4

Y105C5B.25

F28H7.7

C31B8.7

galt−1

C18G1.6

C27A7.2

F36F12.1

R08C7.4

ZK488.6

C18G1.7

C17A2.2

C14C6.6

T05B11.4

C05C8.8

F36F12.4

F07G11.4

K08D9.6

F46F5.7

F22F7.4

D1014.7

D1014.6

C01G5.9

T13H10.2

R05A10.6

F13G3.3

ZK1025.4

C35A5.5

F18F11.4

ZK829.3

F54D10.8

Y47D3B.1

F55C10.4

D1014.5

Protein of unknown function DUF23

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZC376.8

F47B3.4

C47E12.10

F27C1.3

C04F12.6

F42H11.1

K07A1.5

C36F7.5

math−46

R08A2.1

Protein of unknown function DUF236

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F27C8.6

T09B9.1

F16F9.4

Y43F8A.3

C46C11.1

Protein of unknown function DUF2424

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C03H5.2

Y47G6A.7

C50F4.14

Y73B6BL.31

sqv−7

F15B10.1

Y73E7A.3

hut−1

C29H12.2

B0212.4

pst−1

ZK896.9

F44C8.7

T21B6.5

Protein of unknown function DUF250

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK353.2

F52A8.1

F42C5.6

Y41C4A.13

F49F1.14

F58F12.4

C08H9.15

R10E11.9

K06B4.3

Protein of unknown function DUF2650

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

srr−7

srr−8

srr−3

srr−5

srr−9

srr−10

srr−6

srr−2

srr−4

srr−1

Protein of unknown function DUF267, Caenorhabditis species

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C49A9.2

E02H9.4

C49A9.5

C49A9.1

C49A9.3

B0001.2

Protein of unknown function DUF272

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F31F4.1

ZK1055.2

F32H2.8

T26E4.7

F25H2.7

F46F5.14

F41D3.11

T08G2.2

F32H2.11

ZK1055.4

C54C8.4

Protein of unknown function DUF273

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK6.11

F39E9.1

Y46D2A.2

K11H12.11

Y41D4B.16

Y41D4B.17

Y47H9C.1

Y41D4B.15

F11D11.3

C30E1.8

dod−20

C18H7.11

F11D11.4

Y46D2A.1

dod−19

F54E2.1

tag−244

C34H4.1

K11H12.4

B0024.4

C34H4.2

K11H12.3

Protein of unknown function DUF274

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C08A9.6

C08A9.8

K09E3.6

C18H2.1

sdz−2

C41H7.6

C41H7.3

C06C3.8

C41H7.5

K08A2.1

C08A9.9

K09E3.5

C41H7.4

Protein of unknown function DUF278

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F33E2.4

C16C8.17

F20E11.5

Y68A4A.10

T23D5.3

F49C5.10

fbxa−100

F20E11.7

T09D3.8

F49C5.11

Protein of unknown function DUF281

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F41E6.8

F54D10.9

T13C5.2

M01B2.8

Y5H2A.1

T13C5.3

T13C5.7

Protein of unknown function DUF282, Caenorhabditis species

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZK105.3

F46F5.11

F56H6.7

F56H6.9

F02C9.2

E03H4.4

T15B7.17

F56A4.6

Protein of unknown function DUF288

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

try−6

F35E2.9

F15H9.1

T21E12.3

R01H2.2

D1081.3

Y47H9B.2

try−7

F25E5.3

F25E5.4

T06G6.8

F36D1.6

Y116A8A.4

Y116A8A.6

F35E2.5

F25E5.7

try−8

Protein of unknown function DUF316

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

fbxc−50

fbxc−32

fbxc−42

fbxc−53

fbxc−54

fbxc−33

fbxc−5

fbxc−3

sdz−4

fbxc−51

fbxc−36

fbxc−31

fbxc−25

fbxc−28

fbxc−40

fbxc−14

fbxc−26

fbxc−22

fbxc−24

fbxc−29

fbxc−39

fbxc−34

fbxc−18

fbxc−8

fbxc−21

fbxc−37

fbxc−20

fbxc−9

fbxc−19

fbxc−16

fbxc−27

fbxc−55

fbxc−15

fbxc−35

fbxc−56

fbxc−52

fbxc−7

Protein of unknown function DUF3557

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

fbxa−74

fbxa−91

Y38H6C.9

fbxa−14

fbxa−7

fbxa−89

fbxa−136

fbxa−45

fbxa−17

fbxa−71

fbxa−174

Y82E9BL.18

fbxa−163

fbxa−126

F33C8.2

fbxa−75

fbxa−168

R10E8.3

fbxa−81

fbxa−127

fbxa−171

K10G4.5

fbxa−161

C52E2.5

fbxa−92

fbxa−131

fbxa−37

fbxa−188

T08E11.8

fbxa−48

fbxa−80

fbxa−185

fbxa−73

fbxa−54

fbxa−144

fbxa−19

fbxa−36

fbxa−30

fbxa−16

fbxa−84

fbxa−189

F31E9.3

fbxa−176

F10A3.17

fbxa−3

fbxa−35

fbxa−2

math−47

fbxa−140

fbxa−101

ftr−1

fbxa−182

fbxa−143

R05C11.2

fbxa−46

fbxa−15

fbxa−41

F57G4.1

fbxa−194

fbxa−118

F48G7.13

fbxa−214

Y6G8.8

H03G16.1

T08E11.1

fbxa−106

fbxa−53

fbxa−58

fbxa−133

R10E8.6

F16G10.15

F40D4.12

C33D3.5

T06E6.15

fbxa−165

fbxa−160

fbxa−104

fbxa−179

fbxa−59

C52E2.4

fbxa−96

fbxa−56

fbxa−156

fbxa−116

fbxa−154

fbxa−105

fbxa−85

fbxa−66

fbxa−222

fbxa−152

fbxa−63

fbxa−99

fbxa−151

fbxa−128

fbxa−219

fbxa−26

fbxa−29

F42G2.2

fbxa−38

fbxa−44

fbxa−77

fbxa−97

fbxa−120

fbxa−153

fbxa−83

Y32B12C.3

F58E2.3

fbxa−220

Y57G11C.7

fbxa−13

fbxa−20

fbxa−8

fbxa−86

fbxa−5

fbxa−107

fbxa−166

fbxa−100

fbxa−88

R10E8.1

C38C3.7

fbxa−218

fbxa−183

fbxa−202

fbxa−155

Y40B10A.4

fbxa−47

fbxa−98

fbxa−102

fbxa−164

fbxa−55

fbxa−51

fbxa−28

fbxa−213

Y70C5A.3

fbxa−60

fbxa−79

C18D4.8

fbxa−82

fbxa−25

fbxa−181

bath−28

fog−2

fbxa−184

fbxa−211

fbxa−195

fbxa−12

Y22D7AR.2

R10E8.2

fbxa−197

fbxa−108

fbxa−43

fbxa−142

fbxa−135

fbxa−103

K10G4.10

fbxa−172

Y60A3A.8

Y37H2A.7

fbxa−210

fbxa−62

fbxa−113

fbxa−94

fbxa−192

fbxa−114

fbxa−95

fbxa−21

fbxa−162

fbxa−158

fbxa−24

fbxa−67

fbxa−64

fbxa−90

F58E2.4

fbxa−4

fbxa−11

fbxa−209

fbxa−65

fbxa−52

fbxa−115

fbxa−72

fbxa−137

fbxa−190

Y9C9A.8

fbxa−61

fbxa−39

fbxa−167

fbxa−10

fbxa−1

fbxa−31

fbxa−32

F48G7.4

fbxa−76

fbxa−9

fbxa−27

fbxa−78

fbxa−216

fbxa−141

C01B9.1

fbxa−40

fbxa−111

fbxa−112

fbxa−50

fbxa−147

Y6G8.2

fbxa−157

Y20C6A.1

fbxa−23

T10C6.15

fbxa−6

F47H4.2

fbxa−224

fbxa−196

fbxa−42

fbxa−69

fbxa−215

T25E12.6

fbxa−200

fbxa−170

fbxa−206

Protein of unknown function DUF38, Caenorhabditis species

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y87G2A.16

K06H6.5

T15D6.1

F17B5.4

T24A6.16

F40C5.1

F56H6.13

T09E11.3

C18B2.2

K07H8.8

F56H6.4

C41C4.1

F20C5.7

F55B12.2

T27C5.12

F59D12.3

Y48G1BL.7

C18B2.1

F49D11.3

C31B8.9

F25E5.2

C54F6.3

F36D1.8

F01D5.10

F49D11.6

ZK1025.2

Protein of unknown function DUF595
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T09E8.4

F57B1.8

C34B4.5

F54E2.5

ZC196.9

F58F6.6

Y51A2B.2

F57B1.1

Protein of unknown function DUF621
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47
.5 48 49 50 51 52 53 54 55 56 58

F19H8.5

Y52B11A.7

W06G6.7

Y39D8B.1

W02B8.3

W02B8.6

Y39D8B.3

F32A11.7

F25F6.1

W02B8.4

F19H8.4

C53B4.8

mlt−10

Protein of unknown function DUF644
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47
.5 48 49 50 51 52 53 54 55 56 58

F38C2.4

F28A10.5

Y105C5B.23

Y40H7A.4

Y55F3AM.11

K06H6.2

R05A10.8

F28A10.2

Y39F10A.3

Protein of unknown function DUF672
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47
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M05B5.4

C09D4.4

lips−15

R05D7.4

lips−17

lips−6

Protein of unknown function DUF676, hydrolase−like

−2 −1 0 1 2
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47
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F45D11.14

W04G5.8

W04G5.7

Y102A5C.4

B0462.1

Y17G9A.4

Y94H6A.2

K02E7.6

Y17G9A.2

F22E5.21

Y17G9A.3

Protein of unknown function DUF684

−2 −1 0 1 2
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ZC196.4

B0507.4

Y6E2A.5

B0507.6

F53H2.1

Y6E2A.4

Y2H9A.4

ZC196.5

ZC196.3

Protein of unknown function DUF713
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47
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W03D8.10

Y37D8A.5

W03D8.9

Y69E1A.1

T16A9.5

K06A5.2

Protein of unknown function DUF856, Caenorhabditis species
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B0416.7

F47C12.6

F47C12.7

Y59H11AR.3

F22E5.7

D2096.5

F47C12.8

T26A8.3

F36A4.1

F36A4.2

F36A4.4

F36A4.5

F17E9.4

Protein of unknown function DUF870, Caenorhabditis species
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47
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F16H6.5

M04C9.1

C04E12.6

M04C9.3

M04C9.2

F16H6.7

W04E12.7

F35F10.6

F35F10.7

Protein of unknown function DUF976, Caenorhabditis species

−2 −1 0 1 2



44 45 46 47

47
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T10E9.4

F09E8.1

F57A8.6

ZK1010.6

K05F1.1

M01E5.1

Y17G7B.19

Protein of unknown function DX
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47
.5 48 49 50 51 52 53 54 55 56 58

M70.3

H06I04.5

F37A4.4

Y39B6A.30

C06C6.7

Y48G1C.5

Y69A2AR.19

Y57G7A.6

Y116A8C.33

Y51A2B.6

F56H1.3

C06C6.6

C01G5.4

K09F6.4

K02F6.4

Y39B6A.18

R06B10.2

B0524.4

K09D9.11

Y22D7AR.12

R06B10.1

F07E5.8

F36G9.13

C38D9.5

Y67A10A.3

C01G10.1

F26D2.10

C18H2.5

F36D3.5

T16A1.2

W03F11.4

R155.2

K09F6.3

F40E12.2

Y113G7C.1

Y80D3A.8

T20H9.6

C18H2.4

M70.1

H20J04.1

F14F7.5

B0524.3

C18H2.1

Y22D7AR.2

Y22D7AR.14

D1065.3

C08G5.1

Y51A2B.9

R155.4

nhr−266

T20B6.2

H04J21.1

C14A6.3

K02F6.3

F58D5.6

Protein of unknown function WSN
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47
.5 48 49 50 51 52 53 54 55 56 58

F56H9.6

T21B4.3

fig−1

B0554.4

R07B1.6

Y37F4.8

Y37H2A.10

B0554.2

B0454.8

K02E7.1

R07B1.5

R07B1.7

C30G12.4

Protein of unknown function, C6 domain

−2 −1 0 1 2



44 45 46 47
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.5 48 49 50 51 52 53 54 55 56 58

otpl−3

otpl−1

otpl−6

otpl−7

otpl−4

otpl−2

otpl−8

Protein of unknown function, DUF270
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47
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F31F4.1

ZK1055.2

F32H2.8

T26E4.7

F25H2.7

F46F5.14

F41D3.11

T08G2.2

F32H2.11

ZK1055.4

C54C8.4

Protein of unknown function, DUF273
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.5 48 49 50 51 52 53 54 55 56 58

ZK105.3

F46F5.11

F56H6.7

F56H6.9

F02C9.2

E03H4.4

T15B7.17

F56A4.6

Protein of unknown function, DUF288
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.5 48 49 50 51 52 53 54 55 56 58

Y54F10BM.1

W09D10.4

fem−2

F42G9.1

T23F11.1

tag−93

C42C1.2

F33A8.6

F43C1.1

tap−1

pdp−1

Protein phosphatase 2C

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

Y54F10BM.1

W09D10.4

fem−2

F42G9.1

T23F11.1

tag−93

C42C1.2

F33A8.6

F33G12.6

F43C1.1

tap−1

pdp−1

Protein phosphatase 2C−related

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y54F10BM.1

F42G9.1

fem−2

C42C1.2

F33A8.6

T23F11.1

tag−93

pdp−1

Protein phosphatase 2C,  manganese/magnesium aspartate binding site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y54F10BM.1

W09D10.4

fem−2

F42G9.1

T23F11.1

tag−93

C42C1.2

F43C1.1

tap−1

pdp−1

Protein phosphatase 2C, N−terminal

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

mat−3

Y37E3.1

dnj−28

sti−1

utx−1

Y57G7A.10

dnj−7

sgt−1

T20B12.1

Y47A7.1

bbs−8

Y59A8B.6

F58A4.14

prx−5

fnta−1

M57.2

ogt−1

B0464.2

T12D8.8

mat−1

emb−27

F38B6.6

osm−5

F32D1.3

Y22D7AL.9

F52H3.5

Protein prenyltransferase

−2 −1 0 1 2
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D1081.4

B0432.11

cgp−1

T04H1.2

ras−2

rab−6.2

rap−3

rab−3

mig−2

let−60

F29C12.4

rab−14

rab−37

arl−3

arl−6

eft−4

tufm−1

rab−30

H19N07.1

rho−1

ZK1236.1

gop−2

ras−1

rab−5

rab−1

tag−312

Y54E10BR.2

Y71H2AM.12

eft−3

Y119D3B.14

rab−8

C26E6.12

F46B6.6

nst−1

rab−18

rheb−1

rab−11.1

rab−11.2

rab−35

C56E6.2

Y61A9LA.10

K10C3.5

eft−1

eft−2

K07A12.4

selb−1

iffb−1

rab−6.1

4R79.2

tufm−2

rap−1

Y39G10AR.8

Protein synthesis factor, GTP−binding
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T11F8.4
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
cst−1
Y42A5A.4
zak−1
Y105C5A.24
kin−32
mkk−4
F46F6.2
trk−1
R90.1
gcy−8
kin−29
ver−2
F59F5.3
kgb−1
lin−2
jnk−1
abl−1
lit−1
B0198.3
hpk−1
ckk−1
pmk−3
ddr−2
mpk−2
sgk−1
mbk−1
C49C3.10
akt−2
nekl−3
cst−2
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
daf−2
Y50D7A.3
cmk−1
F28C10.3
kin−19
F09G2.1
mrck−1
W04G5.10
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
scd−2
sad−1
Y65B4A.9
gck−4
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
old−2
T07F12.4
C01C4.3
pek−1
gcy−15
gcy−18
C24G6.2
old−1
kin−30
kin−20
unc−51
aak−2
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
unc−82
rol−3
gcy−5
Y38E10A.8
gcy−23
daf−11
gcy−21
odr−1
gcy−29
gcy−17
R04A9.7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gcy−20
gcy−25
R09D1.12
kin−6
gcy−11
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
pmk−1
gcy−6
ZC123.4
F31E3.2
gcy−27
gcy−4
K11H12.9
mig−15
H01G02.2
sek−1
Y50D4B.6
T01G5.1
kin−15
pdk−1
B0252.1
kin−33
cdk−4
nekl−4
W04B5.5
tbck−1
vab−1
pkc−3
F11E6.8
F32D8.1
nekl−2
gcy−22
src−2
sma−6
F22H10.1
egl−15
M03C11.1
dkf−1
Y51B9A.9
C03B1.5
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
gck−1
K08F8.1
F23C8.8
F54H5.2
K06H7.8
ZC581.7
C56C10.6
Y43C5B.2
Y116A8C.38
Y116A8C.24
ZK593.9
F59A6.4
T25B9.4
tag−344
frk−1
F57B9.8
Y39G8C.2
C09D4.3
Y69E1A.3
T15B12.2
C56G2.5
Y69F12A.1
Y106G6D.4
F38E1.3
W03F8.2
ZC373.4
C25H3.1
Y52D5A.2
K08H2.5
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F39F10.3
mes−1
prk−2
R06A10.4
sma−5
W03A5.1
tag−191
ZK666.8
C49C8.1
W09C3.1
kin−14
kin−24
R03D7.5
T25B9.5
M04F3.3
B0207.7
mtk−1
spk−1
zyg−8
ark−1
ZK930.1
Y111B2A.1
T08D2.7
chk−2
C44C10.7
F16B12.7
pik−1
akt−1
mek−1
gcn−2
gsk−3
C09G4.2
kin−25
max−2
gcy−2
mpk−1
mbk−2
pct−1
let−502
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
F09A5.2
ire−1
cdk−8
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
dyf−5
F35C8.1
Y47G6A.5
wts−1
mek−2
rsks−1
H37N21.1
E02D9.1
C36B7.2
kin−23
pkc−2
W07G4.3
unc−89
gcy−7
R09D1.13
dapk−1
strd−1
aak−1
D2045.7
ddr−1
gcy−1
nsy−1
R02C2.6
ver−1
C45G9.1
C34G6.5
gcy−3
kin−16
mlk−1
daf−1
egl−4
sax−1
kgb−2
mnk−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
cdk−2
lin−45
chk−1
sel−5
cdk−9
dkf−2
Y39G8B.5
mom−4
ZK524.4
R02C2.1
ZC504.3
Y73B3A.16
zyg−1
kin−34
pig−1
pak−2
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
kin−18
gck−2
K04C1.5
rskn−1
plk−3
E02H4.6
Y38H8A.4
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
C34F11.5
T05A7.6
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
kin−5
F01D4.3
C08F8.6
M7.7
K11C4.1
F33D11.7
C34B2.3
T19D12.5
W02B12.12
C25A8.5
kin−31
F36H12.9
W06F12.3
F53C3.1
Y47G6A.13
Y4C6A.1
F22B3.8
ZC581.2
T05C12.1
kin−26
C50F4.10
W03G9.5
C03C10.2
F41G3.5
C04G2.2
ZK354.2
ttbk−2
F32B6.10
H05L14.1
ZK596.2
R13H9.5
C27D8.1
Y38H8A.3
C39H7.1
F26E4.5
ZK622.1
gska−3

Protein tyrosine kinase
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Y38H6C.8

F29G6.1

agr−1

aex−3

M01H9.2

ZK813.6

Proteinase inhibitor I1, Kazal
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.5 48 49 50 51 52 53 54 55 56 58

K11D12.13

C02F12.5

C54D10.10

tag−290

B0222.5

F35B12.4

K11D12.6

C10G8.3

mec−9

K12G11.6

R12A1.3

Y39B6A.8

C08G9.2

T22F7.3

spon−1

T21D12.12

C10G8.2

ZC504.1

F22E12.1

mec−1

Y55F3BR.2

Y43F8B.3

Y57E12AR.1

ZC84.1

F32D8.7

bli−5

E01G6.1

K11D12.11

W05B2.2

K11D12.7

T21D12.7

ZC84.6

ZK287.4

F30H5.3

Y49G5A.1

C34F6.1

K10D3.4

mlt−11

Proteinase inhibitor I2, Kunitz metazoa
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K11D12.13

K11D12.6

spon−1

T21D12.12

C10G8.2

C10G8.3

tag−290

B0222.5

F35B12.4

mec−9

K12G11.6

F22E12.1

mec−1

Y55F3BR.2

R12A1.3

Y43F8B.3

C08G9.2

T22F7.3

ZC84.1

E01G6.1

T21D12.7

ZC84.6

K11D12.11

W05B2.2

K11D12.7

F30H5.3

Y49G5A.1

K10D3.4

mlt−11

Proteinase inhibitor I2, Kunitz, conserved site
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tag−196

R09F10.1

R07E3.1

cpl−1

Y51A2D.1

Y40H7A.10

Y113G7B.15

Y51A2D.8

tag−329

Proteinase inhibitor I29, cathepsin propeptide
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Y47G6A.19

ZC434.9

Y59C2A.1

T06A4.3

Y18H1A.9

R11A5.7

T06A4.1

Proteinase inhibitor, carboxypeptidase propeptide
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puf−8

puf−4

puf−9

ZK792.5

fbf−1

fbf−2

puf−7

puf−3

puf−11

Pumilio−family RNA binding repeat
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ZK792.5

puf−12

fbf−1

puf−4

puf−9

fbf−2

puf−8

puf−7

puf−3

puf−11

puf−5

Pumilio RNA−binding repeat
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F21A3.2

Y105C5B.3

H25K10.1

C08B6.14

F18E2.1

Y105C5B.15

Purple acid phosphatase, N−terminal
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F07F6.4

cnt−2

W09D10.1

cnt−1

git−1

K02B12.7

Putative GTPase activating protein for Arf
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C42C1.13

K01A11.2

W06B4.2

pcm−1

C37A2.6

R08F11.4

W02B12.10

R08E5.1

Y48E1C.1

C04F5.8

K12D9.1

R08E5.3

H14E04.1

Putative methyltransferase
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Y71F9AL.1

M04B2.2

C38D4.9

E02H1.1

T08G11.4

Putative RNA methylase
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Y71F9AL.1

M04B2.2

C38D4.9

E02H1.1

T08G11.4

Putative RNA methylase family UPF0020
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M05B5.4

C09D4.4

lips−15

R05D7.4

lips−17

lips−6

Putative serine esterase (DUF676)
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F36A2.13

F10G7.10

C32E8.11

C44E4.7

T22C1.1

dre−1

Putative zinc finger in N−recognin (UBR box)
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lst−4

F13E9.1

F25H2.2

piki−1

Y116A8C.26

pld−1

snx−3

snx−6

Y48E1B.14

rskd−1

snx−1

F17H10.3

PX domain
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F52H3.2

spr−5

C26D10.3

F30B5.4

lsd−1

W07E11.1

C46F11.2

Y9C9A.16

let−721

F48E8.3

C46H11.2

fmo−3

sqrd−1

C01H6.4

Y62E10A.6

trxr−1

F37C4.6

fmo−5

trxr−2

LLC1.3

dpyd−1

wah−1

F20D6.11

fmo−4

fmo−1

fmo−2

Pyridine nucleotide−disulphide oxidoreductase
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fmo−4

F20D6.11

Y62E10A.6

C01H6.4

dpyd−1

C46H11.2

C46F11.2

LLC1.3

Pyridine nucleotide−disulphide oxidoreductase, class−II

−2 −1 0 1 2
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F20D6.11

C46F11.2

trxr−2

LLC1.3

trxr−1

Pyridine nucleotide−disulphide oxidoreductase, dimerisation
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F20D6.11

C46F11.2

trxr−2

LLC1.3

trxr−1

Pyridine nucleotide−disulphide oxidoreductase, NAD−binding region
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tag−19

tdc−1

C05D2.3

hdl−1

Y104H12D.3

tag−38

spl−1

bas−1

unc−25

C14H10.3

Pyridoxal−dependent decarboxylase conserved domain
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Y51H7C.9

T25D3.3

F59A7.9

F54A3.4

C17G1.7

ZC373.1

R08E5.2

K01C8.1

T01H8.2

F01D4.8

K10H10.2

F13B12.4

Pyridoxal−phosphate dependent enzyme
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tag−19

tdc−1

C05D2.3

hdl−1

Y104H12D.3

tag−38

spl−1

bas−1

unc−25

C14H10.3

Pyridoxal phosphate−dependent decarboxylase
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Y51H7C.9

T25D3.3

F59A7.9

F54A3.4

C17G1.7

ZC373.1

R08E5.2

K01C8.1

T01H8.2

F01D4.8

K10H10.2

F13B12.4

Pyridoxal phosphate−dependent enzyme, beta subunit
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T09B4.8

C12C8.2

bas−1

F26H9.5

unc−25

nkat−3

T01C8.5

gta−1

F13H8.9

R03A10.3

B0205.6

C14E2.2

C14F11.1

T14D7.1

C14H10.3

T25B9.1

sptl−2

sptl−3

tatn−1

Y104H12D.3

tag−38

C15H9.7

T01B11.2

mel−32

sptl−1

C32F10.8

Y71H2B.5

C16A3.10

R102.4

spl−1

cth−2

T01C8.4

nkat−1

C44E4.3

cth−1

R12C12.1

T04F3.1

tdc−1

tag−19

C05D2.3

hdl−1

Pyridoxal phosphate−dependent transferase, major region, subdomain 1
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T09B4.8

