Supplementary Figure 2, Brunner et al.

MS/MS Fragmentation of SETAPAAPAAPAPAFKTPVKEKKAR
Found in sp[P43274|H14_MOUSE in fzcz 10090, Histone H1 4 O5=Mus musculus GN=Histlhle

Match to Query 3848: 2428.340216 from(608.092330,4+) intensity(257960.0000) scans(3355) rtinseconds(2051.5263) index(2238)
Title: 2239 Scan 3555 (rt=34.1921) [s"p749 Proteomics\ORBI_2'andreamizzi_20110517_sperm_trypsin_GluC_ETD_CID'20110517_01_NaCl_1.RAW]
Data file 20110517_01_NaCl_1.mgf

Click mouse within plot area to zoom in by factor of two about that point

200 to 2000 Da

Label all possible matches ) Label matches used for scoring @
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Moncisotopic mass of neutral peptide Mr(cale): 2425.3437
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

51 : Reetyl STY (STY)

Ions Score: 70 Expect: 2.7e-05

Matches : 38/387 fragment icns using &1 most intense peaks {help)

Mascot Search Results: Peptide View
(ac-S)ETAPAAPAAPAPAEKTPVKKKAR



WMEMIS Fragmentation of LLLPGELARHAVSE GTEAVTE
Found m sp/PT0696HZBE1A NOUSE i focz 10090, Histone H2ZB type 1-4 O3=hus musculus GN=Hist1hZba

Match to Query 3867: 2325306220 from(466,068520,5+) intensity(69789.6330) scans(5938) rtinseconds(3109.7809) index(4186)

Title: 4187: Scan 5938 (1=51.8297) [s4p 749" Proteomics\ORBL 2tandreamizs 20110517 sperm_trypsin_ GlC_ETD CIDV20110517_02_ NaCl 2 RAW)

Data flle 20110517 _02_NaCl 2.mgf

Click mouse within plot area to zoom i by factor of two about that point
Cr,  Flotfrom | |1 nn to |1 700 Da Full range |
Label all possible matches  Label matches used for scoring
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Monoisotopic mass of neutral peptide Mr{calc): 2Z325.3073

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K17 : Trimethyl (K)

T20 Fhospha STY (STY)

K21 : Trimethyl (K)

TIons Score: 74 Expect: 0.00017

Matches : 67/345 fragment ions using 77 most intense peaks (help)

Mascot Search Results: Peptide View
LLLPGELAKHAVSEGTKme3AVpTKme3




MSLE Fragmentation of PEVAVE.GATISEE
Found in sp/P70696H2ZB1A MMOUSE n feez 10090, Histone H2E type 1-4 O3=huz musculus GH=Hizst1hZba

Match to Query 1680: 1406 745602 from (465 923810,53+) mtensity( 14895 2300} scans(3553) riinzeconds(2184 3056) mdex(2146)
Title: 2147 Scan 3553 (=36.4134) [sp 749 Proteomic MORBL Dandreamizs 20110517 _sperm_trypsin. GluC_ ETD_CIDV20110517_05_swinup_MaCl 1. RAW]
Data file 20110517_05_swimup_MaCl 1.mgf

Click mouse within plot area to zoom m by factor of two about that pomnt

Or, _Plotfrom | [200 to [1400 Da

Full range

Label all possible matches ¢ Label matches used for scoring &
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Monoisotopic mass of neutral peptide Mr{calc): 1406.7534
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
V¥ariabhle modifications:

T9

Phospho STY (STT)

Tons Score: 54 Expect: 0.0034

HMatches

347211 fragmwent ions using 58 most intense peaks

(help)

Mascot Search Results: Peptide View

PEVAVKGApPTISKK




M3MS Fragmentation of PEVAVE. GATISEEGF
Found in sp|P70696[H2BLA MOTUSE in fecz_10090, Histone H2B type 1-A O5=Ius musculus GN=Hist1hZba

Match to Query 5144 1610.843256 from(403.718050 4+4) intensity( 10058, 12507 scans{3030) rtinseconds(2446.7592) index{8292)
Title: 244: Scan 3030 (=40.7793) [=lp 74P Proteomics\ORBI 2andreamizei 20110310 _sperm_trypsin_chymo_Aspl ETD CIDAW20110311_44 NaCl chymotrypsin SC3 4 B4
Data file Tip749Proteomics\lascotingfla3 20110426 spenm rerun chymotrypsmn 2nd ETD run WaCl SC3mascot_daemon_merge mgf
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Monoisotopic mass of neutral peptide Mr{calc): 1610.5433
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