C12C8.2

bas−1

F26H9.5

nkat−3

T01C8.5

gta−1

C14E2.2

C14F11.1

T14D7.1

F13H8.9

R03A10.3

mel−32

R102.4

C16A3.10

B0205.6

T25B9.1

sptl−2

sptl−3

C15H9.7

T01B11.2

C32F10.8

Y71H2B.5

cth−2

T01C8.4

nkat−1

C44E4.3

cth−1

tatn−1

T04F3.1

tdc−1

C05D2.3

hdl−1

Pyridoxal phosphate−dependent transferase, major region, subdomain 2
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R10E4.7

gei−7

pyk−2

pyk−1

C01G10.7

Pyruvate/Phosphoenolpyruvate kinase, catalytic core
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tbc−18

tbc−11

tbc−16

tbc−4

tbc−15

tbc−7

tbc−12

tbc−2

tbc−10

tbc−8

tbc−3

tbc−20

tbc−19

tbc−6

tbc−9

rbg−3

tbc−1

tbc−13

tbc−17

tbck−1

RabGAP/TBC

−2 −1 0 1 2
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F49H6.5

F49E2.1

M01F1.3

Y92H12BL.1

F25B5.5

elpc−3

Radical SAM

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F49H6.5

F49E2.1

M01F1.3

Y92H12BL.1

F25B5.5

elpc−3

Radical SAM superfamily
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Y39A1A.8

R10D12.9

C54F6.4

K11D12.5

C06G8.1

K02D7.5

K06A4.4

RAG1−activating protein−1−related
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glo−1

ras−2

rab−3

let−60

rab−6.2

rap−3

rab−11.1

rab−11.2

ced−10

rab−18

F11A5.4

rab−37

K02E10.1

rab−28

F11A5.3

ras−1

aex−6

rab−14

rab−19

rab−21

rab−30

rab−10

rap−2

ral−1

ssr−2

tag−312

rab−7

rab−5

rab−1

unc−108

4R79.2

rab−6.1

C56E6.2

rab−33

rap−1

rab−35

Y71H2AM.12

ran−1

rab−8

Ran GTPase
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D1081.4

ZK669.5

rab−6.2

rap−3

glo−1

ras−2

crp−1

chw−1

C52B11.5

rab−21

ZK1236.1

rab−10

rho−1

arf−3

Y52B11A.4

rab−3

let−60

T26C12.3

mig−2

F08G12.1

lrk−1

arl−6

rab−37

F20D6.8

rab−28

K02E10.1

arl−3

rab−30

rab−39

rab−11.1

Y116A8C.10

sar−1

R186.3

arf−1.2

cdc−42

rab−7

rab−6.1

4R79.2

arf−1.1

C56E6.2

rab−33

rap−1

arl−8

rab−35

rap−2

rac−2

rheb−1

rab−5

rab−1

unc−108

Y54E10BR.2

Y71H2AM.12

ran−1

raga−1

rab−8

cnt−2

K08F11.5

C47C12.4

F52A8.6

tag−312

ral−1

ssr−2

rab−14

arc−1

arl−1

rab−19

F11A5.3

ras−1

aex−6

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

evl−20

W04C9.5

Ras
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pxf−1

afd−1

dgk−1

plc−1

hum−7

frm−8

W05B10.4

rgl−1

mig−10

T24F1.3

Ras−association
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sos−1

Y34B4A.4

pxf−1

R05G6.10

rgl−1

epac−1

Ras−like guanine nucleotide exchange factor, N−terminal
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C08A9.6

C08A9.8

K09E3.6

C18H2.1

sdz−2

C41H7.6

C41H7.3

C06C3.8

C41H7.5

K08A2.1

C08A9.9

K09E3.5

C41H7.4

Ras−mediated vulval−induction antagonist
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pxf−1

afd−1

dgk−1

plc−1

hum−7

frm−8

W05B10.4

rgl−1

T24F1.3

Ras association (RalGDS/AF−6) domain
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D1081.4

ZK669.5

rab−6.2

rap−3

glo−1

ras−2

crp−1

chw−1

C52B11.5

rab−21

ZK1236.1

rab−10

rho−1

arf−3

Y52B11A.4

rab−3

let−60

T26C12.3

mig−2

F08G12.1

lrk−1

arl−6

rab−37

F20D6.8

rab−28

K02E10.1

arl−3

rab−30

rab−39

rab−11.1

Y116A8C.10

sar−1

R186.3

arf−1.2

cdc−42

rab−7

rab−6.1

4R79.2

arf−1.1

C56E6.2

rab−33

rap−1

arl−8

rab−35

rap−2

rac−2

rheb−1

rab−5

rab−1

unc−108

Y54E10BR.2

Y71H2AM.12

ran−1

raga−1

rab−8

cnt−2

K08F11.5

C47C12.4

F52A8.6

tag−312

ral−1

ssr−2

rab−14

arc−1

arl−1

rab−19

F11A5.3

ras−1

aex−6

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

evl−20

W04C9.5

Ras family
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D1081.4

ZK669.5

rab−6.2

rap−3

glo−1

ras−2

crp−1

chw−1

rab−3

let−60

T26C12.3

F08G12.1

mig−2

arl−5

Y116A8C.10

rab−11.1

C56E6.2

rab−33

rap−1

arl−8

rab−35

rab−6.1

4R79.2

arf−1.1

Y54E10BR.2

Y71H2AM.12

cdc−42

rab−7

ran−1

cnt−2

K08F11.5

C47C12.4

F52A8.6

rab−8

Y47G6A.27

arf−1.2

rab−5

rab−1

F11A5.3

ras−1

aex−6

unc−108

tag−312

C52B11.5

rho−1

arl−6

rab−28

arf−3

Y52B11A.4

rab−21

rab−10

rab−30

rab−39

K02E10.1

arl−3

rab−37

F20D6.8

drn−1

ral−1

ssr−2

rab−14

arl−1

rab−19

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

evl−20

W04C9.5

rap−2

rac−2

rheb−1

Ras GTPase
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sos−1

Y34B4A.4

pxf−1

R05G6.10

rgef−1

rgl−1

epac−1

Ras guanine nucleotide exchange factor
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D1081.4

ZK669.5

rab−6.2

rap−3

rab−3

let−60

T26C12.3

mig−2

F08G12.1

glo−1

ras−2

crp−1

chw−1

Y116A8C.10

rab−11.1

cnt−2

K08F11.5

arl−8

rab−35

C56E6.2

rab−33

rap−1

4R79.2

rab−6.1

Y54E10BR.2

Y71H2AM.12

cdc−42

rab−7

ran−1

rab−8

F52A8.6

arf−1.2

rab−5

rab−1

F11A5.3

ras−1

aex−6

unc−108

tag−312

C52B11.5

rho−1

arl−6

rab−28

arf−3

Y52B11A.4

rab−21

K02E10.1

arl−3

rab−10

rab−30

rab−39

ral−1

ssr−2

rab−19

rab−14

arc−1

arl−1

rab−37

F20D6.8

drn−1

arf−6

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

evl−20

W04C9.5

rap−2

rac−2

rheb−1

Ras small GTPase, Rab type

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

D1081.4

ZK669.5

rab−6.2

rap−3

rab−3

let−60

T26C12.3

mig−2

glo−1

ras−2

crp−1

chw−1

rab−11.1

Y71H2AM.12

4R79.2

rab−6.1

cnt−2

K08F11.5

arl−8

rab−35

C56E6.2

rab−33

rap−1

ran−1

rab−8

F52A8.6

rab−5

rab−1

unc−108

tag−312

C52B11.5

rab−21

rab−10

rab−30

rab−39

rho−1

cdc−42

rab−7

Y52B11A.4

ral−1

ssr−2

rap−2

rac−2

rheb−1

F11A5.3

ras−1

aex−6

rab−14

rab−19

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

W04C9.5

K02E10.1

rab−28

rab−37

F20D6.8

drn−1

Ras small GTPase, Ras type

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sos−1

pxf−1

Y34B4A.4

plc−1

R05G6.10

rgef−1

rgl−1

epac−1

RasGEF domain
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glr−2

glr−6

gcy−8

glr−1

gcy−22

gcy−5

gcy−18

glr−5

glr−4

mgl−1

gcy−28

mgl−3

gcy−6

gcy−4

gbb−1

gcy−23

gcy−29

odr−1

gbb−2

gcy−13

gcy−9

gcy−17

gcy−14

glr−3

gcy−20

gcy−19

nmr−1

nmr−2

mgl−2

gcy−25

gcy−7

C30A5.10

gcy−3

gcy−2

gcy−1

gcy−12

Receptor family ligand binding region

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F02C9.4

Y6E2A.8

F38A5.11

D2063.4

T01C3.5

Y73F8A.18

F28H7.6

F58E1.4

T26E4.1

C41G6.6

F14D2.6

F11A5.7

Y70C5C.3

ZK1037.1

T11F1.8

ZK355.6

ZC482.4

ZC482.2

T11F1.7

ZK355.1

K04F1.7

daf−2

F54G8.1

ZC482.3

F02C12.4

T05A6.4

K04F1.13

ZK355.5

F15E11.3

F59D6.4

F15E11.11

F59D6.6

K04F1.10

C04G2.11

F15E11.4

H25K10.5

K04F1.11

K12D9.12

F58E1.7

K04F1.6

T11F1.6

F15E11.2

K04F1.14

C30G4.6

Y37A1B.8

Y37A1B.9

ZK355.4

C31E10.3

F45C12.1

Y19D10B.5

R03G5.3

H25K10.6

F15E11.5

F45C12.16

C17E7.10

ZK355.7

let−23

ZC482.7

T11F1.2

Y19D10B.2

K04F1.12

F56A4.9

Y46H3D.4

Y57G11B.7

F13G11.2

F42G8.9

Receptor L domain
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smc−3

him−1

C27A2.1

mix−1

smc−4

F54D5.14

dpy−27

RecF/RecN/SMC N terminal domain
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smc−3

him−1

C27A2.1

mix−1

smc−4

F54D5.14

dpy−27

RecF/RecN/SMC protein, N−terminal
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ncs−2

C16H3.1

ncs−1

ncs−3

F21A10.1

cal−4

Recoverin
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R05H5.3

K02H11.6

T20D4.7

T28A11.13

F26E4.12

prdx−6

pdi−1

prdx−3

C35B1.5

prdx−2

C32D5.8

F29B9.5

C30H6.8

M01H9.1

Redoxin
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W09G3.7

ran−3

nekl−1

glo−4

K11D2.1

Y48G8AL.1

F07B7.12

rpm−1

Regulator of chromosome condensation (RCC1) repeat
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tatn−1

glo−4

ran−3

K11D2.1

ark−1

Y57A10A.28

Y48G8AL.1

apd−3

pro−1

W09G3.7

rog−1

hda−4

nekl−1

F31D4.2

srt−7

ZK849.2

F41E7.3

F07B7.12

rpm−1

Regulator of chromosome condensation, RCC1
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glo−4

K11D2.1

W09G3.7

ran−3

F58D12.3

nekl−1

Y48G8AL.1

F07B7.12

rpm−1

Regulator of chromosome condensation/beta−lactamase−inhibitor protein II

−2 −1 0 1 2
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rgs−8.1

rgs−9

rgs−11

pry−1

rgs−2

rgs−3

eat−16

rgs−4

rgs−7

Y48E1B.14

rgs−6

rgs−1

rgs−5

grk−1

Y116A8C.26

grk−2

rgs−10

egl−10

Regulator of G protein signaling domain

−2 −1 0 1 2
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rgs−8.1

rgs−9

rgs−11

pry−1

rgs−2

rgs−3

eat−16

rgs−4

rgs−7

Y48E1B.14

rgs−6

rgs−1

rgs−5

grk−1

Y116A8C.26

grk−2

rgs−10

egl−10

Regulator of G protein signalling

−2 −1 0 1 2
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K09H9.1

pha−1

F10E7.1

F53C3.11

BE10.3

C05E4.12

Y47D3A.1

T05A7.11

C07E3.8

T02E1.2

F49E8.7

C27D9.1

Regulator protein PHA−1

−2 −1 0 1 2
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K09H9.1

pha−1

F10E7.1

F53C3.11

BE10.3

C05E4.12

Y47D3A.1

T05A7.11

C07E3.8

T02E1.2

F49E8.7

C27D9.1

Regulator protein, PHA−1

−2 −1 0 1 2
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Y54F10AM.7

T25D1.3

F18E9.6

W02H5.5

T05A7.9

W02B3.6

Repeat of unknown function XGLTT
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tag−275

mig−17

adm−2

adt−2

F27D9.7

sup−17

T19D2.1

gon−1

adt−1

unc−71

Reprolysin (M12B) family zinc metalloprotease

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

adt−2

adm−4

sup−17

adt−1

unc−71

Reprolysin family propeptide

−2 −1 0 1 2
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glh−2

ZK512.2

drh−3

smg−2

R05D11.4

Y46G5A.4

M03C11.8

Y66D12A.15

glh−1

B0511.6

xnp−1

Y38A10A.6

dcr−1

ZK686.2

K02F3.12

Y54E2A.4

drh−1

ZC317.1

C28H8.3

hel−308

glh−4

mut−14

glh−3

isw−1

eri−7

Restriction endonuclease, type I, R subunit/Type III, Res subunit

−2 −1 0 1 2
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cdc−25.3

F11G11.9

cdc−25.4

Y59H11AM.2

cdc−25.1

cdc−25.2

F42G8.7

moc−3

vhp−1

H12D21.4

tbc−1

D2023.5

H12D21.7

R186.6

Rhodanese−like

−2 −1 0 1 2
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cdc−25.3

F11G11.9

cdc−25.4

Y59H11AM.2

cdc−25.1

cdc−25.2

moc−3

vhp−1

H12D21.4

tbc−1

D2023.5

H12D21.7

R186.6

Rhodanese−like domain

−2 −1 0 1 2
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pac−1

2RSSE.1

rga−1

rga−6

hum−7

T04C9.1

Y34B4A.8

Y92H12BL.4

tag−325

F23H11.4

ocrl−1

rlbp−1

chin−1

rga−3

cyk−4

rga−4

srgp−1

syd−1

rga−5

rga−2

tag−341

gei−1

rrc−1

RhoGAP

−2 −1 0 1 2
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pac−1

2RSSE.1

rga−1

rga−6

hum−7

T04C9.1

Y34B4A.8

tag−325

F23H11.4

rlbp−1

chin−1

Y92H12BL.4

rga−3

cyk−4

rga−4

srgp−1

syd−1

rga−5

rga−2

tag−341

gei−1

rrc−1

RhoGAP domain

−2 −1 0 1 2
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Y95B8A.12

tag−52

sos−1

tag−77

unc−89

Y105E8A.24

unc−73

ect−2

C11D9.1

tag−218

uig−1

R02F2.2

vav−1

Y37A1B.17

F52D10.6

cgef−1

rhgf−2

pix−1

exc−5

rhgf−1

RhoGEF domain

−2 −1 0 1 2
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rom−1

rom−5

rom−3

rom−2

rom−4

Rhomboid family

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

rnh−1.3

rnh−1.2

T09F3.5

rnh−1.0

rnh−1.1

Ribonuclease H

−2 −1 0 1 2
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ZC477.5

Y24D9B.1

C29F5.3

C30F12.1

Y51H4A.13

Y59E9AR.2

Ribonuclease Zc3h12a−like

−2 −1 0 1 2
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47
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W04A8.2

F58F9.1

F19G12.2

Y57G11C.21

F54H12.2

K09F6.5

rnr−2

Ribonucleotide reductase

−2 −1 0 1 2
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C37A2.6

prmt−6

mett−10

prmt−2

C38D4.9

prmt−4

C33C12.9

pcm−1

prmt−3

prmt−1

Ribosomal L11 methyltransferase, PrmA

−2 −1 0 1 2
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C37A2.6

prmt−6

mett−10

prmt−2

C38D4.9

prmt−4

C33C12.9

pcm−1

prmt−3

prmt−1

Ribosomal protein L11 methyltransferase (PrmA)

−2 −1 0 1 2
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47
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Y48A6B.3

rps−12

rpl−30

M28.5

rpl−7A

Ribosomal protein L7Ae/L30e/S12e/Gadd45

−2 −1 0 1 2
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Y48A6B.3

rps−12

rpl−30

M28.5

rpl−7A

Ribosomal protein L7Ae/L30e/S12e/Gadd45 family

−2 −1 0 1 2
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.5 48 49 50 51 52 53 54 55 56 58

Y37E3.10

rpb−7

emb−5

ZK973.1

mog−5

Ribosomal protein S1, RNA−binding domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

fbxa−164

Y50D4A.1

elpc−2

rps−0

B0222.10

B0244.9

F55D12.6

Ribosomal protein S2, conserved site

−2 −1 0 1 2
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F29C12.4

mrps−5

Y42G9A.4

F09G8.3

tag−96

xol−1

C26D10.4

Y48B6A.13

rps−16

rps−2

top−2

mlh−1

pms−2

Y119D3B.14

R05D3.1

Ribosomal protein S5 domain 2−type fold, subgroup

−2 −1 0 1 2
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R74.7

F45G2.9

H06I04.3

Y53F4B.13

Y40D12A.1

Ribosomal RNA methyltransferase RrmJ/FtsJ

−2 −1 0 1 2
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gly−5

gly−10

gly−7

gly−3

gly−4

gly−9

C25H3.8

gly−6

gly−11

Ricin−type beta−trefoil lectin domain

−2 −1 0 1 2
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gly−5

gly−10

gly−7

gly−3

gly−4

gly−9

C25H3.8

gly−6

gly−11

Ricin B lectin

−2 −1 0 1 2
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riok−2

riok−3

riok−1

dapk−1

nekl−4

RIO−like kinase

−2 −1 0 1 2
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riok−2

riok−3

riok−1

dapk−1

nekl−4

RIO1 family

−2 −1 0 1 2
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ZK370.4

K07E1.1

cng−3

unc−103

egl−2

Y76B12C.1

C23H5.7

C09G4.2

pxf−1

egl−4

cng−1

ZK632.4

M110.7

T01D1.4

kin−2

tax−2

epac−1

F42F12.4

tax−4

C05C8.7

C14F11.6

RmlC−like jelly roll fold

−2 −1 0 1 2
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47
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hsd−1

sqv−1

hsd−2

hsd−3

gmd−2

F08F3.4

bre−1

Y53G8AL.2

C01F1.3

F53B1.4

RmlD substrate binding domain

−2 −1 0 1 2
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47
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Y59A8B.6

C50F2.3

let−716

F25B4.5

suf−1

M03F8.3

B0035.12

RNA−processing protein, HAT helix

−2 −1 0 1 2
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Y54G11A.3

glh−3

cgh−1

glh−2

vbh−1

Y65B4A.6

H20J04.4

H27M09.1

T26G10.1

F58E10.3

Y23H5B.6

ZK512.2

C46F11.4

F33D11.10

F57B9.3

B0511.6

ZC317.1

Y94H6A.5

glh−1

glh−4

mut−14

mel−46

F58G11.2

ZK686.2

ddx−23

inf−1

F53H1.1

Y71G12B.8

RNA helicase, ATP−dependent, DEAD−box, conserved site

−2 −1 0 1 2
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nrd−1

pcf−11

cids−1

cids−2

C07H6.4

RNA polymerase II, large subunit, CTD

−2 −1 0 1 2
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D2030.2

rab−11.1

C56E6.2

rab−35

rab−18

rab−10

F55F10.1

rab−7

Y52B11A.4

rab−1

unc−108

Y71H2AM.12

rab−8

RNA polymerase sigma factor 54, interaction

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

spn−4

daz−1

rnp−8

ZK616.1

exc−7

C07A4.1

din−1

sup−12

Y57G11A.5

sym−2

mel−47

cpb−3

uaf−2

tdp−1

W04D2.6

K08F4.2

Y65B4A.1

asd−1

cpb−2

R09B3.3

Y37D8A.21

F58B3.7

T08B6.5

rsp−2

C02B10.4

C18A3.5

rsp−5

cpb−1

R05D3.8

R09B3.2

T08B2.5

cyn−13

rsp−7

hrp−1

nrd−1

rnp−1

rsp−4

F29C4.7

K07H8.10

rsp−8

EEED8.4

T04A8.6

rbd−1

C07H6.4

Y46G5A.13

B0035.12

Y106G6D.7

fog−1

msi−1

fox−1

uaf−1

hrp−2

eif−3.G

etr−1

F11A10.7

pabp−2

ptb−1

pab−2

R06C1.4

mec−8

C50D2.5

rnp−4

rnp−3

R05H10.2

hrpf−2

C30B5.4

rnp−2

H24K24.4

B0336.3

T07F10.3

ntl−4

sig−7

set−2

acin−1

EEED8.10

tag−262

tag−310

C50B8.1

sqd−1

C44B7.2

rnp−5

C44E4.4

H28G03.1

C27H5.3

C25A1.4

ztf−4

rsp−3

rsp−6

hrpf−1

T11G6.8

drr−2

rsp−1

unc−75

pab−1

ncbp−2

F32B4.4

rnp−7

psf−1

EEED8.12

Y57G11C.9

Y55F3AM.3

rnp−6

cpf−2

RNA recognition motif, RNP−1

−2 −1 0 1 2
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spn−4

daz−1

rnp−8

ZK616.1

Y57G11A.5

sym−2

mel−47

cpb−3

uaf−2

tdp−1

W04D2.6

K08F4.2

Y65B4A.1

asd−1

R09B3.3

Y37D8A.21

F58B3.7

T08B6.5

C27H5.3

C25A1.4

ztf−4

rsp−2

C02B10.4

C18A3.5

rsp−5

rsp−3

rnp−1

rsp−4

F29C4.7

nrd−1

R05D3.8

R09B3.2

T08B2.5

cyn−13

rsp−7

hrp−1

K07H8.10

rsp−8

EEED8.4

T04A8.6

rbd−1

C07H6.4

Y46G5A.13

B0035.12

Y106G6D.7

exc−7

C07A4.1

din−1

sup−12

tag−310

C50B8.1

uaf−1

hrp−2

C30B5.4

rnp−2

H24K24.4

R05H10.2

hrpf−2

ptb−1

pab−2

R06C1.4

mec−8

pabp−2

fog−1

msi−1

fox−1

eif−3.G

etr−1

F11A10.7

C50D2.5

rnp−4

rnp−3

EEED8.10

tag−262

C44B7.2

rnp−5

C44E4.4

H28G03.1

T07F10.3

ntl−4

sig−7

set−2

sqd−1

psf−1

EEED8.12

Y57G11C.9

Y55F3AM.3

rnp−6

cpf−2

drr−2

rsp−1

unc−75

rsp−6

hrpf−1

T11G6.8

pab−1

ncbp−2

F32B4.4

rnp−7

RNA recognition motif. (a.k.a. RRM, RBD, or RNP domain)
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R09B3.3

F58B3.7

uaf−2

rnp−6

Y46G5A.13

R09B3.2

C18A3.5

R06C1.4

ntl−4

R05H10.2

RNA recognition, domain 1

−2 −1 0 1 2
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rnh−1.3

rnh−1.2

T09F3.5

rnh−1.0

rnh−1.1

RNase H

−2 −1 0 1 2
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Y105E8A.20

C39D10.3

ers−3

F08C6.2

nrs−2

tut−1

rrt−1

irs−2

R53.1

W06B3.1

M106.4

ers−2

F26H9.4

Y18H1A.11

F23C8.5

M02D8.4

M18.3

F28A10.10

rrt−2

C24F3.4

pps−1

Y65B4A.8

lrs−2

vrs−1

Y105E8A.19

Y71H2B.5

F27D4.1

vrs−2

lrs−1

wrs−2

B0035.16

irs−1

Y37E3.11

crs−1

ers−1

mrs−1

wrs−1

yrs−1

E01A2.5

Rossmann−like alpha/beta/alpha sandwich fold
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tbc−18

unc−14

Y51H1A.2

T19D7.4

tbc−8

C52E12.4

RUN
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tbc−18

unc−14

Y51H1A.2

T19D7.4

tbc−8

C52E12.4

RUN domain

−2 −1 0 1 2
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F56D2.5

Y52B11A.2

F56D2.2

gcn−2

Y53G8AR.5

T26E3.4

RWD

−2 −1 0 1 2
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F56D2.5

Y52B11A.2

F56D2.2

gcn−2

T26E3.4

RWD domain

−2 −1 0 1 2
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Y37E3.10

rpb−7

emb−5

ZK973.1

mog−5

S1 RNA binding domain

−2 −1 0 1 2
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F01F1.1

tag−115

F20D12.2

rpn−12

eif−3.K

SAC3/GANP/Nin1/mts3/eIF−3 p25

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F01F1.1

tag−115

F20D12.2

rpn−12

eif−3.K

SAC3/GANP/Nin1/mts3/eIF−3 p25 family

−2 −1 0 1 2
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dgk−4

F53F8.5

cnk−1

F53B1.2

T21H8.1

nab−1

ave−1

stim−1

C46H3.2

C05D10.4

syd−2

C11E4.6

ZC190.4

zak−1

tir−1

shn−1

bcc−1

Y39C12A.1

SAM domain (Sterile alpha motif)

−2 −1 0 1 2
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tag−347

F53H4.5

attf−1

C01B12.2

daf−5

SAND domain−like

−2 −1 0 1 2
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spr−1

ada−2

dnj−11

gei−11

Y74C9A.4

R151.8

isw−1

egl−27

gei−8

F53H10.2

B0261.1

lin−40

D1081.8

psa−1

F54F2.9

tag−192

SANT, DNA−binding
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lst−3

C39E9.12

pqn−62

Y53G8AR.6

eri−1

acin−1

SAP domain
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spp−8

asm−1

spp−6

spp−2

F23F1.7

spp−9

spp−21

spp−10

spp−19

asm−3

asm−2

spp−23

spp−12

spp−15

K02A11.4

spp−14

spp−17

spp−3

spp−16

spp−1

spp−5

spp−4

spp−7

spp−13

Saposin−like

−2 −1 0 1 2
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spp−15

spp−8

spp−10

spp−5

spp−4

spp−6

spp−2

spp−7

Saposin−like type B, 2

−2 −1 0 1 2
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spp−15

spp−8

spp−10

spp−5

spp−4

spp−6

spp−2

spp−7

Saposin−like type B, region 2
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asm−1

spp−11

spp−21

spp−10

spp−20

spp−8

spp−15

spp−18

spp−3

spp−16

spp−1

spp−5

spp−4

spp−9

spp−6

spp−2

asm−3

spp−19

asm−2

spp−23

spp−12

spp−14

spp−17

spp−7

spp−13

Saposin B
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R05H5.3

C35B1.5

sco−1

Y52E8A.3

F29B9.5

SCO1/SenC
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scl−2

scl−22

C07A4.3

C04C11.1

scl−23

D2062.1

scl−6

scl−11

C07A4.2

F57B7.2

F09B9.5

scl−25

scl−24

scl−19

scl−12

scl−1

scl−21

scl−20

scl−26

F58E2.5

scl−9

scl−7

scl−8

scl−15

scl−27

scl−13

scl−17

lon−1

scl−18

scl−3

scl−14

vap−1

scl−5

scl−10

SCP−like extracellular
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scrm−3

scrm−1

scrm−2

scrm−4

scrm−7

scrm−6

scrm−8

scrm−5

Scramblase
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F38B6.3

C09F9.2

mua−3

R193.2

Y48G1BM.9

mup−4

SEA
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F38B6.3

C09F9.2

mua−3

R193.2

Y48G1BM.9

mup−4

SEA domain
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vps−45

unc−18

T07A9.10

F43D9.3

vps−33.2

vps−33.1

Sec1−like protein
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vps−45

unc−18

T07A9.10

F43D9.3

vps−33.2

vps−33.1

Sec1 family
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agef−1

gbf−1

Y106G6G.2

grp−1

M02B7.5

efa−6

SEC7−like
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agef−1

gbf−1

grp−1

M02B7.5

efa−6

Sec7 domain
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mom−2

egl−20

cwn−2

lin−44

cwn−1

Secreted growth factor Wnt protein
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mom−2

egl−20

cwn−2

lin−44

cwn−1

Secreted growth factor Wnt protein, conserved site
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F59D6.7

ZK856.8

C54E4.2

ost−1

Y48B6A.6

C56C10.9

cal−5

F30A10.1

T04F3.2

cbn−1

H10E21.4

Secreted protein acidic and rich in cysteine Ca binding region
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plx−2

plx−1

mab−20

smp−1

smp−2

Semaphorin/CD100 antigen
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T11F8.4
F11E6.8
F32D8.1
src−2
sma−6
F22H10.1
egl−15
M03C11.1
dkf−1
Y51B9A.9
C03B1.5
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
trk−1
R90.1
gcy−8
kin−29
ver−2
F59F5.3
cst−1
Y42A5A.4
zak−1
Y105C5A.24
kin−32
mkk−4
F46F6.2
lit−1
B0198.3
hpk−1
R151.4
gcy−22
kgb−1
lin−2
jnk−1
abl−1
nekl−2
ckk−1
pmk−3
ddr−2
mpk−2
sgk−1
mbk−1
C49C3.10
akt−2
nekl−3
cst−2
Y50D4B.6
T01G5.1
kin−15
pdk−1
B0252.1
kin−33
cdk−4
nekl−4
W04B5.5
tbck−1
vab−1
pkc−3
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
gck−1
K08F8.1
F23C8.8
F54H5.2
K06H7.8
ZC581.7
C56C10.6
Y43C5B.2
Y116A8C.38
Y116A8C.24
ZK593.9
F59A6.4
T25B9.4
tag−344
frk−1
F57B9.8
Y39G8C.2
C09D4.3
Y69E1A.3
T15B12.2
C56G2.5
Y69F12A.1
Y106G6D.4
F38E1.3
W03F8.2
ZC373.4
C25H3.1
Y52D5A.2
K08H2.5
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F39F10.3
mes−1
cdk−2
lin−45
chk−1
sel−5
cdk−9
dkf−2
Y39G8B.5
mom−4
ZK524.4
R02C2.1
ZC504.3
Y73B3A.16
zyg−1
kin−34
pig−1
pak−2
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
kin−18
gck−2
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
daf−2
Y50D7A.3
cmk−1
F28C10.3
kin−19
F09G2.1
mrck−1
W04G5.10
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
scd−2
sad−1
Y65B4A.9
gck−4
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
old−2
T07F12.4
C01C4.3
pek−1
gcy−15
gcy−18
C24G6.2
old−1
kin−30
kin−20
unc−51
aak−2
rol−3
gcy−5
Y38E10A.8
gcy−23
daf−11
gcy−21
odr−1
gcy−29
unc−82
F35C8.2
gcy−17
R04A9.7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gcy−20
gcy−25
R09D1.12
kin−6
gcy−11
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
pmk−1
gcy−6
ZC123.4
F31E3.2
gcy−27
gcy−4
K11H12.9
mig−15
H01G02.2
sek−1
mtk−1
spk−1
zyg−8
ark−1
ZK930.1
Y111B2A.1
T08D2.7
chk−2
C44C10.7
F16B12.7
pik−1
akt−1
mek−1
gcn−2
gsk−3
C09G4.2
kin−25
max−2
gcy−2
mpk−1
mbk−2
pct−1
let−502
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
F09A5.2
ire−1
cdk−8
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
dyf−5
F35C8.1
Y47G6A.5
wts−1
mek−2
rsks−1
H37N21.1
E02D9.1
C36B7.2
kin−23
pkc−2
W07G4.3
unc−89
gcy−7
R09D1.13
dapk−1
strd−1
aak−1
D2045.7
ddr−1
gcy−1
nsy−1
R02C2.6
ver−1
C45G9.1
C34G6.5
gcy−3
kin−16
mlk−1
daf−1
egl−4
sax−1
kgb−2
mnk−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
prk−2
R06A10.4
sma−5
W03A5.1
tag−191
ZK666.8
C49C8.1
W09C3.1
kin−14
kin−24
R03D7.5
T25B9.5
M04F3.3
B0207.7
K04C1.5
rskn−1
plk−3
E02H4.6
Y38H8A.4
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
C34F11.5
T05A7.6
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
kin−5
F01D4.3
C08F8.6
M7.7
K11C4.1
F33D11.7
C34B2.3
T19D12.5
W02B12.12
C25A8.5
kin−31
F36H12.9
W06F12.3
F53C3.1
Y47G6A.13
Y4C6A.1
F22B3.8
ZC581.2
T05C12.1
kin−26
C50F4.10
W03G9.5
C03C10.2
F41G3.5
C04G2.2
ZK354.2
ttbk−2
F32B6.10
H05L14.1
ZK596.2
R13H9.5
C27D8.1
Y38H8A.3
C39H7.1
F26E4.5
ZK622.1
gska−3

Serine−threonine/tyrosine−protein kinase

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

C08H9.1

F32A5.3

K10B2.2

Y40D12A.2

F41C3.5

Y32F6A.5

Y16B4A.2

K10C2.1

F13D12.6

Serine carboxypeptidase
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F28E10.5

pcp−2

pcp−5

F19C7.4

K12H4.7

F56F10.1

C26B9.5

pcp−3

pcp−4

pcp−1

F19C7.2

Serine carboxypeptidase S28
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T11F8.4
kin−16
kin−15
Y50D4B.6
T01G5.1
rol−3
gcy−5
Y38E10A.8
gcy−23
daf−11
gcy−21
odr−1
gcy−29
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
unc−82
mpk−2
sgk−1
mbk−1
C49C3.10
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
daf−2
Y50D7A.3
cmk−1
F28C10.3
gcy−17
R04A9.7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gcy−20
gcy−25
kin−19
F09G2.1
gcy−4
K11H12.9
W04G5.10
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
scd−2
sad−1
Y65B4A.9
gck−4
pmk−1
F22H10.5
gcy−6
ZC123.4
F31E3.2
gcy−27
R09D1.12
kin−6
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
ckk−1
pmk−3
cst−1
Y42A5A.4
trk−1
R90.1
gcy−8
kin−29
ver−2
ddr−2
mig−15
H01G02.2
sek−1
kin−32
mkk−4
F46F6.2
kgb−1
lin−2
jnk−1
abl−1
F59F5.3
lit−1
B0198.3
hpk−1
akt−2
nekl−3
cst−2
gcy−15
gcy−18
C24G6.2
old−1
kin−30
Y105C5A.24
mtk−1
spk−1
zyg−8
daf−1
egl−4
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
mek−2
rsks−1
ver−1
C45G9.1
C34G6.5
gcy−3
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
F09A5.2
ire−1
cdk−8
T24D5.4
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
H37N21.1
E02D9.1
C36B7.2
kin−23
dyf−5
F35C8.1
unc−89
gcy−7
R09D1.13
rskd−1
mlk−1
Y47G6A.5
wts−1
gcy−1
nsy−1
kin−20
gcy−11
unc−51
aak−2
sax−1
kgb−2
mnk−1
T07F12.4
C01C4.3
pek−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
pdk−1
B0252.1
old−2
kin−33
cdk−4
nekl−4
W04B5.5
tbck−1
ZK177.2
mrck−1
vab−1
pkc−3
F11E6.8
F32D8.1
nekl−2
gcy−22
src−2
sma−6
egl−15
M03C11.1
dkf−1
Y51B9A.9
C03B1.5
K04C1.5
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
Y38H8A.4
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
F01D4.3
C08F8.6
M7.7
K11C4.1
F33D11.7
C34B2.3
T19D12.5
kin−5
spe−6
W06F12.3
W02B12.12
C25A8.5
kin−31
F36H12.9
F53C3.1
C05C12.1
Y47G6A.13
Y71F9AL.2
Y4C6A.1
F22B3.8
ZC581.2
T05C12.1
kin−26
C50F4.10
rskn−1
plk−3
E02H4.6
W03G9.5
C03C10.2
F41G3.5
C04G2.2
ttbk−2
C34F11.5
T05A7.6
F25F2.1
ZK354.2
Y18H1A.10
F32B6.10
H05L14.1
ZK596.2
R13H9.5
C27D8.1
Y38H8A.3
C39H7.1
F26E4.5
ZK622.1
gska−3
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
W03F8.2
Y52D5A.2
K08H2.5
Y69E1A.3
T15B12.2
C56G2.5
Y69F12A.1
ZK507.1
Y106G6D.4
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F23C8.8
F54H5.2
K06H7.8
ZC581.7
C56C10.6
frk−1
Y43C5B.2
Y116A8C.24
Y73B6A.1
Y39G8C.2
C09D4.3
K09C6.1
F57B9.8
ZK593.9
F59A6.4
D2024.1
C28A5.6
T25B9.4
tag−344
ZK666.8
F26A1.3
C49C8.1
F38E1.3
F39F10.3
C29H12.5
mes−1
gcy−2
VY10G11R.1
ZC373.4
gck−1
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
K08F8.1
kin−34
pig−1
pak−2
mom−4
sel−5
cdk−9
dkf−2
Y39G8B.5
cdk−2
lin−45
chk−1
R02C2.1
ZC504.3
ZK524.4
C01H6.9
R02C2.6
zyg−1
Y111B2A.1
T08D2.7
chk−2
ark−1
ZK930.1
kin−18
gck−2
W03A5.1
tag−191
W09C3.1
kin−14
Y116A8C.38
R03D7.5
B0207.7
kin−24
prk−2
R06A10.4
sma−5
strd−1
aak−1
D2045.7
ddr−1
T09B4.7
T25B9.5
M04F3.3
C44C10.7
F16B12.7
pik−1
akt−1
mek−1
gcn−2
gsk−3
H12I13.1
dapk−1
pkc−2
W07G4.3
C09G4.2
kin−25
max−2
mpk−1
mbk−2
pct−1
let−502

Serine/threonine−protein kinase−like domain
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T11F8.4
vrk−1
bub−1
ikke−1
F52B5.2
wee−1.3
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
gck−1
K08F8.1
W03F8.2
ZC373.4
C25H3.1
Y52D5A.2
K08H2.5
C29H12.5
ZK507.3
C35E7.10
F59A3.8
B0218.5
T06C10.3
K09B11.5
spe−8
R05H5.4
F23C8.8
F54H5.2
K06H7.8
Y73B6A.2
Y116A8C.24
Y73B6A.1
K09C6.1
F57B9.8
ZK593.9
F59A6.4
D2024.1
C28A5.6
T25B9.4
tag−344
Y39G8C.2
ZC581.7
C56C10.6
frk−1
C09D4.3
Y69E1A.3
T15B12.2
C56G2.5
Y69F12A.1
ZK507.1
Y106G6D.4
F38E1.3
cdk−2
lin−45
chk−1
sel−5
cdk−9
dkf−2
Y39G8B.5
mom−4
ZK524.4
R02C2.1
ZC504.3
Y73B3A.16
zyg−1
kin−34
pig−1
pak−2
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
kin−18
gck−2
W03A5.1
tag−191
ZK666.8
C49C8.1
W09C3.1
kin−14
Y116A8C.38
R03D7.5
B0207.7
kin−24
Y111B2A.1
T08D2.7
chk−2
C09G4.2
kin−25
C44C10.7
pkc−2
F16B12.7
pik−1
akt−1
mek−1
gcn−2
gsk−3
T09B4.7
T25B9.5
M04F3.3
strd−1
aak−1
D2045.7
ddr−1
gcy−2
VY10G11R.1
max−2
mpk−1
mbk−2
pct−1
let−502
prk−2
R06A10.4
sma−5
Y50D4B.6
T01G5.1
kin−15
kin−16
R02C2.6
ver−1
C45G9.1
C34G6.5
gcy−3
mtk−1
spk−1
zyg−8
ark−1
ZK930.1
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
F39F10.2
csk−1
F09A5.2
ire−1
cdk−8
pink−1
gcy−9
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
mlk−1
daf−1
egl−4
mek−2
rsks−1
R09D1.12
dapk−1
H37N21.1
E02D9.1
C36B7.2
kin−23
dyf−5
F35C8.1
unc−89
gcy−7
R09D1.13
rskd−1
gcy−1
nsy−1
F18F11.5
Y106G6A.1
cam−1
pkc−1
gcy−28
daf−2
Y50D7A.3
gcy−17
R04A9.7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gcy−20
gcy−25
ttn−1
T14E8.1
C05D10.2
C36B7.1
unc−22
unc−43
Y47G6A.5
wts−1
cmk−1
F28C10.3
gck−3
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
kin−19
F09G2.1
mrck−1
kin−33
cdk−4
W04B5.5
tbck−1
vab−1
pkc−3
old−2
rol−3
gcy−5
Y38E10A.8
gcy−23
daf−11
gcy−21
odr−1
gcy−29
pmk−1
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
gcy−6
ZC123.4
F31E3.2
gcy−27
gcy−4
K11H12.9
kin−6
VZC374L.1
F40A3.5
rskn−2
nipi−3
kin−3
ZC449.3
kin−20
gcy−11
W04G5.10
scd−2
sad−1
Y65B4A.9
gck−4
nekl−4
unc−51
aak−2
sax−1
kgb−2
mnk−1
T07F12.4
C01C4.3
pek−1
tpa−1
gcy−13
kin−9
prk−1
C38C3.4
F22F1.2
let−23
F11E6.8
F32D8.1
src−2
C03B1.5
sma−6
egl−15
M03C11.1
dkf−1
Y51B9A.9
akt−2
nekl−3
cst−2
pdk−1
B0252.1
pak−1
ZC581.9
flr−4
grk−1
ver−3
K02E10.7
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
grk−2
F59F5.3
gcy−15
gcy−18
C24G6.2
old−1
kin−30
Y105C5A.24
ckk−1
pmk−3
cst−1
Y42A5A.4
trk−1
R90.1
gcy−8
kin−29
ver−2
ddr−2
mig−15
H01G02.2
sek−1
mpk−2
sgk−1
mbk−1
C49C3.10
unc−82
F35C8.2
kin−32
mkk−4
F46F6.2
lit−1
B0198.3
hpk−1
R151.4
gcy−22
kgb−1
lin−2
jnk−1
abl−1
nekl−2
K04C1.5
rskn−1
plk−3
E02H4.6
F39F10.3
C14A4.13
R10D12.10
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
Y38H8A.4
D2045.5
kin−21
C09B9.4
F35C11.3
M05D6.1
W01B6.5
ZK354.6
F21F3.2
T21G5.1
C55C3.4
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Serine/threonine−protein kinase domain
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Serpentine type 7TM GPCR chemoreceptor Sra
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Serpentine type 7TM GPCR chemoreceptor Srb
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Serpentine type 7TM GPCR chemoreceptor Srbc
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Serpentine type 7TM GPCR chemoreceptor Srd
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sri−30
srh−104
str−123
Y27F2A.10
srh−70
srh−247
sri−16
str−150
sri−27
srj−9
str−261
srh−131
str−165
str−233
str−260
srh−136
srh−17
srd−71
srh−48
srj−32
srj−14
str−154
F07B10.7
str−87
srh−261
srh−51
srh−278
srh−149
sri−15
str−103
srh−118
str−229
srh−79
srh−299
str−196
str−208
F10A3.12
str−227
str−48
str−37
str−78
srh−142
sri−17
srh−92
srh−69
str−46
srh−123
sri−2
str−225
nhr−36
srh−275
str−83
str−173
str−177
srh−63
str−164
str−120
str−32
srd−53
str−31
srh−206
srh−211

Serpentine type 7TM GPCR chemoreceptor Srh

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

srh−245
srh−178
srd−53
str−31
srh−206
srh−24
Y27F2A.11
srh−45
srh−25
srh−217
srh−40
sri−69
srh−16
str−148
str−16
srh−190
C04C3.7
sri−73
srh−233
sri−5
srh−41
srj−11
sri−60
str−136
srh−11
sri−61
srh−215
sri−21
str−144
str−3
str−134
sri−14
srh−277
srh−27
srh−50
srh−286
str−131
srh−167
str−84
srh−30
srh−115
sri−74
srh−187
srj−53
srh−100
srh−200
srh−149
sri−15
srh−51
srh−278
srh−118
srh−79
srh−299
str−87
str−67
srh−28
sri−4
T03E6.9
srh−49
srh−123
srh−68
srh−171
srh−276
srj−22
sri−77
srh−59
srh−271
srh−57
str−141
srh−15
srh−111
str−9
sri−30
srh−166
srh−255
srd−38
sri−16
srh−131
srj−9
str−261
sri−27
str−60
F07B10.7
srh−139
srh−251
srh−222
srh−182
srh−209
sri−10
srj−27
srh−218
str−113
sri−7
srh−174
str−165
srh−181
srh−194
srh−39
srj−54
srh−183
srh−105
Y62H9A.1
sri−71
F59B1.4
srh−199
srh−7
str−38
srh−55
srh−248
srh−216
sri−6
srh−208
srh−229
srh−44
srh−219
srh−154
srh−73
srh−62
srh−289
srh−148
srh−203
srh−98
str−222
srh−112
srh−288
srh−8
sri−20
srh−137
str−64
sri−28
srh−113
str−8
srh−250
srh−284
sri−12
str−229
str−99
srh−77
srh−133
srh−142
sri−17
srh−92
sri−54
srh−134
str−19
srh−97
sri−46
Y19D10A.2
str−20
srh−120
srh−279
sri−25
srh−138
srj−57
srj−55
srj−15
srh−235
srh−228
srh−185
srh−213
srh−186
Y45G12C.10
srh−308
str−198
srh−170
str−227
srh−104
str−123
str−159
srh−241
str−135
srh−145
T06E4.7
str−257
srh−47
srh−195
str−63
srh−136
str−12
srh−201
str−138
srh−172
srh−95
srh−60
sri−70
srh−89
srh−173
srh−80
srh−159
str−85
srh−56
srh−243
T06C12.11
srh−122
srh−87
srd−48
srh−247
Y27F2A.10
srh−70
str−32
F22B8.3
srh−63
srh−119
srh−67
sri−26
srh−147
srh−61
srh−5
srh−300
srh−220
srh−88
srd−34
srj−38
srh−71
sri−67
srd−60
srh−252
str−122
srh−265
srh−239
srh−270
srh−52
str−40
srh−48
F07B10.4
sri−63
srj−32
str−7
srj−33
str−221
srh−293
srh−274
srh−135
srh−231
srh−234
srh−132
str−23
str−89
sri−31
srh−304
srh−223
str−33
srh−287
str−160
srh−10
srh−214
str−18
srj−45
sri−24
srh−272
sri−66
str−156
str−228
str−14
str−46
srh−69
str−225
T12A7.7
srh−275
str−109
srh−240
sri−65
srh−244
str−4
srh−236
str−28
srh−301
str−71
srh−42
srh−125
srh−116
srh−83
srh−76
sri−45
srn−1
str−143
srh−180
srh−283
sri−18
str−10
str−124
F49C5.9
srh−184
srh−193
sri−19
srh−207
ZK105.8
srj−21
srh−78
str−94
srh−212
srh−204
srh−130
str−43
srh−102
srh−246
str−155
srh−75
srj−44
srh−177
srh−210
srh−74
Y77E11A.16
srd−33
str−48
srh−127
srh−165
str−15
srh−292
str−13
str−92
srh−99
str−214
srh−282
srh−291
str−112
odr−10
srh−46
srh−140
sri−11
srh−290
F59B1.6
str−118
srh−3
srh−141
sri−62
srh−281
str−129
sri−9
srh−82
srh−179
srh−298
srh−129
sri−29
srh−192
srj−37
srh−4
srh−169
srh−109
srh−128
srh−211

Serpentine type 7TM GPCR chemoreceptor Sri

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

str−178
str−181
str−31
srh−206
srh−283
str−204
str−206
srd−8
str−162
srd−19
srj−4
str−240
srh−269
str−141
C06C6.1
srh−167
str−84
str−143
srh−180
srh−125
VC27A7L.1
str−233
str−260
str−13
srd−20
str−254
str−155
srd−12
srh−297
str−43
srh−214
srh−209
str−38
str−220
srh−154
str−111
str−255
srh−141
srh−137
srj−6
str−263
srd−11
str−230
str−172
str−108
str−85
str−27
str−41
srh−293
srh−274
str−231
srj−7
str−60
srd−1
str−232
srh−222
srh−139
srh−218
str−113
str−165
srh−131
sri−27
srj−9
str−261
srh−195
srh−136
str−67
srh−49
str−174
str−97
str−224
str−198
srj−1
str−79
srh−148
str−253
srd−40
str−196
str−208
srh−127
srh−200
str−47
str−10
srd−15
srh−210
Y77E11A.16
srd−33
str−103
srh−149
B0391.3
str−250
K10C9.4
str−229
str−9
str−151
srh−60
srh−171
str−227
Y6E2A.1
str−48
str−37
srh−57
F10A3.12
str−154
srd−18
srm−1
Y19D10A.2
str−20
srh−279
str−149
str−247
srh−138
str−109
str−46
srh−275
str−225
sri−2
str−4
Y9C9A.8
str−94
srh−42
str−28
srh−301
K08D9.1
str−71
str−112
odr−10
srh−46
str−136
sri−1
str−205
srh−109
srh−290
str−115
str−82
sri−28
str−125
srh−296
str−170
str−118
srh−298
str−256
str−185
str−101
srj−37
srd−16
sri−9
str−1
srh−281
str−129
srh−169
srh−140
srj−5
srd−21
srj−8
srh−128
str−15
srh−292
srh−45
str−86
str−69
srh−24
srh−304
str−158
srh−287
str−40
str−226
str−153
str−23
str−175
srj−29
str−102
str−106
Y9C9A.17
srd−13
str−214
str−116
str−209
srh−272
sri−66
str−77
str−156
str−188
W08G11.5
srh−223
str−33
str−16
F22B8.3
str−177
str−164
str−32
str−83
str−173
str−12
srh−201
str−138
srh−172
srd−4
str−238
srh−276
sri−26
str−160
srh−147
srh−216
T06E4.7
str−171
srh−289
srd−51
str−193
K05D4.9
str−163
srd−3
srh−220
str−264
str−30
srh−235
str−257
T03E6.2
str−78
sri−17
srh−142
str−25
str−190
str−222
str−6
srh−47
str−221
C31E10.1
srh−145
str−236
str−159
str−123
srh−208
srh−229
str−68
str−96
srh−135
str−166
srh−132
str−2
str−223
srh−228
srh−44
str−81
T10C6.2
srh−250
srh−284
srm−3
srh−186
str−135
srm−2
srh−295
str−122
sri−16
str−150
str−7
str−3
str−114
srh−215
str−144
R10E8.5
C04C3.7
str−245
str−228
srh−286
srd−2
srh−41
srh−217
srd−74
sri−14
str−180
srh−211

Serpentine type 7TM GPCR chemoreceptor Srj

−2 −1 0 1 2
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47
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npr−10