: Phospho STY (STY)
Tons Score: 59 Expect: 0.003

T9

Hatches

54/240 fragwent ions using 54 most intense peaks

Mascot Search Results: Peptide View

PEVAVKGApPTISKKGF

(help)




WSS Fragmentation of PEVAVEG

ATTSERGFEE

Found in sp/PT0696HIB1A NIOUSE in fgez_ 10090, Histone HZE type 1-4 O5=Nus musculus GIN=Hist1hZka

Match to Query 3912: 1867033456 from(467 765640 4+) mtensity( 156393 5800) scans(2753) tmseconds(2088.5125) mdex(4118)
Title: 1092: Scan 2753 (1t=34.8085) [s\p74 M Proteomics\OEBIL 2andreamizz_ 20110310 _sperm_trypsin_chymo_Aspld ETD_CITAV20110311_34 NaCl_trypsn SCH FTEREAW]

Data file Tip749Proteomics'hlascotmgfia0 20110426 spermm rerun trypsin 2nd ETD run NaCl 3C¥mascot_daesmon_merge mgf’

Chick mouse within plot area to zoom in by factor of two about that point

Or, _Plotirom | [200

to [1600

Da Full range |

Label all possible matches © Label matches used for scoring @

Show Yoamis [
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227.1026 [114.0550 209.0921[105.0497 | 244.1292 | 1225682 17709877 |885.9975 | 1753.9612 | 877.4842 | 1752.9772 | 876.9922 | 1754, 9882 | 1755, 8.4921
3261710 1635892 3081605 154.5839| 343.1976 | 1721024 16419452 (8214762 | 1624.9186 | 812.9629 | 1623.9346812.4703 | 1625.9264[813.4669 [ 1626.9343 [813.9708
397.2082 [199.1077 379.1976(190.1024| 474.2347 | 2076210 15428767 |771.9420 1525.8502 | 763.42687 15248662 | 7629367 [ 1526.8580763.9326 | 1527.8658764.4366
496.2766 2486419 478.2660| 239, 513.3031 257.1552 14718396 | 736.4235 [ 1454.8131 | 727.9102 1453.8291 [ 727.4182 | 1455.8209[728.4141 | 1456.8287 | 728.9180
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Monoisotopic mass of neutral peptide Mr{calc):
Carbamidomethyl

Fixed modifications:
Wariable modifications:

T9 : Phospho 3TY (3TY)
Ions Score: 104 Expect:
Matches :
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1867.0332

[(C) (apply to specified residues or termini only)

53/277 framment ions using 59 most intense wveaks

Mascot Search Results: Peptide View
PEVAVKGApPTISKKGFKK




MMEMIS Fragmentation of IAQDFETDILRFQSAATGATLQE
Found in t[EQCZ27|EQCZ2T_MOUSE infgez 10090, Histone H3 O5=IMus musculus GIN=H3{3a

Match to Query 4076 2335.223472 from(779.415100,34) intensity(270293.0000) scans(5883) tinseconds(3102.4268) index(421%)
Title: 4220 Scan 5883 (r=51.7071) [sip 749 Proteomics\ORBL Mandreamizz_20110517_sperm_trypsin_GluC_ETD_CIDV20110524_10_NaCl GC_2_ T RAW]
Data file 20110524 _10_NaCl_GuC_2_Tmgf

Click mouse within plot area to zoom in by factor of two about that pomnt

Or,  Plotfrom |IEDD to |1‘IDD Da Full range |

Label all possible matches © Label matches used for scoring
Show Y-axis [
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Monoisotopic mass of neutral peptide Mr{calc): 2335.2172
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
V¥ariable modifications:

R10 : Methyl KR (KR)
Ions Score: 55 Expect: 0.017
Matches : 19/363 fragment ions using 229 most intense peaks (help)

Mascot Search Results: Peptide View
IAQDFKTDLRmelFQSAAIGALQE



LI5S Fragmentation of KSAPATGGVEEFPHR
Found in sp/P68433[H31_NMOUSE m fecz_ 10090, Histone H3.1 OS=MMus musculus GIN=Hist1h3a

Mlatch to Query 1715 1446 841096 from(362.717550,4+) mtensity(51074. 3520) scans(1971) rimseconds(1308.4027) index({1009)
Title: 1010: Scan 1971 (11=21.8067) [s)p 743\ Proteomics\OEBI Nandreamizzi 20110310_spenm_trypsin_chymo_AspId ETD CITAZ20110310_11_INaCl trypsin BATW)
Data file “Wfgez-ms uzh ch\p 743\ Proteomics\OEBI 2andreamizzi 20110310_sperm_trypsin_chymo_Aspld ETD CIDungf low_res W22 nomerge\20110310_11_MNaZl trypsin mgf