R106.2

ser−7

srsx−8

K09C6.6

tag−24

npr−13

tag−49

srsx−25

srsx−18

gar−3

F41E7.3

tyra−2

dop−2

T23C6.5

C56G3.1

srsx−35

npr−15

srsx−14

srsx−32

F57H12.4

dop−3

C30B5.7

T02E9.3

srsx−30

npr−16

C16D6.2

npr−1

gar−2

npr−12

C24A8.6

srsx−19

npr−2

C30F12.6

tkr−1

ser−6

srsx−34

srsx−29

C50F7.1

srsx−13

srsx−3

srsx−24

F09C12.6

srx−38

ser−3

srsx−38

R02D5.6

srsx−22

srsx−10

Y116A8B.5

F41H8.1

srsx−26

dop−4

Y58G8A.4

F31B9.1

srbc−32

srsx−27

sra−27

ckr−2

srsx−16

srsx−1

Y59H11AL.1

Y54E2A.1

srbc−66

npr−9

srbc−30

sra−29

W05H5.1

Y62H9A.10

srbc−62

C48C5.1

npr−11

tyra−3

srsx−31

B0563.6

srsx−37

srw−4

srsx−28

srsx−15

ser−1

ser−5

srsx−2

srsx−39

srx−60

srsx−36

srsx−7

srsx−11

srx−35

srsx−9

ser−2

srsx−21

F41H8.2

F35G8.1

srsx−12

srsx−17

F02E8.2

dct−12

srsx−33

srsx−5

srsx−6

Y57A10C.8

Serpentine type 7TM GPCR chemoreceptor Srsx

−2 −1 0 1 2
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srt−73

srx−18

srt−22

srt−27

srt−17

srt−33

srt−47

srt−28

srt−12

srt−36

srt−13

srt−8

srt−56

srt−49

srt−19

srt−20

srt−3

srt−45

srx−5

srt−30

srt−62

srx−80

srt−7

srt−59

srt−44

srt−54

Y55F3C.10

srt−52

srt−38

srx−34

srt−64

srx−87

srt−25

srt−39

srt−67

srt−48

srt−43

srt−4

srt−11

srt−53

srt−1

srt−72

srt−40

srt−55

srt−6

srt−9

srt−74

srt−71

srt−32

srt−23

srt−35

srt−15

srt−42

srt−58

srt−29

srt−18

srt−41

srt−61

srt−5

srt−34

srt−24

srt−31

srt−16

Serpentine type 7TM GPCR chemoreceptor Srt

−2 −1 0 1 2
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sru−40

sru−27

sru−37

sru−21

sru−28

sru−38

sru−8

sru−7

sru−36

sru−39

sru−18

sru−26

sru−42

sru−3

sru−31

sru−2

sru−1

sru−29

sru−20

sru−24

srg−69

sru−15

srg−26

sru−30

sru−35

sru−9

srg−34

srg−29

sru−11

srg−27

sru−45

sru−19

sru−16

sru−48

sru−6

sru−47

sru−25

srg−2

sru−17

sru−12

srg−5

sru−4

sru−13

sru−23

C45H4.18

sru−22

sru−33

Serpentine type 7TM GPCR chemoreceptor Sru

−2 −1 0 1 2
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srg−29

srg−32

srv−7

srv−32

srv−16

srv−24

srg−65

srg−26

srv−11

srv−31

F02E8.2

srv−26

srg−68

srg−47

srv−14

srg−38

srg−28

srv−29

srg−21

srg−27

srg−31

srv−36

srv−10

srg−66

srv−6

srv−13

srx−12

srv−21

ser−5

srg−44

srx−62

srg−24

srx−121

srt−53

srg−41

Y54G2A.38

T22C8.1

srbc−31

srt−32

ops−1

srv−9

srv−2

C02H7.2

srv−22

srv−19

srv−4

srg−42

srg−45

srg−36

B0563.6

srv−34

srv−12

srx−122

srg−34

srv−15

srv−8

srv−17

dop−2

srv−1

srg−25

dop−3

srx−116

srv−27

srx−117

srv−28

srv−30

srg−10

srg−61

srg−40

srv−25

C34B4.3

Serpentine type 7TM GPCR chemoreceptor Srv
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47
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srw−85

F39B3.2

Y48A6B.1

ZC404.10

K10C8.2

F57H12.4

K01A6.6

F21C10.12

F59B2.13

K06C4.8

C56A3.3

F53B7.2

F40A3.7

C35A5.7

F57B7.1

C35A11.1

R12C12.3

srw−63

srw−127

srw−31

srw−66

srw−61

srw−39

srw−145

srw−58

srw−124

srw−122

T15B7.13

srw−33

srw−71

srw−118

F53A9.5

srw−44

ZC404.11

srw−89

H23L24.4

T26H8.4

srw−123

srw−82

T15B7.12

D1069.4

sprr−2

egl−6

srw−100

srw−53

srw−40

srw−57

srw−9

srw−97

srw−73

srw−130

srw−76

srw−140

srw−95

srw−8

srw−19

srw−23

srw−2

srw−83

srw−30

srw−68

sprr−3

srw−119

srw−134

nhr−210

srw−108

srw−132

srw−67

srw−69

srw−11

B0563.6

srw−99

srw−88

srw−4

srw−115

srw−136

srw−14

srw−59

srw−22

srw−35

npr−9

srw−102

srw−42

srw−90

H34P18.1

srw−13

srw−94

srw−91

C29F9.8

srw−121

srw−20

srw−38

srw−112

srw−137

srw−16

srw−84

srw−29

srw−56

srw−120

srw−133

srw−15

srw−103

srw−75

srw−41

srw−107

M01G12.6

R13H7.2

srw−7

srw−24

srw−144

srw−96

K06C4.9

Y75B12B.10

srw−87

srw−36

T15B7.11

C29F9.9

srw−143

Y48C3A.11

AH9.1

C26F1.6

srw−54

srw−142

srw−141

ZC404.13

Y54G11B.1

srw−32

srw−129

sprr−1

srw−3

K03H6.1

srw−139

srw−12

srw−72

srw−6

F09C6.16

srw−79

srw−43

srw−34

Y23H5B.4

srw−1

srw−51

F38E1.6

srw−117

srw−138

srw−98

srw−60

T19F4.1

srw−17

srw−77

C41G6.16

srw−111

srw−21

srw−26

srw−113

srw−48

srw−10

srw−55

srw−109

srw−101

Serpentine type 7TM GPCR chemoreceptor Srw

−2 −1 0 1 2
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srv−1

srx−68

srsx−30

dop−3

gar−2

srx−2

C26F1.6

C16D6.2

srx−67

tyra−2

dop−2

srt−62

F53B7.2

C30F12.6

srg−3

srx−79

srt−34

srt−31

srt−16

srt−28

srx−58

srt−36

srx−45

tag−293

srx−110

srx−136

srx−13

srx−18

srx−32

tag−24

srx−78

srt−33

srx−125

srx−22

srx−17

srxa−5

srx−21

srx−29

srx−16

srx−39

srt−35

srx−128

srx−76

ser−7

srx−82

srx−23

srx−118

srx−59

srx−42

srx−4

srt−32

srt−23

srx−10

srx−51

srt−48

srt−49

srx−86

srx−26

srx−135

srx−93

srx−60

ZK721.4

C48C5.1

srx−87

srx−12

srx−85

srv−2

C02H7.2

npr−9

B0563.6

srx−28

srx−114

C15H9.3

srx−77

srx−134

srx−89

srx−133

tyra−3

srx−122

T12A7.7

srt−73

srx−131

srx−63

srx−14

srx−38

tkr−1

ser−6

srsx−29

srt−47

srx−48

srx−20

srx−90

srx−43

srxa−19

srx−98

srx−47

F41H8.1

srx−44

srx−130

srx−117

srt−38

srxa−2

srx−64

srx−101

srx−116

C56G3.1

gnrr−8

srx−1

srx−34

srt−29

srt−39

srbc−25

gar−1

srt−45

srx−97

srx−129

srx−53

srx−119

srx−96

F54E4.2

srt−30

srx−56

srt−53

srx−121

srx−73

srx−74

srx−95

srg−9

srx−108

srx−41

srx−112

srt−41

srx−120

srx−9

srx−80

srx−111

srx−102

srt−59

srx−46

srx−36

srx−31

srbc−29

srx−5

srx−115

srx−88

srx−137

srx−105

srbc−32

srbc−13

srt−40

srxa−11

srx−66

srx−54

srx−19

srx−84

T19F4.1

srx−33

srt−42

K01A12.3

srx−50

F02E8.2

srx−65

K06C4.9

srt−74

srx−35

Y23H5B.4

srx−3

srx−62

srx−8

srx−113

srx−92

Serpentine type 7TM GPCR chemoreceptor Srx
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srz−100

srz−75

srz−102

srz−79

srz−71

srz−53

srz−37

srz−70

K03D3.14

srz−19

srz−85

srz−94

srz−67

T27E7.5

srz−12

srz−83

srz−31

srz−105

srz−4

srz−62

srz−103

srz−5

srz−42

srz−66

srz−14

srz−48

srz−72

srz−32

C55A1.15

srz−23

T27E7.9

srz−6

srz−43

srz−96

Y105C5B.1

srz−91

srz−9

srz−63

srz−25

srz−74

srz−3

srz−56

srz−16

srz−61

srz−29

srz−18

srz−60

srz−99

srz−11

T27E7.4

srz−58

srz−24

srz−28

srz−47

srz−10

srz−20

srz−44

ZC132.3

srz−97

srz−90

srz−15

srz−38

srz−76

srz−101

srz−64

ZC132.9

srz−13

srz−82

srz−1

srz−95

srz−54

F40G9.15

srz−78

Serpentine type 7TM GPCR chemoreceptor Srz

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

str−178
srh−178
str−181
str−228
str−14
str−15
srh−292
srh−217
srd−74
str−55
srh−169
srh−140
srj−5
srd−21
srj−8
srh−128
srh−42
str−76
srj−39
srh−125
srd−10
str−28
srh−301
K08D9.1
str−71
srh−193
sri−19
str−240
srj−4
str−253
srh−269
srh−207
srh−78
str−124
str−10
str−206
srh−283
str−204
srn−1
str−143
srh−180
srh−167
str−84
srd−71
str−208
srh−127
srh−184
srh−20
str−162
srj−21
srd−8
str−168
srd−19
srd−20
Y9C9A.8
str−94
Y19D10A.2
str−20
str−13
str−92
srm−5
srh−272
srd−13
srj−16
str−214
srh−291
str−77
srh−282
str−156
str−69
str−153
str−23
str−175
srd−44
srh−287
str−160
str−18
srj−45
srh−24
str−166
srj−19
srh−135
str−108
srh−234
srh−132
srh−304
srh−45
srh−266
str−86
srd−58
srd−9
srj−38
str−158
srh−186
Y45G12C.10
srh−71
str−40
Y9C9A.17
sri−50
srh−233
str−33
srj−13
str−45
srj−10
srh−270
str−248
srh−192
srj−37
str−185
srj−40
srd−16
str−101
str−140
str−115
sri−28
str−217
Y9C9A.5
sri−9
str−68
str−96
str−2
str−118
str−125
srd−55
str−114
str−144
R10E8.5
str−205
srh−109
srh−82
srh−179
srh−298
str−256
str−74
sri−1
srh−129
srd−29
srh−39
srj−25
srh−281
str−129
srd−30
str−1
srh−15
srh−271
srh−210
srh−74
Y77E11A.16
srd−33
srh−159
srd−23
srh−212
str−116
str−209
str−44
srj−29
srd−12
srh−204
str−155
srh−130
str−43
srh−102
srh−297
srh−303
srh−214
str−254
str−187
str−109
str−46
C03H5.7
srh−275
str−225
sri−2
str−4
str−207
T12A7.7
F22B8.3
str−177
str−164
str−120
str−32
str−83
str−173
K10C9.4
srh−182
srj−6
srj−54
srh−181
srh−194
sri−7
srh−174
str−165
sri−11
srh−290
srd−1
srh−183
str−61
str−246
srh−296
str−170
str−52
srd−11
str−263
srh−49
srd−35
sri−10
srd−36
srh−209
str−220
srh−55
str−38
srh−284
srh−199
str−255
srj−18
srh−44
srh−219
str−19
srh−97
T06C12.11
srh−122
srh−173
str−252
srh−154
str−111
srh−73
srh−51
sri−15
str−103
srh−149
B0391.3
srd−42
str−89
str−232
str−198
srj−1
str−174
str−97
str−224
srh−203
str−79
srh−148
srh−170
str−243
C06C6.1
str−12
srh−201
srd−4
str−138
srh−172
srj−22
str−90
srd−40
srj−44
srh−177
T06E4.7
str−171
srh−187
srh−289
srd−51
str−169
srd−17
srh−255
srh−166
str−9
str−151
srh−95
str−113
srd−41
str−244
F10A3.12
srh−23
Y6E2A.1
str−48
str−37
srh−200
str−47
srj−27
srh−218
srh−113
str−41
str−196
str−183
str−211
str−221
srh−293
srh−274
srh−139
srj−23
str−85
str−27
srj−9
str−261
str−73
srj−33
srj−14
str−154
srd−18
srm−1
str−141
str−130
srh−279
srh−171
srd−15
srh−87
srh−60
srh−34
srh−80
str−231
srd−38
srj−7
str−60
srj−53
VC27A7L.1
str−233
str−260
srh−79
srh−299
str−39
str−227
srh−104
str−123
srh−247
srh−235
str−257
T03E6.2
str−30
str−159
srh−145
str−236
srh−248
srh−216
srh−308
srm−4
sri−16
str−150
srh−131
srh−195
str−63
srh−136
str−264
srh−133
str−193
W08G11.5
srj−26
srh−228
str−135
srm−2
str−93
srh−250
srj−24
srh−208
srh−229
srm−3
srh−35
srh−134
srj−57
srj−55
srj−15
str−82
T10C6.2
srh−213
str−230
str−172
str−238
srh−16
srd−59
srd−5
srd−3
sri−26
srh−239
str−88
str−262
str−122
srh−295
srd−34
str−78
srh−142
srh−147
str−25
str−7
str−81
str−99
str−57
sri−17
srh−70
str−163
srj−32
srj−49
str−139
srh−22
str−149
str−247
srh−138
srh−268
srd−50
str−87
str−67
str−145
srd−25
srh−75
sri−33
str−102
str−106
srh−231
srm−6
srd−32
str−226
srh−141
str−64
str−56
srh−137
str−222
str−6
srh−47
C31E10.1
sri−12
str−229
str−250
srj−50
str−66
T23F1.3
str−148
str−16
srh−190
srh−1
str−223
C04C3.7
str−245
T01G5.6
srh−41
srh−25
srd−2
srh−215
sri−21
srj−20
srj−11
str−136
str−134
str−3
sri−14
srh−277
srh−286
str−161
srh−50
str−131
str−146
str−180
str−112
odr−10
srh−46
srh−2
srd−53
str−31
srd−7
srh−206
srh−211

Serpentine type 7TM GPCR chemoreceptor Str
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srb−3

sra−29

sra−28

sre−5

srab−26

srb−11

srb−2

F57G9.7

sre−11

sre−51

sra−33

srb−13

sre−9

srb−7

srb−16

sra−35

srab−23

sre−23

srab−25

sra−23

K08B5.1

F27E5.5

srb−8

srab−1

sra−39

srb−5

sra−38

D2023.1

sre−2

srab−14

sra−26

sre−1

sra−27

srb−12

srab−2

sre−56

sre−15

srab−24

srab−3

sre−8

T10G3.2

srab−12

sre−12

srb−15

sra−11

srb−1

sra−37

F27E5.8

sra−1

Serpentine type 7TM GPCR receptor class ab chemoreceptor
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F15D3.4

Y57G11C.5

srp−8

srp−7

M01G12.5

M01G12.2

C28G1.2

srp−3

Serpin (serine protease inhibitor)
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set−1

mes−2

set−13

set−31

set−5

set−3

set−32

mes−4

met−2

set−25

set−24

met−1

set−9

set−22

set−4

set−21

set−26

set−33

set−15

set−6

set−11

set−8

set−29

set−23

set−28

set−17

set−2

set−12

set−16

lin−59

blmp−1

set−20

set−19

SET domain
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F26E4.5

ZK622.1

T21G5.1

C55C3.4

aap−1

T25B9.5

kin−14

gap−3

Y37D8A.4

F13B12.6

csk−1

ced−2

ptp−2

chin−1

kin−24

Y43C5B.2

Y69E1A.3

K09B11.5

C35E7.10

frk−1

F57B9.8

T06C10.3

kin−5

F01D4.3

kin−31

Y4C6A.1

kin−26

spe−8

C25A8.5

F23C8.7

src−2

sem−5

plc−3

F39B2.5

abl−1

Y87G2A.17

Y47G6A.5

shc−1

vav−1

shc−2

sta−1

nck−1

tag−163

src−1

SH2 domain
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F26E4.5

ZK622.1

T21G5.1

kin−21

W01B6.5

C55C3.4

C34F11.5

C18H7.4

C25A8.5

R11E3.1

F23C8.7

spe−8

R05H5.4

kin−31

F01D4.3

F22B3.8

Y4C6A.1

kin−26

kin−5

C35E7.10

F59A3.8

T06C10.3

Y43C5B.2

Y116A8C.38

Y116A8C.24

ZC581.7

ZK593.9

T25B9.4

frk−1

F57B9.8

kin−24

Y52D5A.2

Y69E1A.3

K09B11.5

aap−1

W03F8.2

T25B9.5

kin−14

F13B12.6

csk−1

ced−2

ptp−2

chin−1

Y37D8A.4

gap−3

sli−1

emb−5

sem−5

plc−3

F39B2.5

Y87G2A.17

Y47G6A.5

shc−1

vav−1

shc−2

sta−1

nck−1

tag−163

src−1

src−2

abl−1

K11E4.2

sta−2

SH2 motif
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toca−2

abi−1

sdpn−1

tag−218

mlk−1

toca−1

Y47G6A.5

ccb−2

Y37A1B.17

vav−1

plc−3

K08E3.4

lst−4

T04C9.1

unc−57

stam−1

hum−1

ced−2

itsn−1

Y44E3A.4

ape−1

src−2

F42H10.3

sem−5

hum−4

nph−1

spc−1

amph−1

Y106G6H.14

tbc−18

B0303.7

src−1

pix−1

lin−2

abl−1

F49E2.2

jip−1

eps−8

tag−117

nck−1

dlg−1

C26C6.8

tag−208

prx−13

SH3 domain
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F49E12.1

tyr−2

F32A5.2

F23B12.4

Y47G6A.19

F21A3.3

F48G7.8

F48G7.5

ZK218.7

ZK218.11

C14C6.5

T28H10.2

T06C12.14

M05D6.8

ZC434.9

tyr−3

F49F1.7

F49F1.1

Y51B9A.8

T05B4.10

F26D2.13

F46B3.1

F48G7.7

F35E8.9

T05C1.5

ZK218.3

ZK643.6

nas−32

F35E8.6

F16H6.3

tyr−4

F49F1.6

F07C4.11

F35E8.7

M163.11

nas−31

M01H9.2

F41G3.19

K09B3.1

T05B4.13

T05B4.9

F07C4.10

ZK218.1

mlt−7

F46B3.2

T05B4.8

ZK218.5

F49F1.5

phat−5

F41G3.21

phat−4

T05B4.12

phat−3

C49G7.3

C54D10.3

Y39G8B.9

Y39G8B.10

F54E4.4

Y49A3A.4

F01D5.5

Y39G8B.7

Y46H3D.8

tag−293

F35E8.10

C14C6.2

M04G7.1

F41G3.20

F26D2.14

F35E8.1

F15A4.6

nas−11

E04D5.4

ZK673.1

nas−12

nas−13

K03A11.6

nas−8

R11A5.7

C46H11.7

C28H8.5

Y18H1A.9

nas−14

phat−2

nas−6

phat−1

F01D5.3

F01D5.1

F01D5.2

T24B8.5

tyr−1

F41G3.10

M163.8

F07C4.6

Y46G5A.29

lgc−22

T06A4.1

nas−15

C16C8.2

F52G3.5

Y45F3A.8

ShK domain−like
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H04M03.3

W01C9.4

dhs−26

T05C12.3

dhs−31

C30G12.2

C06E4.4

C06E4.6

F12E12.11

dhs−24

dhs−12

C55A6.3

ZK697.14

dhs−11

dhs−17

dhs−1

C27D8.4

dhs−22

Y47G6A.21

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

T01G6.10

dhs−14

qdpr−1

dhs−19

ZK829.1

stdh−1

F59E11.2

R05D8.7

dhs−23

F25D1.5

T01G6.1

stdh−2

C55A6.7

C55A6.4

F55E10.6

dhs−21

F28H7.2

dhs−7

R05D8.9

F53C11.3

dhs−28

dhs−2

C33E10.10

let−767

stdh−3

Y47G6A.22

F02C12.2

stdh−4

F32A5.8

dhs−30

dhs−6

C06B8.3

F54F3.4

dhs−20

dhs−18

nlt−1

dhs−9

maoc−1

D1054.8

F20G2.1

F20G2.2

dhs−3

E04F6.15

C06E4.3

dhs−25

C41A3.1

K10H10.6

dhs−8

fasn−1

DC2.5

C55A6.6

dhs−15

sdz−8

dhs−5

dhs−27

dhs−4

dhs−16

dhs−29

F13D11.4

Short−chain dehydrogenase/reductase SDR
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H04M03.3

dhs−26

dhs−25

D1054.8

dhs−3

R05D8.7

dhs−23

F25D1.5

T01G6.1

stdh−2

qdpr−1

stdh−1

dhs−20

F52E1.2

dhs−9

F55E10.6

gmd−2

dhs−21

F28H7.2

R05D8.9

dhs−28

dhs−2

stdh−3

Y47G6A.7

Y47G6A.22

stdh−4

dhs−30

bre−1

let−767

Y47G6A.21

aqp−7

T01G6.10

dhs−14

C06E4.6

F12E12.11

zim−3

zim−2

C01G12.5

ard−1

W03F9.9

dhs−11

C17G10.1

K10H10.6

dhs−8

fig−1

dhs−15

dhs−27

dhs−16

F30H5.3

Short−chain dehydrogenase/reductase, conserved site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

H04M03.3

W01C9.4

dhs−26

T05C12.3

dhs−31

C30G12.2

C06E4.6

F12E12.11

dhs−24

dhs−12

C55A6.3

ZK697.14

dhs−11

dhs−17

dhs−1

C27D8.4

dhs−22

Y47G6A.21

W03F9.9

C01G12.5

ard−1

F26D2.15

dhs−13

T01G6.10

dhs−14

qdpr−1

dhs−19

ZK829.1

stdh−1

F59E11.2

R05D8.7

dhs−23

F25D1.5

T01G6.1

stdh−2

C55A6.7

C55A6.4

F55E10.6

dhs−21

F28H7.2

R05D8.9

dhs−28

dhs−2

dhs−7

dhs−9

F53C11.3

stdh−3

let−767

Y47G6A.22

F02C12.2

stdh−4

F32A5.8

dhs−30

dhs−6

dhs−18

F54F3.4

dhs−20

D1054.8

F20G2.1

F20G2.2

dhs−3

E04F6.15

C06E4.3

dhs−25

C41A3.1

K10H10.6

dhs−8

fasn−1

DC2.5

C55A6.6

dhs−15

sdz−8

dhs−5

dhs−27

dhs−4

dhs−16

dhs−29

F13D11.4

short chain dehydrogenase
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R186.3

arf−1.2

rab−11.2

sar−1

rab−1

arf−6

evl−20

Y54E10BR.2

rab−8

rab−33

ragc−1

rab−6.1

arl−8

arf−1.1

rab−6.2

arf−3

arl−1

arc−1

arl−5

rab−30

rab−10

arl−3

arl−6

rab−28

Signal recognition particle receptor beta subunit
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R186.3

arf−1.2

rab−11.2

sar−1

rab−1

arf−6

evl−20

Y54E10BR.2

rab−8

rab−33

ragc−1

rab−6.1

arl−8

arf−1.1

rab−6.2

arf−3

arl−1

arc−1

arl−5

rab−30

rab−10

arl−3

arl−6

rab−28

Signal recognition particle receptor, beta subunit
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nid−1

F38E11.5

Y71F9AL.17

tag−10

F25F8.1

F14B4.1

T12G3.4

F08G12.2

T19B4.1

smu−1

nhl−1

unc−78

che−2

dyf−2

K06A5.8

qui−1

K11E4.3

unc−37

Y110A7A.15

prp−4

Y18D10A.9

dpf−4

W07E6.2

K10D2.1

T10F2.4

F46C5.9

lis−1

lrp−2

gpb−1

F21F3.1

K05F6.11

nhl−3

mec−6

gad−1

cpf−1

M70.5

swd−3.2

thoc−3

fzr−1

Y73B3A.4

F57C2.5

ten−1

C08E8.2

E01A2.7

F33G12.2

rack−1

swd−3.1

cash−1

dpf−7

prp−17

tag−135

taf−5

eif−3.B

ncl−1

lin−23

T13C2.6

pfs−2

aipl−1

gpb−2

lrp−1

R74.8

sel−10

lin−41

dpf−5

nhl−2

pod−1

swd−3.3

rme−2

Six−bladed beta−propeller, TolB−like
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skr−8

skr−10

skr−7

skr−15

skr−9

skr−14

skr−12

skr−13

skr−20

skr−21

skr−16

skr−17

skr−2

skr−18

skr−5

skr−19

skr−3

skr−1

skr−6

skr−4

elc−2

elc−1

SKP1 component
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skr−8

skr−10

skr−7

skr−15

skr−9

skr−14

C16D2.1

skr−20

skr−21

skr−16

skr−17

skr−6

skr−18

skr−19

SKP1 component, dimerisation
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skr−8

skr−10

skr−7

skr−15

skr−9

skr−14

skr−12

skr−13

skr−20

skr−21

skr−16

skr−17

skr−2

skr−18

elc−1

skr−5

skr−19

elc−2

skr−1

skr−4

skr−3

SKP1 component, POZ
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skr−8

skr−10

skr−7

skr−15

skr−9

skr−14

C16D2.1

skr−20

skr−21

skr−16

skr−17

skr−6

skr−18

skr−19

Skp1 family, dimerisation domain
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skr−8

skr−10

skr−7

skr−15

skr−9

skr−14

skr−12

skr−13

skr−20

skr−21

skr−16

skr−17

skr−2

skr−18

elc−1

skr−5

skr−19

elc−2

skr−1

skr−4

skr−3

Skp1 family, tetramerisation domain
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sma−2

sma−3

daf−14

sma−4

daf−8

daf−3

tag−68

C34E11.2

SMAD domain−like
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sma−2

sma−3

daf−14

sma−4

daf−8

daf−3

tag−68

C34E11.2

SMAD domain, Dwarfin−type
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D1081.4

rab−11.1

arf−1.2

sar−1

cdc−42

rab−7

F11A5.3

ras−1

aex−6

rab−5

rab−1

unc−108

tag−312

Y54E10BR.2

Y71H2AM.12

T07A9.9

cnt−2

K08F11.5

rap−1

arl−8

rab−35

iffb−1

rab−6.1

4R79.2

arf−1.1

ran−1

rab−8

Y119D3B.14

F52A8.6

C52B11.5

rab−21

ZK1236.1

rab−10

T28D6.6

rho−1

C02F5.3

F29C12.4

R186.3

F46B6.6

rab−30

rab−39

rab−14

arc−1

arl−1

rab−19

arf−3

Y52B11A.4

arl−6

rab−37

rab−28

K02E10.1

arl−3

ral−1

ssr−2

arf−6

C56E6.2

K10C3.5

tufm−2

rab−33

selb−1

M01E5.2

rab−18

F11A5.4

rab−11.2

ced−10

Y71F9AR.2

F39B2.7

evl−20

rap−2

rac−2

rheb−1

rab−6.2

rap−3

rab−3

let−60

mig−2

arl−5

glo−1

ras−2

crp−1

chw−1

Small GTP−binding protein
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arl−6

arl−3

arf−3

arl−1

arc−1

arl−5

Y54E10BR.2

arl−8

arf−1.1

arf−6

arf−1.2

sar−1

arl−13

evl−20

Small GTPase SAR1−type
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rab−6.2

rap−3

rab−3

let−60

T26C12.3

mig−2

glo−1

ras−2

crp−1

chw−1

tag−312

Y71H2AM.12

4R79.2

rab−6.1

C56E6.2

rab−33

rap−1

rab−35

ran−1

rab−8

cnt−2

K08F11.5

C47C12.4

F52A8.6

cdc−42

rab−7

rho−1

rab−10

rab−21

rab−11.1

rab−11.2

ced−10

Y71F9AR.2

rab−18

F11A5.4

K02E10.1

rab−28

rab−30

rab−39

rab−37

drn−1

F11A5.3

ras−1

aex−6

rab−14

rab−19

rab−5

rab−1

unc−108

ral−1

ssr−2

rap−2

rac−2

rheb−1

Small GTPase, Rho type
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smc−4

smc−3

him−1

mix−1

dpy−27

SMC proteins Flexible Hinge Domain
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smc−4

smc−3

him−1

mix−1

dpy−27

SMCs flexible hinge
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F14F8.9

Y110A2AL.1

F26A1.13

Y110A2AL.10

Y32B12C.1

F02E11.4

Smr protein/MutS2 C−terminal
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snap−29

syn−4

VF39H2L.1

syn−16

syn−3

C15C7.1

syn−1

syn−13

syn−2

unc−64

Y59E9AL.7

SNARE domain
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rad−54

F54E12.2

C25F9.4

M04C3.2

chd−3

C52B9.8

T05A12.4

tag−192

C25F9.5

Y113G7B.14

F53H4.6

rad−26

ssl−1

psa−4

isw−1

M03C11.8

M04C3.1

H06O01.2

let−418

F59A7.8

xnp−1

C16A3.1

csb−1

Y66D12A.15

T23H2.3

Y116A8C.13

btf−1

SNF2−related
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rad−54

F54E12.2

C25F9.4

M04C3.2

chd−3

C52B9.8

T05A12.4

tag−192

C25F9.5

Y113G7B.14

F53H4.6

rad−26

ssl−1

psa−4

isw−1

M03C11.8

M04C3.1

H06O01.2

let−418

F59A7.8

xnp−1

C16A3.1

csb−1

Y66D12A.15

T23H2.3

Y116A8C.13

btf−1

SNF2 family N−terminal domain
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C01A2.4

F41E6.9

F23C8.6

vps−2

vps−32.2

R12C12.5

vps−20

vps−32.1

T27F7.1

T24B8.2

Snf7
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ncx−7

ncx−6

ncx−9

ncx−5

ncx−4

ncx−8

ncx−3

ncx−1

ncx−2

ncx−10

Sodium/calcium exchanger membrane region
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ncx−7

ncx−6

ncx−9

ncx−5

ncx−4

ncx−8

ncx−3

ncx−1

ncx−2

ncx−10

Sodium/calcium exchanger protein
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nhx−1

pbo−4

nhx−8

nhx−4

nhx−6

nhx−3

nhx−2

F41E7.1

F57G8.5

F41E7.2

nhx−5

nhx−9

Sodium/hydrogen exchanger family
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glt−5

glt−3

glt−4

glt−7

glt−1

glt−6

Sodium:dicarboxylate symporter
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glt−5

glt−3

glt−4

glt−7

glt−1

glt−6

Sodium:dicarboxylate symporter family
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glt−3

glt−4

glt−7

glt−1

glt−6

Sodium:dicarboxylate symporter, conserved site
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snf−3

snf−11

snf−6

Y43D4A.1

snf−1

dat−1

mod−5

snf−12

snf−7

F56F4.3

snf−2

snf−8

snf−10

snf−5

snf−9

Sodium:neurotransmitter symporter
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snf−3

snf−11

snf−6

Y43D4A.1

snf−1

dat−1

mod−5

snf−12

snf−7

F56F4.3

snf−2

snf−8

snf−10

snf−5

snf−9

Sodium:neurotransmitter symporter family

−2 −1 0 1 2
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F59D6.7

ZK856.8

C54E4.2

ost−1

Y48B6A.6

C56C10.9

cal−5

F30A10.1

T04F3.2

cbn−1

H10E21.4

SPARC/Testican, calcium−binding domain

−2 −1 0 1 2
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F55D12.2

atn−1

dys−1

vab−10

unc−70

spc−1

C50C3.2

sma−1

Spectrin repeat
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atn−1

dys−1

vab−10

unc−70

spc−1

C50C3.2

sma−1

Spectrin/alpha−actinin
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unc−24

sto−2

sto−6

unc−1

phb−1

C42C1.15

stl−1

phb−2

sto−1

sto−4

sto−5

mec−2

sto−3

SPFH domain / Band 7 family
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C17C3.15

R05D7.2

Y45F10C.1

H12I13.1

T28A8.5

F28H6.4

Y57A10A.4

Y57A10A.3

H05C05.2

ZK402.3

Y57A10A.2

B0212.3

M57.1

ZK402.5

ZK402.2

C08F11.7

Y73B3B.1

Y97E10AR.3

F59H5.1

C16A11.4

Y14H12B.2

csp−1

T28A8.4

B0019.2

Y57A10A.1

T28A8.6

F52H3.4

B0205.9

C16A11.3

set−5

Y57A10A.7

set−24

CD4.8

Y97E10AR.4

B0205.1

T28A8.3

Y57A10A.5

Y57A10A.8

SPK
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y46E12BL.3

fsn−1

trim−9

F18H3.1

unc−68

Y55F3BR.1

F20A1.9

Y46E12BL.4

Y54E5A.7

ash−2

F16A11.1

Y41E3.11

SPla/RYanodine receptor SPRY
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Y46E12BL.3

fsn−1

trim−9

F18H3.1

unc−68

Y55F3BR.1

F20A1.9

Y46E12BL.4

Y54E5A.7

ash−2

F16A11.1

Y41E3.11

SPla/RYanodine receptor subgroup

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y46E12BL.3

fsn−1

trim−9

F18H3.1

unc−68

Y55F3BR.1

F20A1.9

Y46E12BL.4

Y54E5A.7

ash−2

F16A11.1

Y41E3.11

SPRY domain
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sdpn−1

tag−218

amph−1

Y106G6H.14

erp−1

src−1

pix−1

sem−5

hum−4

nph−1

spc−1

plc−3

ccb−2

Y37A1B.17

vav−1

C46H3.2

tag−168

mlk−1

toca−1

unc−89

Y44E3A.4

Y47G6A.5

unc−73

Y55B1BR.4

toca−2

ced−5

abi−1

K08E3.4

lst−4

kin−25

T04C9.1

unc−57

stam−1

hum−1

ced−2

itsn−1

ark−1

ape−1

src−2

rrc−1

F42H10.3

dlg−1

tag−208

C26C6.8

tbc−18

B0303.7

eps−8

tag−117

nck−1

C36E8.4

prx−13

sma−1

fut−8

lin−2

abl−1

F49E2.2

jip−1

Src homology−3 domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sdpn−1

tag−168

mlk−1

sem−5

spc−1

Y106G6H.14

vav−1

src−1

ced−2

itsn−1

Y44E3A.4

ape−1

K08E3.4

lst−4

unc−57

stam−1

hum−1

abi−1

src−2

F42H10.3

abl−1

tag−208

nck−1

prx−13

Src homology−3,  region
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srv−11

srg−57

sru−16

srg−54

sru−19

srg−41

srg−39

srg−6

srg−7

srg−8

srg−56

srg−11

srg−9

srv−29

srg−21

srg−59

srg−28

srg−51

srv−5

srg−3

srg−20

srg−62

srg−61

sru−35

srv−1

srx−68

sru−27

sru−21

sru−28

srv−16

sru−20

srg−15

srx−36

srg−25

srg−50

srg−10

srg−40

srg−19

sru−6

srg−47

sru−9

srg−34

srg−17

srv−7

srg−32

srg−29

srg−14

srg−27

srg−31

srg−60

srg−64

srg−4

sru−25

srg−13

srg−16

srv−10

sru−11

srv−14

srg−68

srg−46

sru−4

Y54G2A.38

srg−66

srv−6

srg−55

sru−15

sru−47

sru−18

srg−30

srg−33

srv−2

srv−22

sru−8

sru−36

srv−13

srg−44

srx−34

srg−48

srg−53

srg−69

srg−26

srg−65

srg−22

srx−41

srv−30

sru−2

sru−24

srv−3

srv−9

srg−2

srg−38

srg−24

srg−37

srg−67

srg−36

sru−17

srg−58

srv−4

sru−12

srg−42

srg−45

sru−23

srg−5

sru−13

srx−62

srv−15

srv−8

Srg family chemoreceptor
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F25H2.6

C06H2.2

T28D6.7

tag−340

F52F12.7

gei−1

K02D3.2

START domain
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sulp−1

sulp−2

sulp−4

sulp−8

sulp−3

sulp−5

sulp−7

sulp−6

STAS domain
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sago−2

F55A12.1

prg−2

ppw−1

ZK1248.7

R06C7.1

tag−76

ergo−1

C14B1.7

F58G1.1

T23D8.7

C16C10.3

T22B3.2

C03D6.1

M03D4.6

Y49F6A.1

nrde−3

alg−1

alg−2

T22H9.3

ZK218.8

C04F12.1

sago−1

rde−1

prg−1

ppw−2

csr−1

Stem cell self−renewal protein Piwi

−2 −1 0 1 2
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F53B1.2

T21H8.1

nab−1

ave−1

C46H3.2

dgk−4

F53F8.5

cnk−1

C05D10.4

syd−2

C11E4.6

ZC190.4

zak−1

tir−1

shn−1

bcc−1

Y39C12A.1

Sterile alpha motif

−2 −1 0 1 2
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bcc−1

Y39C12A.1

dgk−4

F53F8.5

F53B1.2

T21H8.1

tag−97

C46H3.2

nab−1

ave−1

C05D10.4

zak−1

ZC190.4

C11E4.6

ets−4

tir−1

shn−1

Sterile alpha motif−type

−2 −1 0 1 2
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bcc−1

Y39C12A.1

dgk−4

F53F8.5

cnk−1

F53B1.2

T21H8.1

nab−1

ave−1

C46H3.2

syd−2

C11E4.6

ZC190.4

tir−1

shn−1

Sterile alpha motif, type 1
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44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

bcc−1

dgk−4

F53F8.5

cnk−1

F53B1.2

T21H8.1

nab−1

ave−1

stim−1

C46H3.2

C05D10.4

syd−2

C11E4.6

ZC190.4

zak−1

tir−1

shn−1

Sterile alpha motif, type 2
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nhr−10

nhr−260

nhr−97

nhr−129

nhr−207

nhr−69

nhr−100

nhr−270

nhr−47

nhr−17

nhr−14

nhr−168

nhr−64

nhr−35

nhr−25

nhr−62

nhr−114

nhr−91

nhr−175

nhr−19

nhr−247

sex−1

nhr−242

nhr−11

nhr−31

nhr−85

nhr−105

nhr−262

nhr−111

nhr−209

unc−55

nhr−49

nhr−1

nhr−23

nhr−22

nhr−46

nhr−4

nhr−88

nhr−34

nhr−118

nhr−119

Steroid hormone receptor
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ptr−23

ptr−3

ptr−2

ptc−2

ptr−22

ptr−8

ptr−12

ptr−19

ptr−13

ptr−21

ncr−1

ptc−1

ptr−5

ptr−9

scp−1

ptr−17

ncr−2

ptr−20

ptr−14

ptc−3

ptr−11

ptr−6

ptr−1

ptr−18

daf−6

che−14

ptr−16

ptr−10

ptr−15

ptr−4

Sterol−sensing domain of SREBP cleavage−activation
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unc−24

sto−2

sto−6

unc−1

sto−4

sto−5

mec−2

sto−3

stl−1

sto−1

Stomatin
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aex−5

bli−4

F21H12.6

kpc−1

egl−3

Subtilase family
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F47B10.1

C50F7.4

C05G5.4

D1005.1

F23H11.3

B0365.1

Succinyl−CoA synthetase−like
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ZK829.9

Y39E4B.5

T28F3.4

F59A1.13

C42C1.8

B0361.11

Y57G11C.23

pes−23

ZK892.3

K09C4.1

F14E5.1

F10D7.2

R09B5.11

K11D9.3

C39E9.10

C46C2.2

T19D12.10

Y51A2D.18

F23F12.3

K09C4.5

F17C11.12

ZK637.1

F32H5.4

oat−1

C35A11.4

Y66D12A.13

oct−2

T08B1.1

K09C4.4

K08F9.1

hmit−1.3

C18H9.5

hmit−1.2

T22F7.1

K09E9.1

K05F1.6

C01B4.8

F09A5.1

T12B3.2

hmit−1.1

F48E3.2

F12B6.2

C44C10.3

T10C6.6

Y82E9BR.16

Y111B2A.19

F11D5.7

Y39B6A.41

Y61A9LA.1

F53H8.3

Y37A1A.3

K08H10.6

slcf−2

F21F8.11

C06H5.6

oct−1

F13B12.2

C13C4.5

F23F12.13

C53B4.1

H17B01.1

T22F3.7

B0252.3

F45E10.2

Sugar (and other) transporter
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Y37E3.17

rps−7

C03B1.13

Y39B6A.41

F45E6.1

T25D3.4

F48E3.2

K08H10.6

hmit−1.1

Y66D12A.13

oct−2

F53H8.3

haf−9

F13B12.2

R09B5.11

K11D9.3

nlp−14

ZK682.2

K05F1.6

Y54E10A.17

clh−2

F45E10.2

C53B4.1

H17B01.1

hmit−1.3

F14E5.1

oat−1

hmit−1.2

Y51A2D.18

C46C2.2

B0361.11

ZK892.3

Sugar transporter, conserved site
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hmit−1.1

hmit−1.2

C35A11.4

F53H8.3

Y37A1A.3

F13B12.2

R09B5.11

H17B01.1

K08F9.1

hmit−1.3

Sugar/inositol transporter

−2 −1 0 1 2
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47
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sul−3

F28C6.4

sul−2

Y54E10BR.1

sul−1

Sulfatase

−2 −1 0 1 2
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sulp−1

sulp−2

sulp−4

sulp−8

sulp−3

sulp−5

sulp−7

sulp−6

Sulfate transporter family

−2 −1 0 1 2
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hst−6

C41C4.1

hst−2

F59D12.3

Y48G1BL.7

F55B12.2

T09E11.3

C18B2.2

K07H8.8

F56H6.4

C18B2.1

T27C5.12

Y87G2A.16

T15D6.1

F17B5.4

T24A6.16

F40C5.1

F56H6.13

K06H6.5

F49D11.3

C31B8.9

F25E5.2

C54F6.3

F36D1.8

F01D5.10

F49D11.6

ZK1025.2

Sulfotransferase

−2 −1 0 1 2
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47
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hst−1

tpst−2

ssu−1

hst−3.2

hst−3.1

tpst−1

Sulfotransferase domain

−2 −1 0 1 2
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hst−6

C41C4.1

hst−2

F59D12.3

Y48G1BL.7

F55B12.2

T09E11.3

C18B2.2

K07H8.8

F56H6.4

C18B2.1

T27C5.12

Y87G2A.16

T15D6.1

F17B5.4

T24A6.16

F40C5.1

F56H6.13

K06H6.5

F49D11.3

C31B8.9

F25E5.2

C54F6.3

F36D1.8

F01D5.10

F49D11.6

ZK1025.2

Sulfotransferase family

−2 −1 0 1 2
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sulp−1

sulp−2

sulp−4

sulp−8

sulp−3

sulp−5

sulp−7

sulp−6

Sulphate transporter

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

sulp−1

sulp−2

sulp−4

sulp−8

sulp−3

sulp−5

sulp−7

sulp−6

Sulphate transporter/antisigma−factor antagonist STAS
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47
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C54G4.4

K03H1.5

F40G12.3

F47C12.1

T07H6.4

F36H2.3

F36H2.5

Sushi domain (SCR repeat)

−2 −1 0 1 2
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47
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C54G4.4

K03H1.5

F55H12.3

T07H6.4

F36H2.3

F47C12.1

F40G12.3

F26C11.3

F36H2.5

Sushi/SCR/CCP

−2 −1 0 1 2
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47
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snb−1

Y69A2AR.6

ykt−6

snb−2

B0513.9

snb−5

ZK795.4

tag−212

Synaptobrevin

−2 −1 0 1 2
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rbf−1

snt−5

snt−1

snt−6

snt−2

snt−3

Synaptotagmin

−2 −1 0 1 2
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syn−4

syn−16

syn−3

syn−1

unc−64

syn−2

Syntaxin
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syn−4

syn−16

syn−3

syn−1

syn−13

unc−64

syn−2

Syntaxin, N−terminal

−2 −1 0 1 2
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syn−4

unc−64

syn−2

C15C7.1

syn−3

syn−1

syn−13

Syntaxin/epimorphin, conserved site

−2 −1 0 1 2
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sea−1

tbx−9

tbx−36

tbx−34

tbx−33

tbx−38

mls−1

tbx−2

mab−9

tbx−32

tbx−41

tbx−40

tbx−8

tbx−31

tbx−30

tbx−35

tbx−39

tbx−37

tbx−43

tbx−11

tbx−7

T−box

−2 −1 0 1 2
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snap−29

aex−4

syn−4

VF39H2L.1

ric−4

syn−2

unc−64

Y59E9AL.7

syn−16

syn−3

C15C7.1

Y57G11C.4

syn−1

syn−13

Target SNARE coiled−coil domain
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his−18

his−38

his−5

his−64

his−56

his−37

taf−6.1

his−60

his−1

his−26

his−31

his−67

TATA box binding protein associated factor (TAF)

−2 −1 0 1 2
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C29F9.5

Y49E10.27

cbp−1

C49F5.5

C29F9.6

F40F12.7

K03H1.10

TAZ zinc finger

−2 −1 0 1 2
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Y48B6A.5

T10E9.6

F56B3.6

W01D2.3

T19C3.4

C06E1.1

yop−1

T03F6.6

TB2/DP1, HVA22 family

−2 −1 0 1 2
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Y48B6A.5

T10E9.6

Y110A2AR.1

W01D2.3

F56B3.6

T19C3.4

C06E1.1

yop−1

T03F6.6

TB2/DP1/HVA22 related protein

−2 −1 0 1 2
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tbc−18

tbc−11

tbc−16

tbc−4

tbc−15

tbc−7

tbc−12

tbc−2

tbc−10

tbc−8

tbc−3

tbc−20

tbc−19

tbc−6

tbc−9

rbg−3

tbc−1

tbc−13

tbc−17

tbck−1

TBC domain

−2 −1 0 1 2
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cct−3

cct−1

cct−7

cct−6

cct−2

cct−8

hsp−60

cct−5

ppk−3

TCP−1/cpn60 chaperonin family

−2 −1 0 1 2
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tsp−19

tsp−3

tsp−11

tsp−12

tsp−15

tsp−5

tsp−20

tsp−14

tsp−13

tsp−1

tsp−4

tsp−2

tsp−10

tsp−16

tsp−21

tsp−8

tsp−7

tsp−17

tsp−9

Tetraspanin

−2 −1 0 1 2
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tsp−19

tsp−3

tsp−11

tsp−12

tsp−15

tsp−5

tsp−20

tsp−14

tsp−13

tsp−1

tsp−4

tsp−2

tsp−10

tsp−16

tsp−21

tsp−8

tsp−7

tsp−17

tsp−9

Tetraspanin family

−2 −1 0 1 2
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tsp−3

tsp−11

tsp−12

tsp−8

tsp−7

tsp−21

tsp−14

tsp−13

tsp−1

tsp−5

tsp−4

tsp−17

tsp−9

Tetraspanin, subgroup

−2 −1 0 1 2
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rmd−1

fis−1

rmd−4

dnj−28

klc−1

Y106G6H.6

cra−1

mat−3

Y37E3.1

F08D12.1

Y39A3CR.3

sel−1

Y50D7A.4

gpr−1

mat−1

sup−35

M03F8.3

ZK593.8

emb−27

C17G10.2

smg−7

tag−315

snap−1

C50F2.3

let−716

efk−1

ogt−1

chc−1

B0464.2

fkb−6

T12D8.8

rmd−2

C56C10.10

adpr−1

chn−1

T19A5.1

ddl−3

M57.2

fnta−1

ags−3

Y54G11A.4

K09A9.6

rpy−1

sti−1

Y57G7A.10

dnj−7

sgt−1

Y54G11A.7

ZK370.8

T20B12.1

C33H5.8

Y59A8B.6

Y47A7.1

bbs−8

C34B2.5

dyf−13

ZK328.7

F58A4.14

prx−5

utx−1

pph−5

Y22D7AL.9

F45G2.4

dyf−1

unc−45

F33H2.6

klc−2

Y59A8B.8

F38B6.6

osm−5

F32D1.3

fis−2

F52H3.5

phy−2

dpy−18

Tetratricopeptide−like helical
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mat−3

Y37E3.1

Y50D7A.4

C17G10.2

smg−7

tag−315

T19A5.1

ags−3

B0464.2

fkb−6

T12D8.8

chn−1

mat−1

emb−27

dnj−28

klc−1

sti−1

sgt−1

dnj−7

utx−1

pph−5

T20B12.1

C33H5.8

Y47A7.1

bbs−8

C56C10.10

ogt−1

ZK328.7

F58A4.14

prx−5

F38B6.6

osm−5

klc−2

F32D1.3

F52H3.5

Tetratricopeptide repeat

−2 −1 0 1 2
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mat−3

Y37E3.1

B0464.2

T12D8.8

dnj−28

klc−1

C56C10.10

ogt−1

ags−3

chn−1

emb−27

utx−1

pph−5

sti−1

sgt−1

dnj−7

prx−5

F38B6.6

osm−5

klc−2

F32D1.3

F52H3.5

Tetratricopeptide TPR−1
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smg−7

dnj−28

sti−1

sgt−1

dnj−7

bbs−8

prx−5

ogt−1

F52H3.5

Tetratricopeptide TPR2
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sma−6

D1053.4

C08G9.1

F28A12.3

F59F5.5

F44D12.2

F55D12.5

F36H9.1

F36H9.2

TGF−beta receptor/activin receptor, type I/II

−2 −1 0 1 2
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Y50E8A.12

ctbp−1

lin−36

cdc−14

B0336.7

lin−15B

THAP domain
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thn−2

thn−1

thn−3

thn−5

thn−6

thn−4

Thaumatin, pathogenesis−related

−2 −1 0 1 2
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F37C4.6

let−721

LLC1.3

trxr−1

Y106G6H.5

amx−2

Thi4 family
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moc−3

ula−1

atg−7

aos−1

T03F1.1

uba−2

uba−1

rfl−1

ThiF family

−2 −1 0 1 2
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47
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C25H3.14

F42H10.6

T07D3.3

C25H3.3

T07D3.9

F57F4.1

Thioesterase superfamily

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase

−2 −1 0 1 2
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47
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fasn−1