Click mouse within plot area to zoom in by factor of two about that point
Or,  Plotfrom | |1UU to |15EIU Da Full range |
Label all possible matches ¢ Label matches used for scoring &
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Monoisotopic mass of neutral peptide Mr{calc): 1445.5419

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1 : Methyl KR (KR}

Ions Score: 56 Expect: 0.00041

Matches : 36/225 fragmwent ions using 40 most intense peaks (help)

Mascot Search Results: Peptide View
KmelSAPATGGVKKPHR




MEMIS Fragmentation of KSAPATGGVEEFPHR
Feund i sp/P68433[H31_MMOUSE i focz_ 10090, Histone H3. 1 O3=Nuz musculus GH=Hizt1h3a

Match to Query 1767: 1474.874736 from(368.725960,4+) intensity(191721.0800) scans(1996) rtinseconds(1319.3775) index(1025)

Title: 1026: Zcan 1996 (1=21.9596) [\ 74P Proteomic s\ OERL Dandreamizs 20110310_sperm_trypsin chymo_Aspl] ETD CTIN20110310_11_MNaCl trypsin BEATW)]

Diata file Wgez-mz uzh chip 749 Protecmics\OEBL Dandreamizs 20110310 _sperm trypsin chyme Aspl ETD CIDWngf low_res W32 nomergel20110210_11_WaCl trypsin mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfram ||1DD to |1SDD Da Full range |

Label all possible matches ¢ Label matches used for scoring @

Show Yoaxis [
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'
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Monoisotopic mass of neutral peptide Mr{calc): 1474.,5732

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1 : Methyl KR (KR)

K10 : Dimethyl KR [(KR)

Tons Score: 63 Expect: 0.0006

Matches : 35/225 fragment ions using 43 most intense peaks {help)

Mascot Search Results: Peptide View
KmelSAPATGGVKme2KPHR




LSS Fragmentation of KSAPATGGVEEPHR
Found in sp[P68433[H31_MOTUSE in fgez_ 10090, Histone H3.1 O3=kus musculus GN=Hist1h3a

Match to Query 2777 1460.8596 16 Fom(366.222180,44) mtensity( 13951 95300 scans(1376) rimseconds(1331.7536) index(3207)
Title: 181: Scan 1376 (1t=22.1559) [sp 743 Proteomics\ORBL_ andreamizz 20110310 _sperm_trypsm_chymeo_Asply ETD CIDN20110311_34 NaCl trypsin SCH FTEAW]
Data file Tp74%Proteomics\blascotengf50 20110426 sperm rerun trypsin 2nd ETD run MaCl SC3maszcot_dasmon_merge mgf

Click mouse within plot area to zoom in by factor of two about that pomt

Or, Flotfrom | 100

Label all possible matches

to [1400 Da
" Label matches used for scoring @

Full range |
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9| 7974516 3992294 | 780.4250390.7162 | 779.4410(390.2241 | 8144781 407.7427| V | 7334468 7644800 3827481 | 747.4624|3742348 7484702 (374.7388 | 7494781 (3752427 6
10| 9255465 (4632769 | 9085200 |454.7636 | 5075360 454.2716| 9425731 [471.7902| K | 5913362 6654206 (3332138 | 648.3920(324.7006 6454018 (325.2046 | 6504087 3257085 | 5
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1211506943 [575.8508 [1133.6677 [ 567.3375 [ 11326837 [ 56,8455 | 1167.7208 | 584.3640| P | 3661884 4092306 (2051190 | 3922041 1966057 3932119 197.1086 | 3942197] 1976135 3
131287.7532 (6443802 12707266 | 635.8670 | 1269.7426 | 635.3749 | 1304.7797 [652.8935 | H 312.1779 1565926 | 295.1513[148.0793 296.1591| 1485832 297.1670| 149.0871 | 2
1 R [ 730284 175.1190| 88.0631 | 158.0924| 795998 159.1002| 80.0538| 160.1081[ 80.5577] 1

Monoisotopic mass of neutral peptide Mri{calc): 1460.3576

Fixed modifications:

Carbamidomethyl (C) (apply to specified

Variable modifications:

Ki i Dimethyl ER (KR)

Ions Score: 59 Expect: le-06

Matches : 39/225 fragwent ions using 33 most intense peaks

residuses or termini only)

(help)

Mascot Search Results: Peptide View

Kme2SAPATGGVKKPHR




WEMLS Fragmentation of ESAPATGGVEERPHE
Feund i sp/P68433[H31_MOUSE m focz_ 10090, Histone H3. 1 O3=M{uz musculus GI=Hist1h3a