F32H2.6

kat−1

F25B4.6

daf−22

B0303.3

F53A2.7

T02G5.4

F10G8.9

T02G5.7

C41A3.1

Thiolase−like, subgroup

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.7

daf−22

Thiolase, acyl−enzyme intermediate active site

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase, C−terminal

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase, C−terminal domain

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase, conserved site

−2 −1 0 1 2
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase, N−terminal

−2 −1 0 1 2
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47
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kat−1

B0303.3

F53A2.7

T02G5.4

T02G5.7

daf−22

Thiolase, N−terminal domain

−2 −1 0 1 2
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47
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F17B5.1

C06A6.5

Y73B6BL.12

dnj−27

dpy−11

C53D6.4

F42G8.7

R05H5.3

F35G2.1

dnj−8

ZK973.11

C35D10.10

Y49E10.4

C30H6.8

Y54E10A.3

C32D5.8

F29B9.5

C35B1.5

D2063.3

C30H7.2

Y44E3A.3

trx−2

T28A11.13

Y52E8A.3

K02H11.6

trx−1

T20D4.7

tag−170

png−1

tag−320

pdi−1

pdi−3

W01B11.6

F47B7.2

pdi−2

T10H10.2

C14B9.2

Y55F3AR.2

M01H9.1

Thioredoxin

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F17B5.1

C06A6.5

Y73B6BL.12

dnj−27

dpy−11

C53D6.4

F42G8.7

R05H5.3

F35G2.1

dnj−8

ZK973.11

C35D10.10

Y49E10.4

C30H6.8

Y54E10A.3

C32D5.8

F29B9.5

C35B1.5

D2063.3

C30H7.2

Y44E3A.3

trx−2

T28A11.13

Y52E8A.3

K02H11.6

trx−1

T20D4.7

tag−170

png−1

tag−320

pdi−1

pdi−3

W01B11.6

F47B7.2

pdi−2

T10H10.2

C14B9.2

Y55F3AR.2

M01H9.1

Thioredoxin domain

−2 −1 0 1 2
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47
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C11E4.1

Y57A10A.26

C11E4.2

gst−44

gst−34

gst−30

R05H5.3

F35G2.1

dnj−8

C53D6.4

F42G8.7

Y45F10A.7

gst−2

gst−32

gst−8

gst−9

Y49E10.4

Y46E12A.3

cdr−3

gst−7

F55A3.5

gsto−3

F55A11.6

gst−15

B0495.5

gst−37

C30H6.8

csq−1

C32D5.8

Y94H6A.4

mau−8

gst−1

C30H7.2

C35B1.5

gst−28

sco−1

gst−36

F29B9.5

cdr−1

Y54E10A.3

cdr−2

ZK973.11

gst−16

C35D10.10

R11A8.5

K02H11.6

gst−25

Y105E8A.1

W10C8.4

prdx−2

gst−18

F56A4.3

gst−17

D2063.3

trx−1

prdx−3

prdx−6

glrx−10

pdi−1

F26F4.9

tag−170

png−1

gst−26

gst−40

Y44E3A.3

gst−19

T28A11.13

Y71H2AR.1

gst−35

cdr−4

gst−13

D2092.4

cdr−6

gst−22

glrx−5

tag−320

gst−27

trx−2

gst−11

R05D3.9

gst−23

gst−39

pdi−2

T10H10.2

C14B9.2

R03G5.5

T20D4.7

C25H3.7

gst−33

gsto−2

Y52E8A.3

Y53G8B.1

R05H10.5

glrx−22

glrx−21

F53F4.10

F26E4.12

pdi−3

F47B7.2

Y45G12C.3

F56A4.4

gst−10

T05F1.11

W01B11.6

gst−29

gst−31

gst−41

Y48C3A.3

cdr−7

gst−3

T09A12.2

F17B5.1

Y55F3AR.2

ZC334.7

M01H9.1

pqn−26

gst−12

gst−14

gst−20

F10D7.3

gst−6

gst−42

gsto−1

Y73B6BL.12

dnj−27

gst−43

gst−21

gst−5

gst−38

C06A6.5

gst−24

F49H12.5

dpy−11

Y57A10A.23

Thioredoxin fold
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dnj−27

dpy−11

Y75B8A.10

F35G2.1

Y49E10.4

ZK973.11

Y68A4A.10

C30H6.8

Y44E3A.3

trx−2

pdi−2

T10H10.2

C14B9.2

Y54E10A.3

trx−1

tag−320

png−1

pdi−1

pdi−3

F20E11.7

Y55F3AR.2

M01H9.1

Thioredoxin, conserved site
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C27A7.9

F01F1.13

gon−1

spon−1

adt−1

T19D2.1

F11C7.6

Y8A9A.2

F14H12.3

C36B7.5

T21B6.3

F35C11.7

adt−2

unc−5

F09F9.4

F53B6.2

C27A7.8

dpy−31

F11C7.2

nas−36

F15B9.8

nas−37

F11C7.7

F23H12.5

Thrombospondin type 1 domain

−2 −1 0 1 2
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gon−1

spon−1

adt−1

T19D2.1

R17.3

F11C7.6

nas−33

C27A7.9

F01F1.13

Y8A9A.2

F14H12.3

C36B7.5

T21B6.3

F35C11.7

adt−2

unc−5

F09F9.4

F53B6.2

C27A7.8

dpy−31

F11C7.2

nas−38

nas−36

F15B9.8

fig−1

F11C7.7

nas−37

F23H12.5

C11H1.5

Thrombospondin, type 1 repeat

−2 −1 0 1 2
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T01D3.3

C54E4.2

C08G9.2

T04F3.2

B0222.5

mlt−11

Thyroglobulin type−1

−2 −1 0 1 2
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C54E4.2

C08G9.2

T04F3.2

B0222.5

mlt−11

Thyroglobulin type−1 repeat
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F41H10.5

hyl−2

Y63D3A.8

tram−1

hyl−1

M02B1.3

K12H6.6

Y48G8AL.13

lagr−1

TLC domain
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F01D5.3

F01D5.2

M01H9.2

epi−1

clr−1

T02C5.1

TNFR/CD27/30/40/95 cysteine−rich region

−2 −1 0 1 2
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B0041.5

F55B11.7

C49C8.6

ram−5

lpd−2

F10C2.5

T02G5.7

arr−1

srh−129

C06C6.1

icd−1

AH9.3

F08B6.1

ZK154.1

Y46E12BL.4

obr−4

T19B10.12

eft−2

sax−2

bath−9

tag−232

F09G8.5

tag−279

ZK688.3

F54F7.8

F35G2.5

TonB box, conserved site

−2 −1 0 1 2
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F43C11.11

F16G10.3

R52.6

F16G10.7

F16G10.14

T10D4.1

T10D4.15

F16G10.10

R52.5

F45C12.9

F43C11.5

F16G10.11

F47B7.3

T10D4.11

Y73F8A.10

F16G10.8

F16G10.9

T14G12.6

F47B7.4

F07E5.7

TRA−1 regulated protein R03H10.4

−2 −1 0 1 2
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F41H10.5

hyl−2

Y63D3A.8

tram−1

hyl−1

M02B1.3

K12H6.6

Y48G8AL.13

lagr−1

TRAM/LAG1/CLN8 homology domain

−2 −1 0 1 2
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47
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his−34

his−53

his−38

his−61

his−39

his−64

his−8

his−44

his−5

his−3

Y53F4B.3

his−68

his−56

his−4

his−41

his−37

his−35

his−18

his−11

ZK1251.1

nfyc−1

nfyb−1

dro−1

his−33

his−31

his−67

T26A5.8

F40F9.7

his−60

his−1

his−26

his−66

his−65

his−47

his−58

his−62

his−43

Transcription factor CBF/NF−Y/archaeal histone

−2 −1 0 1 2
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tag−279

psr−1

rbr−2

C29F7.6

F23D12.5

utx−1

T07C4.11

F29B9.2

jmjd−2

T26A5.5

F43G6.6

Transcription factor jumonji

−2 −1 0 1 2
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tag−279

psr−1

rbr−2

C29F7.6

F23D12.5

utx−1

C06H2.3

T07C4.11

F29B9.2

jmjd−2

T26A5.5

F43G6.6

Transcription factor jumonji/aspartyl beta−hydroxylase

−2 −1 0 1 2
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T27A8.2

fkh−3

fkh−4

fkh−10

unc−130

pha−4

lin−31

fkh−8

K04C1.3

pes−1

fkh−5

C34B4.2

fkh−2

fkh−6

fkh−9

fkh−7

let−381

daf−16

Transcription factor, fork head

−2 −1 0 1 2
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fkh−3

fkh−4

fkh−10

lin−31

fkh−8

unc−130

pha−4

pes−1

fkh−5

fkh−2

fkh−6

fkh−9

fkh−7

let−381

daf−16

Transcription factor, fork head, conserved site

−2 −1 0 1 2
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sea−1

tbx−9

tbx−36

tbx−34

tbx−33

tbx−38

mls−1

tbx−2

mab−9

tbx−32

tbx−41

tbx−40

tbx−8

tbx−31

tbx−30

tbx−35

tbx−39

tbx−37

tbx−43

tbx−11

tbx−7

Transcription factor, T−box

−2 −1 0 1 2
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sea−1

tbx−9

tbx−33

tbx−38

mls−1

tbx−2

mab−9

tbx−32

tbx−40

tbx−8

tbx−30

tbx−35

tbx−39

tbx−37

tbx−11

tbx−7

Transcription factor, T−box, conserved site

−2 −1 0 1 2
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F43D2.1

cyl−1

cit−1.1

cit−1.2

cic−1

cyh−1

Transcription regulator cyclin

−2 −1 0 1 2
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unc−129

tig−2

dbl−1

daf−7

tig−3

Transforming growth factor−beta−related

−2 −1 0 1 2
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unc−129

tig−2

dbl−1

daf−7

tig−3

Transforming growth factor−beta, C−terminal

−2 −1 0 1 2
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.5 48 49 50 51 52 53 54 55 56 58

C04C3.3

tag−173

tkt−1

T22B11.5

ZK836.2

Transketolase−like, pyrimidine−binding domain

−2 −1 0 1 2
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47
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C04C3.3

tag−173

tkt−1

T22B11.5

ZK836.2

Transketolase, pyrimidine binding domain

−2 −1 0 1 2



44 45 46 47

47
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F29C12.4

eft−1

eft−2

K10C3.5

ZK1236.1

Y119D3B.14

Translation elongation factor EFG/EF2, C−terminal

−2 −1 0 1 2
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tufm−2

K07A12.4

eft−3

cgp−1

T04H1.2

eft−4

tufm−1

H19N07.1

Translation elongation factor EFTu/EF1A, C−terminal

−2 −1 0 1 2
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F46B6.6

H19N07.1

ZK1236.1

F29C12.4

eft−4

tufm−1

cgp−1

T04H1.2

Y119D3B.14

eft−3

iffb−1

eft−1

eft−2

tufm−2

selb−1

K10C3.5

Y39G10AR.8

Translation elongation factor EFTu/EF1A, domain 2

−2 −1 0 1 2
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Y51F10.4

F59B2.2

H32K16.1

R02F2.8

F21D12.3

F13H10.3

C03A3.2

Y32F6A.4

Y59H11AR.4

Y43F4B.7

unc−47

Y38H6C.17

C44B7.6

T27A1.5

Y4C6B.2

Y18D10A.23

Transmembrane amino acid transporter protein

−2 −1 0 1 2
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ZK6.11

F39E9.1

Y46D2A.2

K11H12.11

Y41D4B.16

Y41D4B.17

Y47H9C.1

Y41D4B.15

F11D11.3

C30E1.8

dod−20

C18H7.11

F11D11.4

dod−19

F54E2.1

tag−244

C34H4.1

K11H12.4

B0024.4

K11H12.3

Transmembrane glycoprotein

−2 −1 0 1 2
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ttr−27

ttr−7

ttr−21

ttr−22

T08A9.11

ttr−32

ttr−51

sdz−22

ttr−13

ttr−6

ttr−15

ttr−33

ttr−17

ttr−12

F26G1.3

ttr−37

ttr−45

ttr−2

ttr−29

ttr−23

ttr−31

ttr−8

ttr−18

ttr−30

ttr−39

ttr−43

ttr−5

ttr−54

ttr−20

ttr−41

ttr−56

ttr−10

ttr−49

ttr−25

ttr−16

ttr−40

ttr−53

ttr−47

ttr−1

ttr−52

ttr−48

ttr−19

ttr−46

ttr−44

F26G1.11

F26G1.10

ttr−24

ttr−35

ttr−36

ttr−38

ttr−11

ttr−55

ttr−57

ttr−3

ttr−4

ttr−34

ttr−9

C27D9.2

ttr−14

ttr−26

ttr−28

nlp−4

ttr−50

ttr−42

Transthyretin−like

−2 −1 0 1 2
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ttr−27

ttr−7

ttr−21

ttr−22

T08A9.11

ttr−32

ttr−51

sdz−22

ttr−13

ttr−6

ttr−15

ttr−33

ttr−17

ttr−12

F26G1.3

ttr−37

ttr−45

ttr−2

ttr−29

ttr−23

ttr−31

ttr−8

ttr−18

ttr−30

ttr−39

ttr−43

ttr−5

ttr−54

ttr−20

ttr−41

ttr−56

ttr−10

ttr−49

ttr−25

ttr−16

ttr−40

ttr−53

ttr−47

ttr−1

ttr−52

ttr−48

ttr−19

ttr−46

ttr−44

F26G1.11

F26G1.10

ttr−24

ttr−35

ttr−36

ttr−38

ttr−11

ttr−55

ttr−57

ttr−3

ttr−4

ttr−34

ttr−9

C27D9.2

ttr−14

ttr−26

ttr−28

nlp−4

ttr−50

ttr−42

Transthyretin−like family

−2 −1 0 1 2
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tre−1

tre−3

tre−4

tre−2

tre−5

Trehalase

−2 −1 0 1 2
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sfxn−1.5

sfxn−5

sfxn−2

sfxn−1.2

sfxn−1.1

sfxn−1.3

sfxn−1.4

Tricarboxylate/iron carrier

−2 −1 0 1 2
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C03H5.2

Y47G6A.7

C50F4.14

Y73B6BL.31

sqv−7

F15B10.1

Y73E7A.3

hut−1

C29H12.2

B0212.4

pst−1

ZK896.9

F44C8.7

T21B6.5

Triose−phosphate Transporter family

−2 −1 0 1 2
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Y37E11B.5

F36A2.2

C45G9.2

Y54E5A.6

dpyd−1

tRNA−dihydrouridine synthase

−2 −1 0 1 2
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W02B12.10

R08E5.1

C04F5.8

K12D9.1

R08E5.3

pcm−1

R08F11.4

tRNA (guanine−N−7) methyltransferase

−2 −1 0 1 2
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prs−1

srs−1

prs−2

hrs−1

grs−1

frs−1

srs−2

trs−1

tRNA synthetase class II core domain (G, H, P, S and T)

−2 −1 0 1 2
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Y105E8A.20

lrs−2

vrs−2

lrs−1

mrs−1

irs−2

irs−1

tRNA synthetases class I (I, L, M and V)

−2 −1 0 1 2
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47
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Y105E8A.20

lrs−2

vrs−1

mrs−1

irs−2

irs−1

vrs−2

lrs−1

tRNA synthetases class I (M)

−2 −1 0 1 2
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47
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drs−2

frs−1

Y66D12A.23

nrs−1

drs−1

krs−1

tRNA synthetases class II (D, K and N)

−2 −1 0 1 2
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47
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tni−1

tni−4

tni−3

tnt−3

tnt−2

mup−2

unc−27

Troponin

−2 −1 0 1 2
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47
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try−6

T21E12.3

try−7

F25E5.7

try−8

try−9

try−4

try−5

try−10

F25E5.4

try−2

try−3

try−1

F48E3.4

Trypsin

−2 −1 0 1 2
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Y26D4A.12

K07A1.6

C53B7.2

C25E10.7

Y69H2.10

T06E6.10

K05F1.10

C25E10.8

B0238.12

C25E10.10

Y69H2.3

T01D3.6

F36H9.4

C09F9.2

swm−1

F32D8.3

C10G8.4

T01D3.3

F53C11.9

isl−1

Trypsin Inhibitor like cysteine rich domain

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tbb−1

tbg−1

tba−1

Y19D2B.1

mec−7

tba−4

ben−1

tbb−4

tba−9

tba−7

tba−6

tba−5

tbb−6

Tubulin

−2 −1 0 1 2
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ttll−11

ttll−12

ttll−9

ttll−4

ttll−5

ttll−15

Tubulin−tyrosine ligase

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

ttll−11

ttll−9

ttll−4

ttll−5

ttll−15

Tubulin−tyrosine ligase family

−2 −1 0 1 2
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47
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Tubulin C−terminal domain

−2 −1 0 1 2



44 45 46 47

47
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

tbb−1

tbg−1

tba−1

mec−7

tba−4

ben−1

Y113G7C.1

Tubulin, conserved site

−2 −1 0 1 2
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47
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Tubulin/FtsZ family, GTPase domain

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Tubulin/FtsZ, 2−layer sandwich domain

−2 −1 0 1 2
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mec−12

tba−8

tba−2

tbb−2

tba−6

tba−5

tbb−6

tbb−4

tba−9

tba−7

ben−1

tbb−1

tbg−1

tba−1

mec−7

tba−4

Tubulin/FtsZ, GTPase domain

−2 −1 0 1 2
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tsn−1

Y50D4C.3

ekl−1

smn−1

tag−250

C56G2.1

F32E10.5

Y39B6A.25

eri−5

rsd−6

Tudor domain

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sul−3

C27A7.1

T03G6.3

F57B10.3

F28C6.4

C27A12.9

C01B10.9

C27A7.3

F13H10.5

sul−1

Y54E10BR.1

Type I phosphodiesterase / nucleotide pyrophosphatase

−2 −1 0 1 2
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sul−3

C27A7.1

T03G6.3

F57B10.3

F28C6.4

C27A12.9

C01B10.9

C27A7.3

F13H10.5

sul−1

Y54E10BR.1

Type I phosphodiesterase/nucleotide pyrophosphatase/phosphate transferase

−2 −1 0 1 2
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glh−2

ZK512.2

drh−3

smg−2

R05D11.4

Y46G5A.4

M03C11.8

Y66D12A.15

glh−1

B0511.6

xnp−1

Y38A10A.6

dcr−1

ZK686.2

K02F3.12

Y54E2A.4

drh−1

ZC317.1

C28H8.3

hel−308

glh−4

mut−14

glh−3

isw−1

eri−7

Type III restriction enzyme, res subunit

−2 −1 0 1 2
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Y73B6BL.1

tyr−1

let−607

tyr−4

tyr−3

Y57A10A.31

Y44E3B.2

tyr−2

Tyrosinase

−2 −1 0 1 2
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Y43C5B.2

Y116A8C.38

Y116A8C.24

ZC581.7

ZK593.9

T25B9.4

frk−1

F57B9.8

kin−24

Y52D5A.2

Y69E1A.3

K09B11.5

W03F8.2

ddr−1

T25B9.5

kin−14

kin−25

F26E4.5

ZK622.1

T21G5.1

kin−21

W01B6.5

C55C3.4

C34F11.5

C18H7.4

C25A8.5

R11E3.1

F23C8.7

spe−8

R05H5.4

kin−31

F01D4.3

F22B3.8

Y4C6A.1

kin−26

kin−5

C35E7.10

F59A3.8

T06C10.3

F11E6.8

src−2

kin−16

kin−15

Y50D4B.6

T01G5.1

W03A5.1

cam−1

F09G2.1

daf−2

kin−23

scd−2

W04G5.10

T14E8.1

kin−9

Y38H6C.20

lin−18

ark−1

F09A5.2

csk−1

rol−3

R09D1.12

kin−6

ver−1

R09D1.13

T22B11.3

F40A3.5

Y47G6A.5

let−23

kin−32

egl−15

ddr−2

R151.4

F59F5.3

trk−1

ver−2

old−1

kin−30

src−1

C24G6.2

old−2

vab−1

ver−4

ver−3

abl−1

B0252.1

Tyrosine−protein kinase

−2 −1 0 1 2
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W03A5.1

ZC581.7

Y116A8C.38

Y116A8C.24

ZK593.9

T25B9.4

frk−1

F57B9.8

Y52D5A.2

Y69E1A.3

K09B11.5

F20D6.5

kin−24

T25B9.5

kin−14

kin−25

ksr−2

kin−16

ark−1

F09A5.2

csk−1

zyg−1

cam−1

F09G2.1

daf−2

kin−23

scd−2

W04G5.10

T14E8.1

kin−9

lin−18

R09D1.12

kin−6

Y47G6A.5

let−23

F26E4.5

ZK622.1

T21G5.1

kin−21

C55C3.4

C34F11.5

C18H7.4

C25A8.5

R11E3.1

F23C8.7

spe−8

R05H5.4

kin−31

F01D4.3

F22B3.8

Y4C6A.1

kin−26

kin−5

C35E7.10

F59A3.8

T06C10.3

F11E6.8

R07A4.4

src−2

C03B1.5

Y50D4B.6

kin−15

K09H11.1

ddr−2

ver−4

R151.4

lin−2

ver−3

abl−1

F59F5.3

trk−1

ksr−1

old−1

kin−30

ver−2

src−1

C24G6.2

kin−32

egl−15

old−2

vab−1

B0252.1

Tyrosine−protein kinase, active site

−2 −1 0 1 2
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T11F8.4
gcy−17
R04A9.7
F49C5.4
Y43D4A.6
Y53F4B.1
cdk−7
gcy−14
dlk−1
pmk−2
kin−1
gcy−19
gck−4
Y38H6C.20
lin−18
daf−4
par−1
csnk−1
cmk−1
scd−2
sad−1
F28C10.3
rol−3
gcy−5
gcy−6
ZC123.4
F31E3.2
gcy−21
gcy−29
gcy−23
Y38E10A.8
let−23
C24A1.3
tag−257
F09C12.2
mak−2
pat−4
gcy−4
kin−6
gcy−11
pmk−1
unc−82
ttn−1
unc−22
unc−43
T14E8.1
C05D10.2
C36B7.1
gcy−20
W04G5.10
Y47G6A.5
wts−1
VZC374L.1
F40A3.5
kin−3
ZC449.3
mek−2
rsks−1
H37N21.1
E02D9.1
C36B7.2
kin−23
dyf−5
F35C8.1
R09D1.12
unc−89
gcy−7
R09D1.13
pkc−2
dapk−1
B0495.2
par−4
nekl−1
wee−1.1
T22B11.3
F09A5.2
ire−1
cdk−8
pik−1
csk−1
gcy−1
nsy−1
ver−1
C34G6.5
gcy−3
kin−20
T07F12.4
C01C4.3
pek−1
unc−51
aak−2
sax−1
kgb−2
rskn−2
prk−1
mnk−1
tpa−1
gcy−13
kin−9
mtk−1
spk−1
zyg−8
ark−1
gck−3
akt−1
mek−1
gcn−2
gsk−3
old−2
cam−1
pkc−1
daf−2
Y50D7A.3
gcy−28
mrck−1
F09G2.1
W04B5.5
vab−1
pkc−3
kin−33
cdk−4
nekl−4
cdk−2
lin−45
chk−1
sel−5
cdk−9
dkf−2
Y39G8B.5
mom−4
ZK524.4
R02C2.1
ZC504.3
R02C2.6
zyg−1
kin−16
mlk−1
daf−1
egl−4
mes−1
W03A5.1
Y111B2A.1
T08D2.7
chk−2
kin−14
R03D7.5
T25B9.5
strd−1
aak−1
D2045.7
ddr−1
C09G4.2
kin−25
max−2
gcy−2
mpk−1
mbk−2
pct−1
let−502
prk−2
R06A10.4
sma−5
F11E6.8
F32D8.1
src−2
C03B1.5
Y50D4B.6
T01G5.1
kin−15
pdk−1
B0252.1
pak−1
kin−29
ver−2
ver−3
K02E10.7
trk−1
R90.1
gcy−8
kin−32
mkk−4
F46F6.2
lit−1
B0198.3
hpk−1
R151.4
gcy−22
kgb−1
lin−2
jnk−1
abl−1
nekl−2
tag−172
lrk−1
src−1
C44H4.6
F47F2.1
ver−4
jkk−1
ksr−1
flr−4
grk−1
Y106G6A.1
grk−2
ckk−1
pmk−3
cst−1
Y42A5A.4
mpk−2
sgk−1
mbk−1
C49C3.10
ddr−2
mig−15
H01G02.2
sek−1
F59F5.3
gcy−15
gcy−18
C24G6.2
old−1
kin−30
Y105C5A.24
sma−6
egl−15
M03C11.1
dkf−1
Y51B9A.9
akt−2
nekl−3
cst−2
Y43C5B.2
Y116A8C.38
Y116A8C.24
ZC581.7
F23C8.8
T25B9.4
tag−344
ZK593.9
frk−1
F57B9.8
kin−24
Y69E1A.3
T15B12.2
Y39G8C.2
Y52D5A.2
C56G2.5
Y69F12A.1
Y106G6D.4
K09B11.5
spe−8
R05H5.4
kin−5
C35E7.10
F59A3.8
T06C10.3
rskn−1
plk−3
F52B5.2
wee−1.3
plk−2
kin−4
cdk−5
wnk−1
tlk−1
cdtl−7
K08F8.1
ikke−1
kin−34
pig−1
pak−2
W03F8.2
ZC373.4
gck−1
air−2
Y106G6E.1
cdk−1
plk−1
ksr−2
air−1
ZC373.3
kin−18
gck−2
C55C3.4
F01D4.3
W02B12.12
C25A8.5
kin−31
W06F12.3
F53C3.1
F22B3.8
Y4C6A.1
T05C12.1
kin−26
Y38H8A.4
C14A4.13
gcy−12
C18H7.4
R11E3.1
W01B6.2
C27D6.11
F23C8.7
ZK354.6
F35C11.3
M05D6.1
W01B6.5
kin−21
F21F3.2
C34F11.5
C04G2.2
T21G5.1
C27D8.1
F26E4.5
ZK622.1
gska−3

Tyrosine−protein kinase, catalytic domain
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C53B4.6

Y47G6A.7

C50F4.14

F15B10.1

Y73E7A.3

hut−1

C29H12.2

pst−2

C03H5.2

srf−3

pst−1

UAA transporter
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C53B4.6

Y47G6A.7

C50F4.14

F15B10.1

Y73E7A.3

hut−1

C29H12.2

pst−2

C03H5.2

srf−3

pst−1

UAA transporter family
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moc−3

ula−1

atg−7

aos−1

T03F1.1

uba−2

uba−1

rfl−1

UBA/THIF−type NAD/FAD binding fold
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F49C12.9

T24B8.7

F15C11.2

C24G6.8

rad−23

T27A3.2

Y65B4BR.5

tsfm−1

H40L08.1

ubc−22

UBA/TS−N domain
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coq−5

C35D10.12

pmt−2

Y53F4B.42

C38D4.9

prmt−6

R08E5.1

R08E5.3

K12D9.1

R08F11.4

H14E04.1

UbiE/COQ5 methyltransferase
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coq−5

C35D10.12

pmt−2

Y53F4B.42

C38D4.9

prmt−6

R08E5.1

R08E5.3

K12D9.1

R08F11.4

H14E04.1

ubiE/COQ5 methyltransferase family
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ubq−2

art−1

ubl−1

rps−30

ubl−5

B0303.4

F15C11.2

usp−14

rad−23

C16C8.16

ZK688.5

C16C8.5

bag−1

prp−21

C28D4.10

C16C8.11

ubq−1

C16C8.14

C16C8.13

F52C6.3

F14D2.11

F56F3.4

smo−1

ned−8

F52C6.2

T28A11.22

C16C8.4

tag−353

F54D10.7

Ubiquitin
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F49C12.9

T24B8.7

F15C11.2

C24G6.8

rad−23

T27A3.2

Y65B4BR.5

tsfm−1

H40L08.1

ubc−22

Ubiquitin−associated/translation elongation factor EF1B, N−terminal
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F49C12.9

T24B8.7

F15C11.2

rad−23

T27A3.2

T12G3.1

ubc−22

Ubiquitin−associated/translation elongation factor EF1B, N−terminal, eukaryote
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ubc−23

uev−3

ubc−15

ubc−26

ubc−21

ubc−16

ubc−7

ubc−8

ubc−6

ubc−9

ubc−25

F52C6.12

ubc−12

ubc−3

ubc−13

ubc−17

uev−2

ubc−1

ubc−14

let−70

ubc−18

ubc−20

uev−1

ubc−19

ubc−22

ubc−24

Ubiquitin−conjugating enzyme
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ubc−23

uev−3

ubc−15

ubc−26

ubc−21

ubc−16

ubc−7

ubc−8

ubc−6

ubc−9

ubc−25

F52C6.12

ubc−12

ubc−3

ubc−13

ubc−17

uev−2

ubc−1

ubc−14

let−70

ubc−18

ubc−20

uev−1

ubc−19

ubc−22

ubc−24

Ubiquitin−conjugating enzyme, E2
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ubc−23

ubc−6

ubc−9

ubc−25

F52C6.12

ubc−12

ubc−3

ubc−8

ubc−26

tsg−101

uev−3

ubc−15

ubc−21

ubc−16

ubc−7

Y53G8AR.5

Y52B11A.2

F56D2.2

gcn−2

ubc−13

ubc−17

uev−2

ubc−1

ubc−14

let−70

ubc−18

ubc−20

uev−1

ubc−19

ubc−22

T26E3.4

ubc−24

Ubiquitin−conjugating enzyme/RWD−like
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usp−33

C34F6.9

F07A11.4

F35B3.1

E01B7.1

F09D1.1

F59E12.6

H34C03.2

usp−3

H12I13.2

T22F3.2

K02C4.3

cyk−3

T05H10.1

K08B4.5

duo−2

T27A3.2

cyld−1

usp−14

math−33

C04E6.5

duo−1

usp−48

T24B8.7

usp−46

Y67D2.2

duo−3

Ubiquitin carboxyl−terminal hydrolase
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ubq−2

ubl−1

ned−8

ubq−1

F52C6.2

Ubiquitin conserved site
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ubq−2

art−1

ubl−1

rps−30

ubl−5

C28D4.10

B0303.4

F15C11.2

rad−23

bag−1

prp−21

C16C8.5

C16C8.11

C16C8.13

smo−1

ned−8

F52C6.2

T28A11.22

ubq−1

F52C6.3

F56F3.4

F54D10.7

Ubiquitin family
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ubq−2

ubl−1

ned−8

ubq−1

F52C6.2

C16C8.4

Ubiquitin subgroup
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ubxn−2

ubxn−1

ubxn−4

ubxn−3

ubxn−5

UBX
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ubxn−2

ubxn−1

ubxn−4

ubxn−3

ubxn−5

UBX domain
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mtm−5

aex−3

rme−4

F52C12.4

C52E12.4

uDENN
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B0212.4

srf−3

K06H6.3

F44C8.7

C03H5.2

F15B10.1

ugtp−1

ZK896.9

ZC250.3

UDP−galactose transporter
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ugt−57

ugt−8

ugt−59

ugt−58

C23G10.6

ugt−9

K04A8.10

ugt−16

ugt−43

C03A7.13

ugt−29

H10D18.6

F54C1.1

ugt−64

ugt−30

ugt−47

ugt−53

ugt−3

ugt−26

ugt−63

ugt−23

ugt−50

ugt−46

ugt−28

ugt−44

ugt−37

ugt−36

ugt−27

ugt−35

ugt−5

ugt−19

ugt−22

ugt−20

ugt−10

ugt−48

ugt−62

ugt−61

ugt−21

ugt−56

ugt−39

ugt−7

ugt−45

ugt−13

ugt−55

ugt−6

ugt−51

C03A7.12

ugt−52

ugt−54

ugt−4

ugt−18

UDP−glucoronosyl and UDP−glucosyl transferase
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ugt−57

ugt−23

ugt−50

ugt−46

ugt−36

ugt−49

ugt−28

C55H1.1

ugt−27

ugt−35

ugt−44

ugt−14

ugt−20

ugt−10

ugt−48

ugt−34

ugt−5

ugt−17

ugt−41

ugt−37

ugt−53

ugt−62

ugt−40

ugt−13

ugt−2

ugt−45

ugt−11

ugt−55

ugt−19

ugt−22

ugt−60

ugt−32

F10D2.8

ugt−21

K02E11.4

F22D6.15

ugt−61

ugt−65

H23N18.4

ugt−24

ugt−56

ugt−7

ugt−58

ugt−12

ugt−39

ugt−25

T19H12.3

C23G10.6

K02E11.3

ugt−33

K02E11.5

K02E11.9

K02E11.6

ugt−8

Y73B6A.3

ugt−59

K02E11.7

ugt−6

ugt−1

ugt−15

ugt−9

C01B10.7

K04A8.10

ugt−16

ugt−42

H10D18.6

Y43D4A.2

ugt−29

C03A7.13

F10D2.12

ugt−38

F54C1.1

ugt−64

ugt−30

ugt−47

ugt−43

ugt−31

ugt−4

ugt−51

C03A7.12

ugt−52

ugt−54

ugt−18

ugt−63

ugt−3

ugt−26

UDP−glucuronosyl/UDP−glucosyltransferase
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ulp−3

ulp−5

ulp−1

ulp−2

ulp−4

Ulp1 protease family, C−terminal catalytic domain
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F49C12.7

C29F7.2

D1044.1

F59B1.10

E02C12.6

H37A05.2

nhr−83

F58B4.5

E02C12.9

E02C12.12

T16G1.6

E02C12.11

nhr−246

F59B1.8

C50F4.1

C29F7.1

Y11D7A.8

T16G1.3

Y45G12C.4

C18B10.6

T16G1.7

F48G7.12

T16G1.4

T16G1.5

E02C12.8

F20D6.5

H06H21.8

E02C12.10

Uncharacterised kinase D1044.1
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W03D2.9

Y75B12B.11

C25H3.15

T05H10.3

C35A5.11

T06G6.6

Uncharacterised protein family T05H10.3
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tmbi−4

tag−120

xbx−6

K11H12.8

Y42H9AR.2

Uncharacterised protein family UPF0005
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ZK632.10

R10D12.6

T06C12.9

T23F2.5

W02A2.9

T23F2.4

C04G6.5

F47B7.1

T23F2.3

T23B3.2

R10D12.7

W10C8.6

F25H5.8

Uncharacterised protein family UPF0057
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ZK632.10

R10D12.6

T06C12.9

T23F2.5

W02A2.9

T23F2.4

C04G6.5

F47B7.1

T23F2.3

T23B3.2

R10D12.7

W10C8.6

F25H5.8

Uncharacterized protein family UPF0057
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lrs−2

vrs−1

mrs−1

irs−2

irs−1

vrs−2

lrs−1

Valyl/Leucyl/Isoleucyl−tRNA synthetase, class I, anticodon−binding
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sdpn−1

tag−218

tag−168

mlk−1

unc−57

stam−1

lst−4

T04C9.1

ark−1

ape−1

ced−2

itsn−1

Y44E3A.4

src−2

rrc−1

F42H10.3

sem−5

hum−4

spc−1

Y106G6H.14

tbc−18

B0303.7

src−1

pix−1

Y47G6A.5

vav−1

Y37A1B.17

Y55B1BR.4

lin−2

abl−1

fut−8

tag−208

C26C6.8

eps−8

tag−117

nck−1

dlg−1

prx−13

sma−1

Variant SH3

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

sdpn−1

tag−218

tag−168

mlk−1

unc−57

stam−1

lst−4

T04C9.1

ark−1

ape−1

ced−2

itsn−1

Y44E3A.4

src−2

rrc−1

F42H10.3

sem−5

hum−4

spc−1

Y106G6H.14

tbc−18

B0303.7

src−1

pix−1

Y47G6A.5

vav−1

Y37A1B.17

Y55B1BR.4

lin−2

abl−1

fut−8

tag−208

C26C6.8

eps−8

tag−117

nck−1

dlg−1

prx−13

sma−1

Variant SH3 domain
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scl−2

scl−23

scl−13

scl−9

scl−7

scl−8

scl−15

scl−11

scl−12

F09B9.5

scl−1

scl−6

scl−18

scl−3

scl−14

vap−1

scl−5

scl−10

Ves allergen
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Y38H6C.19

K07E8.1

Y37E11AL.4

R105.1

F28A10.8

C18D4.4

T02H6.9

C08G5.3

T02H6.4

Y39F10C.1

F46F5.13

Y9C9A.1

T04B8.1

Y39A3A.3

Y40B10B.1

Y46B2A.3

T23F4.5

C47A10.12

T02H6.7

Y54E2A.9

Y57G11A.2

Vitelline membrane outer layer protein I (VOMI)
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vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Vitellinogen, beta−sheet N−terminal
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vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Vitellinogen, open beta−sheet
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vit−1

vit−3

vit−2

vit−5

vit−4

Vitellinogen, open beta−sheet, subdomain 2
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vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

Vitellinogen, superhelical
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C32C4.1

egl−36

kqt−3

Y48A6B.6

Y55F3C.3

F14F11.1

shl−1

kvs−1

shk−1

F44A2.2

kqt−1

shw−3

slo−1

exp−2

Voltage−dependent potassium channel
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clh−6

clh−3

clh−1

clh−4

clh−2

clh−5

Voltage gated chloride channel
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mua−3

clec−64

H13N06.2

cut−6

unc−36

dpy−1

C29A12.6

dig−1

R193.2

clec−60

clec−61

C16E9.1

F40F4.6

T25G12.6

clec−101

K09E2.1

F28B4.3

clec−143

F31F7.2

clec−163

clec−58

clec−63

T25C12.3

T19D12.4

clec−66

clec−65

ZK1193.2

C24B9.3

clec−59

clec−218

C18H7.1

clec−160

mup−4

clec−62

cutl−23

von Willebrand factor type A domain
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T01D3.6

K03H1.5

vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

von Willebrand factor type D domain

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

mua−3

clec−64

H13N06.2

cut−6

R10H10.3

unc−36

dpy−1

C29A12.6

dig−1

R193.2

clec−60

clec−61

nra−1

T16H12.4

T19D12.4

C16E9.1

clec−218

mup−4

cutl−23

T25C12.3

C18H7.1

clec−160

dic−1

F28B4.3

clec−143

F40F4.6

T25G12.6

F55F10.1

F31F7.2

clec−163

clec−58

clec−63

cpna−1

tag−180

F11C1.5

gem−4

clec−66

clec−65

ZK1193.2

cpna−2

C24B9.3

clec−59

clec−101

K09E2.1

clec−62

von Willebrand factor, type A

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T01D3.6

K03H1.5

vit−1

vit−3

vit−6

vit−2

vit−5

vit−4

von Willebrand factor, type D

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

T01D3.3

T27E4.5

C08G9.2

kal−1

R12A1.3

T28C12.6

WAP−type (Whey Acidic Protein) 'four−disulfide core'

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F35G12.4
gad−1
rba−1
Y87G2A.11
R11D1.1
lin−53
atg−18
Y39A1A.1
F02E9.10
C18E3.5
C05D2.10
ufd−3
Y54G2A.12
fzr−1
sel−10
F17C11.10
pod−1
fzy−1
swd−2.1
Y71G12B.1
Y39G10AR.9
aipl−1
F21H12.1
npp−18
ZK930.1
Y41C4A.11
swd−3.3
cdt−2
lis−1
swan−1
gpb−2
Y71F9AL.17
F38E11.5
Y44F5A.1
sel−2
T10F2.4
F46C5.9
arx−3
osm−1
T18D3.1
smu−1
F08G12.2
eif−3.I
unc−78
H24G06.1
che−2
dyf−2
tom−1
elp−1
daf−10
npp−20
cor−1
atg−16.1
swan−2
klp−12
bub−3
K06A5.8
T05A8.5
qui−1
gpb−1
Y48B6A.1
lin−23
K06A9.2
rbc−1
K02B12.3
tub−2
swd−3.2
F52C9.1
thoc−3
atg−16.2
F39H12.2
rbc−2
elpc−2
C26H9A.2
W07E6.2
Y39H10A.6
F47G4.4
adpr−1
Y111B2A.12
C08B6.7
cpf−1
wdr−23
F33G12.2
C10B5.1
pro−1
B0280.9
T05C3.2
D2013.3
prp−17
F55F8.3
wdfy−2
Y23H5B.5
F13H8.2
Y53C12B.1
Y45F10D.7
JC8.2
tag−135
cash−1
taf−5
pfs−2
rack−1
dyci−1
sym−4
ZK430.7
F28D1.1
npp−17
swd−3.1
mes−6
T02H6.1
T01G1.3
Y54H5A.1
unc−37
sur−6
swd−2.2
Y18D10A.9
Y32H12A.8
prp−4
cyn−15
tag−345
scp−1
K10D2.1
Y43F4B.9
ifta−1
C10H11.8

WD domain, G−beta repeat

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

lis−1

swan−1

gpb−2

Y71F9AL.17

F38E11.5

swan−2

sel−2

T10F2.4

F46C5.9

arx−3

smu−1

F08G12.2

npp−20

cor−1

atg−16.1

atg−18

F02E9.10

C18E3.5

fzr−1

sel−10

C05D2.10

pod−1

F35G12.4

gad−1

rba−1

Y87G2A.11

ufd−3

C08B6.7

cpf−1

wdr−23

F33G12.2

R11D1.1

lin−53

ZK930.1

fzy−1

swd−2.1

Y71G12B.1

Y39G10AR.9

aipl−1

F21H12.1

npp−18

Y41C4A.11

pro−1

adpr−1

Y111B2A.12

Y39H10A.6

F47G4.4

rbc−1

K02B12.3

tub−2

swd−3.2

F52C9.1

thoc−3

atg−16.2

F39H12.2

rbc−2

elpc−2

C26H9A.2

W07E6.2

eif−3.I

unc−78

H24G06.1

che−2

dyf−2

elp−1

daf−10

qui−1

klp−12

bub−3

K06A5.8

T05A8.5

gpb−1

Y48B6A.1

lin−23

Y18D10A.9

Y32H12A.8

cyn−15

tag−345

unc−37

swd−2.2

prp−4

prp−17

F55F8.3

wdfy−2

Y23H5B.5

F13H8.2

Y53C12B.1

Y45F10D.7

JC8.2

tag−135

cash−1

taf−5

pfs−2

rack−1

dyci−1

sym−4

ZK430.7

F28D1.1

npp−17

swd−3.1

mes−6

T02H6.1

T01G1.3

Y54H5A.1

T05C3.2

K10D2.1

Y43F4B.9

scp−1

C10H11.8

swd−3.3

cdt−2

WD40 repeat

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

Y46E12BL.3

swd−3.3

F35G12.4

rba−1

Y87G2A.11

C08B6.7

cpf−1

lin−53

aipl−1

C18E3.5

C05D2.10

C06E1.9

fzr−1

W09D6.1

fzy−1

C13G5.2

sel−10

F17C11.10

fsn−1

Y41C4A.11

W06D12.6

clec−199

atg−16.2

tat−4

F47A4.5

sur−6

prp−4

tag−345

F55F8.3

Y18D10A.9

C17E4.10

C10H11.8

T05C3.2

wdfy−2

swd−3.1

rack−1

F28D1.1

npp−17

C09G9.2

JC8.2

tag−135

Y45F10D.7

W07E6.2

Y53C12B.1

Y54H5A.1

Y23H5B.5

npp−6

T02H6.1

cash−1

taf−5

bub−3

gpb−1

rbc−1

swd−3.2

clec−165

ZK430.7

qui−1

Y73B6BL.28

lin−23

lis−1

F40F8.4

swan−1

unc−78

H24G06.1

eif−3.I

Y71F9AL.17

F41E7.1

F08G12.2

arl−3

atg−16.1

swan−2

T10F2.4

sre−12

K10D2.1

Y43F4B.9

che−12

klp−12

gpb−2

fig−1

C10A4.9

WD40 repeat, conserved site

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

F35G12.4
gad−1
rba−1
Y87G2A.11
R11D1.1
lin−53
atg−18
Y39A1A.1
F02E9.10
C18E3.5
C05D2.10
ufd−3
Y54G2A.12
fzr−1
sel−10
F17C11.10
pod−1
fzy−1
swd−2.1
Y71G12B.1
Y39G10AR.9
aipl−1
F21H12.1
npp−18
ZK930.1
Y41C4A.11
swd−3.3
cdt−2
lis−1
swan−1
gpb−2
Y71F9AL.17
F38E11.5
Y44F5A.1
sel−2
T10F2.4
F46C5.9
arx−3
osm−1
T18D3.1
smu−1
F08G12.2
eif−3.I
unc−78
H24G06.1
che−2
dyf−2
tom−1
elp−1
daf−10
npp−20
cor−1
atg−16.1
swan−2
klp−12
bub−3
K06A5.8
T05A8.5
qui−1
gpb−1
Y48B6A.1
lin−23
K06A9.2
rbc−1
K02B12.3
tub−2
swd−3.2
F52C9.1
thoc−3
atg−16.2
F39H12.2
rbc−2
elpc−2
C26H9A.2
W07E6.2
Y39H10A.6
F47G4.4
adpr−1
Y111B2A.12
C08B6.7
cpf−1
wdr−23
F33G12.2
C10B5.1
pro−1
B0280.9
T05C3.2
D2013.3
prp−17
F55F8.3
wdfy−2
Y23H5B.5
F13H8.2
Y53C12B.1
Y45F10D.7
JC8.2
tag−135
cash−1
taf−5
pfs−2
rack−1
dyci−1
sym−4
ZK430.7
F28D1.1
npp−17
swd−3.1
mes−6
T02H6.1
T01G1.3
Y54H5A.1
unc−37
sur−6
swd−2.2
Y18D10A.9
Y32H12A.8
prp−4
cyn−15
tag−345
scp−1
K10D2.1
Y43F4B.9
ifta−1
C10H11.8

WD40 repeat, subgroup

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

nol−10

gad−1

Y102E9.2

npp−14

C08B6.7

cpf−1

F02E9.10

C18E3.5

fzr−1

C05D2.10

T23B12.6

wdr−23

rba−1

Y87G2A.11

ufd−3

Y54G2A.12

E04D5.1

cdt−2

lin−41

W09G3.6

dcaf−1

sel−10

F17C11.10

pod−1

fzy−1

swd−2.1

Y71G12B.1

Y39G10AR.9

Y105E8A.8

aipl−1

F31E3.4

lin−53

ZK930.1

Y41C4A.11

swd−3.3

atg−18

Y39A1A.1

F47D12.9

pro−1

K05C4.5

C09G9.2

JC8.2

emb−30

tag−135

T05C3.2

Y39H10A.6

smp−2

adpr−1

F47G4.4

Y111B2A.12

rbc−1

K02B12.3

tub−2

smp−1

plx−1

mab−20

qui−1

atg−16.2

F39H12.2

npp−15

F33G12.2

C10B5.1

daf−15

swd−3.2

F52C9.1

thoc−3

eif−3.B

rbc−2

elpc−2

H17B01.4

cash−1

taf−5

ncl−1

C26H9A.2

W07E6.2

Y48B6A.1

lin−23

K06A9.2

D2013.3

Y37A1B.5

F35G12.4

R11D1.1

F21H12.1

T13C2.6

prp−17

F55F8.3

wdfy−2

Y23H5B.5

F13H8.2

Y53C12B.1

Y45F10D.7

swd−2.2

Y110A7A.9

pfs−2

rack−1

dyci−1

sym−4

ZK430.7

F28D1.1

npp−17

swd−3.1

mes−6

T02H6.1

T01G1.3

Y54H5A.1

C42C1.4

npp−18

unc−37

sur−6

Y18D10A.9

Y32H12A.8

B0280.9

prp−4

cyn−15

tag−345

F39C12.1

Y43F4B.9

Y54E5B.2

scp−1

ifta−1

C10H11.8

K10D2.1

vps−41

tag−203

T06E6.1

nid−1

F38E11.5

Y71F9AL.17

tag−10

arx−3

osm−1

cor−1

F14B4.1

npp−20

atg−16.1

unc−78

H24G06.1

plx−2

tom−1

elp−1

che−2

dyf−2

daf−10

eif−3.I

F21F3.1

gpb−2

nhl−1

lis−1

swan−2

klp−12

lrp−2

bub−3

K06A5.8

T05A8.5

gpb−1

swan−1

T18D3.1

F08G12.2

che−11

Y44F5A.1

sel−2

T10F2.4

F46C5.9

C27F2.1

smu−1

T19B4.1

bbs−2

lrp−1

WD40/YVTN repeat−like−containing domain

−2 −1 0 1 2
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T01D3.3

T27E4.5

C08G9.2

kal−1

R12A1.3

T28C12.6

Whey acidic protein, 4−disulphide core

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

T27A8.2

fkh−3

fkh−4

F49E12.6

F48B9.5

his−24

hil−3

fkh−10

lin−31

daf−19

unc−130

epac−1

C24A1.2

tag−97

eat−16

F59B2.5

dsh−1

pha−4

F21D12.5

eif−3.K

cul−3

pax−3

agt−1

larp−1

lsy−12

daf−16

map−2

cul−5

C01F1.1

csn−2

csn−4

csn−1

mys−4

C50A2.4

ets−5

let−381

F19F10.1

C52B9.2

cul−6

F19F10.5

efl−2

pax−1

F54D5.11

cul−1

pax−2

fkh−7

lin−1

fkh−8

ast−1

vab−3

Y53C12C.1

ets−4

hil−1

Y73B6A.1

dsh−2

hil−4

R13.2

spo−11

Y45F10A.7

hil−5

rpn−5

dpl−1

hsf−1

larp−5

mig−5

mys−1

cul−4

cul−2

pes−1

C09G9.7

efl−1

mys−2

fkh−5

C34B4.2

Y53C10A.3

egl−10

fkh−2

fkh−6

fkh−9

hil−2

hil−6

eif−3.C

C44E4.4

rpa−2

Y39B6A.36

rpn−6

F53B6.5

egl−38

Winged helix−turn−helix transcription repressor DNA−binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

mom−2

egl−20

cwn−2

lin−44

cwn−1

Wnt superfamily

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

feh−1

wwp−1

tag−325

sav−1

ZK1098.1

Y40B1A.2

pqbp−1.1

Y40B1A.1

magi−1

F13E6.4

Y92H12A.2

met−1

tcer−1

ZK1248.15

Y110A2AL.13

F45H7.6

frm−8

WW domain

−2 −1 0 1 2
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47
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pash−1

feh−1

wwp−1

clec−96

sav−1

ZK1098.1

B0212.3

Y40B1A.2

pqbp−1.1

Y40B1A.1

magi−1

F13E6.4

Y92H12A.2

tag−325

Y39E4B.7

tcer−1

met−1

ZK1248.15

cpt−5

tax−2

Y110A2AL.13

dys−1

F45H7.6

frm−8

WW/Rsp5/WWP

−2 −1 0 1 2
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47
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Y25C1A.7

W02D9.2

Y53C12A.3

Y60A3A.19

F32D8.14

Yip1 domain

−2 −1 0 1 2
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47
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ZC477.5

Y24D9B.1

C29F5.3

C30F12.1

Y51H4A.13

Y59E9AR.2

Zc3h12a−like Ribonuclease domain

−2 −1 0 1 2



44 45 46 47
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sodh−1

fasn−1

ZK829.7

H24K24.3

Y50D4C.2

M106.3

sodh−2

R04B5.5

R04B5.6

Y48A6B.9

D2063.1

mecr−1

F39B2.3

Zinc−binding dehydrogenase

−2 −1 0 1 2
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47
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C16A3.4

Y95B8A.7

ZK686.4

dnj−17

sma−9

Y56A3A.18

gro−1

Zinc−finger double−stranded RNA−binding

−2 −1 0 1 2



44 45 46 47

47
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F02D8.4

Y47G6A.19

EEED8.6

egl−21

ZC434.9

F56H1.5

T27A8.1

Y59C2A.1

W01A8.6

T06A4.3

Y18H1A.9

R11A5.7

F59A3.1

T06A4.1

Zinc carboxypeptidase

−2 −1 0 1 2
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.5 48 49 50 51 52 53 54 55 56 58

moe−3

Y53G8AR.9

F27D4.4

F38C2.7

dct−13

Y60A9.3

ccch−3

Y116A8C.20

C35D6.4

B0336.3

uaf−2

cpsf−4

ccch−1

ccch−2

Y116A8C.19

rnf−113

mex−1

ccch−5

mex−6

mex−5

pie−1

gla−3

oma−1

oma−2

pos−1

Zinc finger C−x8−C−x5−C−x3−H type (and similar)

−2 −1 0 1 2
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47
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F43C11.7

nhl−2

lin−41

ZK945.4

ZK1240.2

B0281.3

ZK1240.3

ZK1240.9

ZK1240.8

trim−9

rpm−1

C28G1.5

C28G1.6

arc−1

nhl−3

F47G9.4

ZK1240.1

F43C11.8

B0281.8

ncl−1

ZK1240.6

Zinc finger, B−box

−2 −1 0 1 2
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ztf−26

bed−1

K09A11.1

bed−2

zbed−6

dpy−20

Zinc finger, BED−type predicted

−2 −1 0 1 2
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Y50E8A.12

ctbp−1

lin−36

cdc−14

B0336.7

lin−15B

Zinc finger, C2CH−type

−2 −1 0 1 2
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47
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F47H4.1

pzf−1

F13H6.1

C52E12.6

tra−1

C46E10.8

C46E10.9

Y56A3A.28

F37D6.2

sptf−3

tag−146

slr−2

lsl−1

T20F7.1

F58G1.2

sdc−1

ztf−3

tra−4

pbrm−1

K11D2.4

sea−2

mep−1

ztf−14

lsy−2

Y37F4.6

C27A2.7

C09F5.3

sdz−12

eor−1

Y48G8AL.10

lin−13

Y111B2A.10

zfp−2

C27A12.2

F57C9.4

ztf−8

F39B2.1

Y67H2A.10

Y48G9A.11

Y53H1A.2

egrh−3

ztf−23

egrh−1

F44E2.7

F56D1.1

Y5F2A.4

ztf−18

K11D12.12

F47E1.3

ehn−3

sma−9

ces−1

unc−98

klf−1

ztf−19

ZK686.5

F26F4.8

F26A10.2

klf−2

ztf−22

ztf−7

F21A9.2

B0310.2

ham−2

lin−29

lin−48

hbl−1

die−1

egrh−2

Y55F3AM.14

ztf−16

sem−4

ZK337.2

odd−2

mnm−2

klf−3

syd−9

che−1

Y38H8A.5

Y73F8A.33

T08G5.7

ref−2

scrt−1

ztf−17

spr−4

ZC328.2

ztf−6

ZC123.3

blmp−1

K02D7.2

odd−1

egl−43

F55C5.11

Y37E11B.1

zag−1

pag−3

sptf−2

M03D4.4

ztf−2

C06E1.8

Zinc finger, C2H2−like

−2 −1 0 1 2
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pzf−1

ztf−25

F47H4.1

ham−2

sea−2

fog−1

Y66D12A.12

B0310.2

mep−1

spr−3

T22C8.4

cid−1

ztf−7

sdc−3

C16A3.4

tra−4

F33H1.4

zfp−2

him−8

Y5F2A.4

F49E8.2

F44E2.7

F56D1.1

K06H7.3

egrh−1

F54C4.3

Y48G9A.11

Y53H1A.2

Y82E9BR.1

C04F5.9

C52E12.1

eor−1

Y48G8AL.10

C34H4.5

Y48E1B.7

Y79H2A.3

C28H8.9

lin−13

sup−35

egrh−3

T07D10.3

H16D19.3

Y71H2AM.2

zim−1

zim−2

zim−3

ztf−18

D2030.7

F57C9.4

W04D2.4

ztf−23

ada−2

Y56A3A.28

sptf−3

pbrm−1

R10E4.11

K11D2.4

W02D7.6

slr−2

lsl−1

ZK546.5

F37D6.2

rabs−5

C28G1.4

Y82E9BR.17

sdc−1

ztf−3

F58G1.2

Y48G8AL.9

D1046.2

ztf−8

tag−146

T20F7.1

C27A12.2

F13H6.1

tra−1

C52E12.6

ztf−26

ztf−15

C46E10.8

ztf−1

C46E10.9

F36F12.8

ubxn−1

T16H12.4

Y52B11A.9

F39B2.1

C08B11.3

Y67H2A.10

B0564.11

T22C8.3

T23F11.4

ZC328.2

K09A11.1

ztf−6

ZC123.3

blmp−1

ztf−27

F53B7.2

odd−1

C06E2.1

C08G9.2

egl−43

R07E5.5

Y17G7B.22

pag−3

F55C5.11

F37B4.10

Y37E11B.1

pqm−1

fkh−7

lin−29

lin−48

hbl−1

K02D7.2

odd−2

sptf−1

F21D5.9

Y38H8A.5

sem−4

ZK337.2

zag−1

B0250.4

Y47G6A.7

C02F5.12

ztf−14

K09F6.11

F53H10.2

EGAP9.4

ztf−16

Y54G2A.20

mnm−2

F55B11.4

egl−46

die−1

srt−59

klf−3

syd−9

dys−1

Y22D7AL.16

T08G5.7

F27D4.6

Y55F3AM.14

Y56A3A.18

D2092.10

che−1

egrh−2

sdz−38

F59B2.14

Y73F8A.33

ztf−19

ZK686.5

F26F4.8

T20H4.2

unc−98

K10B3.5

K11D12.12

klf−1

atg−4.1

sma−9

F47E1.3

R144.3

Y53F4B.5

scrt−1

ehn−3

F45C12.1

ces−1

eea−1

pqn−21

ztf−4

B0035.1

ubl−1

lsy−2

Y37F4.6

dnj−17

C27A2.7

mcd−1

C09F5.3

sdz−12

Y111B2A.10

W03F9.2

F44D12.10

C01F6.9

ztf−13

ztf−20

K09H9.7

ncl−1

Y95B8A.7

ZK686.4

ref−2

F40G9.14

srab−2

spr−4

gro−1

F26A10.2

klf−2

T22E7.2

K10B3.1

sptf−2

M03D4.4

C06E1.8

F10B5.3

Zinc finger, C2H2−type

−2 −1 0 1 2
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47
.5 48 49 50 51 52 53 54 55 56 58

ZK686.5

ztf−19

F26A10.2

klf−2

ZC328.2

ztf−6

ZC123.3

blmp−1

odd−1

egl−43

Y37E11B.1

zag−1

pag−3

sptf−2

M03D4.4

K11D12.12

F47E1.3

ces−1

unc−98

klf−1

lin−48

egl−46

odd−2

sem−4

ZK337.2

mnm−2

klf−3

syd−9

che−1

Y38H8A.5

lin−29

K02D7.2

B0310.2

egrh−2

ztf−16

ztf−14

lsy−2

C27A2.7

sma−9

Y55F3AM.14

ref−2

scrt−1

spr−4

K11D2.4

Y56A3A.28

sptf−3

tag−146

lsl−1

ztf−3

tra−4

F58G1.2

F39B2.1

egrh−3

F57C9.4

ztf−23

zfp−2

Y5F2A.4

F56D1.1

C27A12.2

eor−1

Y48G8AL.10

sdz−12

egrh−1

C04F5.9

lin−13

tra−1

C46E10.9

ztf−26

F13H6.1

Zinc finger, C2H2−type/integrase, DNA−binding

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

ZC328.2

lin−29

K02D7.2

odd−1

egl−43

Y37E11B.1

pag−3

sptf−2

blmp−1

ztf−27

Y56A3A.28

K11D2.4

lsl−1

Y5F2A.4

egrh−1

egrh−3

F57C9.4

ztf−23

klf−2

lin−48

egl−46

odd−2

sem−4

ZK337.2

mnm−2

klf−3

syd−9

che−1

Y38H8A.5

ref−2

scrt−1

B0310.2

egrh−2

F47E1.3

Y55F3AM.14

ces−1

Y111B2A.10

lsy−2

C27A2.7

Y48G8AL.10

sdz−12

F13H6.1

Zinc finger, C2H2 type

−2 −1 0 1 2
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F53F8.3

Y51F10.2

B0416.4

Y4C6A.3

C17E4.3

C06A5.8

D2089.2

Y6D1A.2

C45G7.4

ZK1240.2

C26B9.6

ZK637.14

Y57A10B.1

Y119C1B.5

F08G12.5

ZK1240.9

Y53G8AM.4

rnf−5

H10E21.5

ZC13.1

R02E12.4

marc−6

K09F6.7

C53D5.2

toe−4

C28G1.5

nhl−1

T02C1.1

M110.3

tam−1

Y54E10BR.3

F55A11.7

B0432.13

C32D5.10

Y55F3AM.6

Y105E8A.14

T20F5.6

C09E7.8

Y47G6A.31

brc−1

C01G6.4

Y47G6A.14

T01G5.7

Y45F10B.8

C32E8.1

Y71F9AL.10

C18B12.4

F54B11.5

rnf−121

C09E7.5

apc−11

rnf−1

C09E7.9

EEED8.16

rnf−113

C55A6.1

mig−32

sel−11

F44D12.10

T08D2.4

B0281.8

ZK1240.1

F43C11.8

Y38F1A.2

sli−1

Y54F10BM.6

Y47D3B.11

rpy−1

Zinc finger, C3HC4 RING−type
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F53F8.3

Y51F10.2

B0416.4

Y4C6A.3

C17E4.3

C06A5.8

D2089.2

Y6D1A.2

C45G7.4

ZK1240.2

C26B9.6

ZK637.14

Y57A10B.1

Y119C1B.5

F08G12.5

ZK1240.9

Y53G8AM.4

rnf−5

H10E21.5

ZC13.1

R02E12.4

marc−6

K09F6.7

C53D5.2

toe−4

C28G1.5

nhl−1

T02C1.1

M110.3

tam−1

Y54E10BR.3

F55A11.7

B0432.13

C32D5.10

Y55F3AM.6

Y105E8A.14

T20F5.6

C09E7.8

Y47G6A.31

brc−1

C01G6.4

Y47G6A.14

T01G5.7

Y45F10B.8

C32E8.1

Y71F9AL.10

C18B12.4

F54B11.5

rnf−121

C09E7.5

apc−11

rnf−1

C09E7.9

EEED8.16

rnf−113

C55A6.1

mig−32

sel−11

F44D12.10

T08D2.4

B0281.8

ZK1240.1

F43C11.8

Y38F1A.2

sli−1

Y54F10BM.6

Y47D3B.11

rpy−1

Zinc finger, C3HC4 type (RING finger)
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nhr−198
unc−55
nhr−9
nhr−166
nhr−169
nhr−278
nhr−217
dpr−1
nhr−276
nhr−209
nhr−215
nhr−267
nhr−264
nhr−145
nhr−31
nhr−89
nhr−229
nhr−242
nhr−95
nhr−8
nhr−272
nhr−189
nhr−102
nhr−167
nhr−165
nhr−11
nhr−222
nhr−256
nhr−247
nhr−12
nhr−173
nhr−85
nhr−252
nhr−105
nhr−92
nhr−38
nhr−262
nhr−158
nhr−28
srt−58
nhr−171
nhr−261
nhr−248
nhr−106
ZK1037.13
nhr−239
nhr−46
nhr−285
nhr−141
nhr−277
nhr−22
nhr−67
nhr−236
nhr−4
nhr−13
nhr−111
nhr−126
nhr−128
nhr−281
nhr−184
nhr−27
nhr−70
nhr−84
nhr−1
nhr−23
odr−7
nhr−33
nhr−36
nhr−49
nhr−56
nhr−117
nhr−218
nhr−110
nhr−64
nhr−58
nhr−124
nhr−164
nhr−274
nhr−188
nhr−182
nhr−183
nhr−146
nhr−35
nhr−55
nhr−132
nhr−180
nhr−133
nhr−6
nhr−253
nhr−5
fax−1
nhr−77
nhr−241
nhr−75
nhr−174
nhr−26
nhr−159
nhr−157
nhr−131
nhr−213
nhr−42
nhr−19
nhr−206
nhr−21
nhr−175
nhr−134
nhr−99
nhr−18
nhr−96
nhr−90
nhr−122
nhr−107
nhr−212
nhr−195
nhr−211
nhr−79
nhr−101
nhr−32
nhr−254
nhr−156
nhr−53
nhr−221
nhr−199
nhr−255
nhr−72
nhr−233
nhr−118
nhr−81
nhr−48
nhr−257
nhr−88
nhr−71
nhr−152
nhr−192
nhr−34
nhr−82
nhr−119
nhr−187
nhr−86
nhr−266
nhr−39
nhr−66
sex−1
nhr−76
nhr−185
nhr−2
nhr−177
nhr−232
nhr−201
nhr−16
nhr−87
nhr−238
nhr−7
nhr−154
nhr−231
nhr−65
nhr−286
nhr−62
nhr−163
nhr−202
nhr−205
nhr−237
nhr−116
nhr−10
nhr−207
nhr−147
nhr−153
nhr−59
nhr−260
nhr−228
nhr−103
nhr−100
nhr−142
nhr−44
nhr−143
nhr−129
nhr−109
nhr−136
nhr−176
nhr−83
nhr−270
nhr−155
nhr−60
nhr−170
nhr−80
nhr−41
nhr−130
nhr−69
nhr−40
nhr−137
nhr−219
nhr−216
nhr−243
nhr−54
nhr−61
nhr−51
nhr−258
nhr−115
nhr−135
nhr−227
nhr−108
nhr−104
nhr−121
nhr−63
nhr−25
nhr−120
nhr−204
nhr−193
nhr−37
nhr−275
nhr−269
nhr−138
daf−12
nhr−15
nhr−149
nhr−30
nhr−47
nhr−230
nhr−17
nhr−125
nhr−225
nhr−203
nhr−186
nhr−190
nhr−181
nhr−178
nhr−168
nhr−20
nhr−14
nhr−57
nhr−220
nhr−123
nhr−98
nhr−179
nhr−273
nhr−97
nhr−226
nhr−114
nhr−208
nhr−127
nhr−3
nhr−68
nhr−43
nhr−113
nhr−74
nhr−265
nhr−148
nhr−91
nhr−234
nhr−245
nhr−73

Zinc finger, C4 type (two domains)
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ari−1

T12E12.1

pdr−1

F56D2.2

C17H11.6

F56D2.5

tag−314

Y49F6B.9

tag−349

C27A12.7

Y57A10A.31

C27A12.6

Zinc finger, C6HC−type
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uaf−2

cpsf−4

Y55F3AM.6

ccch−1

T26A8.4

ccch−2

Y116A8C.19

rnf−113

mbl−1

mex−1

ccch−5

moe−3

Y53G8AR.9

F27D4.4

C35D6.4

B0336.3

F38C2.7

zfp−3

dct−13

ccch−3

Y60A9.3

Y116A8C.20

T11G6.8

mex−6

mex−5

pie−1

gla−3

oma−1

oma−2

pos−1

Zinc finger, CCCH−type

−2 −1 0 1 2



44 45 46 47
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sfa−1

glh−4

K07C5.6

K02F6.1

cpsf−4

glh−3

glh−1

K08D12.3

lin−28

dct−10

F49F1.8

F54G2.2

F07E5.5

glh−2

Zinc finger, CCHC−type
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sfa−1

K02F6.1

cpsf−4

glh−3

glh−1

lin−28

tag−214

glh−4

K07C5.6

F07E5.5

K08D12.3

F49F1.8

glh−2

Zinc finger, CCHC retroviral−type
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H32C10.3

R13F6.5

spe−10

F59C6.2

K02G10.1

F33D11.12

ZK757.4

tag−233

C17D12.1

Y39E4B.7

M18.8

C43H6.7

dhhc−1

dhhc−2

T22E7.2

Zinc finger, DHHC−type
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C16A3.4

Y95B8A.7

ZK686.4

dnj−17

sma−9

Y56A3A.18

gro−1

Zinc finger, double−stranded RNA binding
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lst−2

mtm−3

aka−1

F22G12.4

tag−77

mtm−6

rabn−5

wdfy−2

eea−1

hgrs−1

C26H9A.2

ppk−3

ZK632.12

R11D1.10

rabs−5

exc−5

Zinc finger, FYVE−type
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Y74C9A.4

elt−1

egl−27

end−3

end−1

lin−40

egl−18

elt−7

elt−4

med−1

med−2

elt−2

elt−6

elt−3

Zinc finger, GATA−type

−2 −1 0 1 2



44 45 46 47

47
.5 48 49 50 51 52 53 54 55 56 58

pzf−1

C26C6.6

C34B2.4

F33D11.1

Y1A5A.1

Y65B4A.7

lim−8

zyx−1

lim−7

unc−95

pin−2

pxl−1

alp−1

unc−115

mlp−1

ttx−3

lim−6

exc−9

ceh−14

lin−11

ZK622.4

lim−4

lim−9

mec−3

unc−97

tag−224

valv−1

tag−273

prkl−1

F42H10.3

ltd−1

Zinc finger, LIM−type
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egl−9

pdcd−2

Y48G1A.3

ajm−1

set−30

bra−1

set−10

F07A11.4

bra−2

set−14

Zinc finger, MYND−type

−2 −1 0 1 2
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F36A2.13

F10G7.10

C32E8.11

C44E4.7

T22C1.1

dre−1

Zinc finger, N−recognin

−2 −1 0 1 2
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F36A2.13

F10G7.10

C32E8.11

C44E4.7

T22C1.1

dre−1

BE0003N10.3

Zinc finger, N−recognin,  metazoa
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nhr−210
srt−58
nhr−158
nhr−28
nhr−171
nhr−261
nhr−248
nhr−106
ZK1037.13
nhr−239
nhr−46
nhr−285
nhr−141
nhr−161
nhr−283
odr−7
nhr−124
nhr−268
nhr−271
nhr−33
nhr−276
nhr−209
nhr−111
nhr−126
nhr−128
nhr−281
nhr−184
nhr−198
unc−55
nhr−9
nhr−166
nhr−169
nhr−278
nhr−217
dpr−1
nhr−215
nhr−267
nhr−264
nhr−89
med−1
nhr−165
nhr−11
nhr−222
nhr−242
nhr−95
nhr−167
nhr−164
nhr−51
nhr−258
nhr−102
med−2
nhr−243
nhr−78
nhr−31
nhr−196
nhr−272
nhr−189
nhr−145
nhr−229
nhr−12
nhr−170
nhr−80
nhr−41
nhr−56
nhr−117
nhr−218
nhr−110
nhr−64
nhr−58
nhr−274
nhr−188
nhr−27
nhr−54
nhr−61
elt−3
nhr−183
nhr−146
nhr−35
nhr−69
nhr−251
nhr−120
nhr−63
nhr−25
nhr−137
nhr−219
nhr−94
nhr−203
nhr−186
nhr−112
nhr−52
nhr−252
elt−2
nhr−227
nhr−108
nhr−104
elt−4
nhr−216
nhr−140
nhr−182
nhr−204
nhr−193
nhr−8
nhr−50
nhr−105
nhr−92
end−1
nhr−38
nhr−262
nhr−77
nhr−241
nhr−70
nhr−84
nhr−1
nhr−23
nhr−45
nhr−62
nhr−7
egl−18
nhr−114
nhr−47
nhr−139
nhr−121
nhr−168
nhr−220
nhr−123
nhr−98
nhr−179
nhr−57
nhr−14
nhr−230
nhr−17
nhr−37
nhr−275
nhr−269
nhr−138
daf−12
nhr−15
nhr−149
nhr−30
nhr−197
nhr−286
nhr−256
nhr−125
nhr−225
nhr−115
nhr−135
nhr−20
nhr−159
nhr−157
nhr−131
nhr−213
nhr−75
nhr−174
nhr−26
nhr−253
nhr−173
nhr−85
nhr−5
fax−1
nhr−223
nhr−88
nhr−55
nhr−132
nhr−180
nhr−133
nhr−6
nhr−277
nhr−22
nhr−67
nhr−236
nhr−4
nhr−13
nhr−247
nhr−233
nhr−118
nhr−81
nhr−48
nhr−257
nhr−71
nhr−36
nhr−49
nhr−53
nhr−221
nhr−199
spr−1
nhr−255
nhr−72
nhr−187
nhr−86
nhr−266
nhr−39
nhr−66
sex−1
nhr−152
nhr−192
nhr−34
nhr−82
nhr−119
nhr−156
egl−27
Y74C9A.4
elt−1
nhr−76
nhr−185
nhr−254
end−3
nhr−116
nhr−10
nhr−207
nhr−147
nhr−153
nhr−205
nhr−237
nhr−59
nhr−150
nhr−177
nhr−232
nhr−154
nhr−162
nhr−231
nhr−65
nhr−201
nhr−16
nhr−172
nhr−226
nhr−270
nhr−155
nhr−60
elt−6
nhr−87
nhr−238
nhr−190
nhr−181
nhr−178
nhr−163
nhr−202
nhr−40
nhr−130
nhr−142
nhr−44
nhr−143
nhr−273
nhr−97
nhr−129
nhr−109
nhr−136
nhr−176
nhr−83
nhr−260
nhr−228
nhr−103
nhr−100
nhr−208
nhr−127
nhr−3
nhr−68
nhr−43
nhr−99
nhr−18
nhr−96
nhr−90
nhr−122
nhr−107
nhr−212
nhr−195
nhr−211
nhr−79
nhr−175
elt−7
nhr−101
nhr−32
nhr−42
nhr−19
nhr−206
nhr−21
nhr−134
nhr−2
nhr−113
nhr−74
nhr−265
nhr−148
C33D3.3
nhr−91
nhr−234
nhr−245
nhr−73

Zinc finger, NHR/GATA−type
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nhr−210
srt−58
nhr−158
nhr−28
nhr−171
nhr−261
nhr−248
nhr−89
nhr−229
nhr−242
nhr−95
nhr−106
ZK1037.13
nhr−239
nhr−46
nhr−285
nhr−141
nhr−161
nhr−165
nhr−11
nhr−222
nhr−283
odr−7
nhr−124
nhr−268
nhr−271
nhr−33
nhr−276
nhr−209
nhr−111
nhr−126
nhr−128
nhr−281
nhr−184
nhr−198
unc−55
nhr−9
nhr−166
nhr−169
nhr−278
nhr−217
dpr−1
nhr−215
nhr−267
nhr−264
nhr−145
nhr−12
nhr−78
nhr−31
nhr−196
nhr−272
nhr−189
nhr−56
nhr−117
nhr−218
nhr−110
nhr−64
nhr−58
nhr−54
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Supplementary file I | Dynamic gene expression patterns of all Wormbook Chapters.  

The “heatmap” function of “R” was used to cluster genes of each individual Wormbook Chapter 

according to their expression pattern. Wormbook Chapter name is shown per page as figure title. The 

time in hours is shown on the x-axis. Gene names are shown on the y-axis. The scale bar shows the 

log2 ratio with the mean for each time-point. Blue is lower than the mean and yellow is higher than the 

mean. 
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Nuclear hormone receptors in C. elegans
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Obesity and the regulation of fat metabolism
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Roles of chromatin factors in C. elegans development
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Sarcomere assembly in C. elegans muscle
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Sex determination in the germ line
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Signaling in the immune response
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Specification of the germ line
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Sperm motility and MSP
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Spermatogenesis
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Synaptic function
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Synaptogenesis
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TGF−? signaling
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The C. elegans intestine
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The C. elegans pharynx
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The cadherin superfamily
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The putative chemoreceptor families of C. elegans
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Supplementary file J | Development as a source of variation in SPELL transcript profiles.  

All the sample comparisons of the micro-array experiments in the SPELL data base were tested for 

enrichment of developmental marker genes (cluster 1) in the top 10% up or down regulated genes. 

The upper panel shows the significance of the enrichment using a hyper-geometric test, green shows 

the results for the 10% most up regulated genes and red for the 10% most down regulated genes. The 

lower panel shows a box plot with the log2 ratios of the overlapping genes developmental marker 

genes from cluster 1 and the 10% most up or down regulated genes. The sample names as obtained 

from SPELL are show on the x-axis. The publication with the original micro-array data and 

experimental details can be found with the Wormbase Paper ID number starting with “WBPaper” 

shown as page title.   
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