Match to Query 2340: 1488889336 from(373.229610,44) intensity(23718.8750) scans (2307) rtinseconds(1399.9765) index(1369)
Title: 1370: Scan 2307 (1=23.3329) [s\p T4\ Proteomic\ORBL Pandreamizsi 20110517 sperm trypsin_ Gl ETD_CIDV20110517_01_NaCl 1.RAW]

Data file 20110517_01_NaCl 1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfram ||1DD to |14DD Da Full range |

Label all possible matches & Label matches used for scoring @
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Monoisotopic mass of neutral peptide Mr{calc): 1455.5589

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1l : Trimethyl (K

K10 i Methyl KR (ER)

Tong Score: 52 Expect: 0.0041

Matches : 417225 fragment ions using 58 most intense peaks {help)

Mascot Search Results: Peptide View

Kme3SAPATGGVKmelKPHR



WIS Fragmentation of KSAPATGGVEERFHR

Found in sp/P68433[H31_NMOUSE m facz_ 10090, Histone H3.1 OS=Nus musculus GIN=Hist1h3a

Match to Query 2204: 1474.872656 from(369.725440,44) intensity(22652.7930) scans(2201) rtinseconds(1392. 7874 index(1360)
Title: 1361: Scan 2291 (11=23.2131) [5\p M9 Proteomics\ORBL Aandreamizzi 20110517 _sperm_trypsin CC_ETD_CIDN20110517_01 MaCl 1. RAW]

Data file 20110517_01_NaCl_1.mgf

Click mouse within plot area to zoom in by factor of two about that poimnt

Or, Plotfrom ||1un

to [1400

Dia

Full rangye |

Label all possible matches ¢ Label matches used for scoring
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Monoisotopic mass of neutral peptide Mr{calc): 1474.3732

Fixed modifications: Carbamidomethyl

Variable modifications:
K1 : Trimethyl (K]
Jons Score: 44 Expect: 0.03

iy

[apply to specified residues or termini only)

Matches : 37/225 fracmwent ions wsing 61 most intense peaks

help)

Mascot Search Results: Peptide View
Kme3SAPATGGVKKPHR




MEMIS Fragmentation of KSAPAT GG VEERFPHR
Feund in sp/P68433[H31_MOUSE i fgez 10090, Histone H3. 1 O3=Mus musculus GH=Hist1h3a

Match to Query 1584: 1488888816 from(373.220480,44) intensity(92494. 2340) scans(1388) rtinseconds(1397.7518) index(1014)

Title: 1015 Scan 1888 (=23 2959 [o'p 49 ProteomicsVOEBL Mandrearizz 20110517 _sperm. trypsin. GluC_ETD CTIN20110519_01_WaCl aptipped_ 1 EAW)
Diata file 2011051%9_01_MNaCl siptipped_1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or, _Plotiram | [T00

to |1SDD Da Full range

Label all possible matches ¢ Label matches used for scoring @
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Monoisotopic mass of neutral peptide Mr{calc): 1455.3535589
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable

K1l
K10

modifications:
Dimethyl KR (KR)
Dimethyl KR (KR)

Tong Score: 77 Expect: Z.4e-05

Hatches

45/225 fragment ions using 43 most intense peaks (help)

Mascot Search Results: Peptide View

Kme2SAPATGGVKme2KPHR




WIEMIE Fragmentation of ESAPATGGVERPHRYRPGTVALR
Found in sp|P68433[H31_MOUSE in fgez 10090, Histone H3 1 OS=MMus musculus GI=Hist1h3a

Match to Query 2924: 2502457320 from(501.498740,5+) intensity(451162.3800) scans(2374) rtinseconds(1798.6516) index(1072)

Title: 1073 Bcan 2374 (=29 9773 [s\p 749 Protecmics\OEBL Dandrearizz 20110310_spenm trypsin chyme_Aspld ETD CTINZ20110310_04_rep 2h7 EAW]

Diata file Wgez-ms uzh chip 749 Protecmics\OEBL Jandrearmizz 20110310_sperm trypsin chymeo_Aspld ETD CTDwngf  low_res WE2 nomergel\20110310_04 rep 2h7 mgf

Click mouse within plot area to zoom n by factor of two about that point

Or,  Plotfram ||1DD to |1BDD Da Full range |

Label all possible matches & Label matches used for scoring
Show Tamis [
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~ = ~ -~ +
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& Py =g . - =3 WER Sy ﬁ e 14[1471.8856 | 736.4464 14548550 | 7279332 [1453.8750 727.4412 (14889121 | 744.9597| R [1086.6055 11886960 | 5948516( 11716695 | 5863384 |1170.6854| 585.8464| 11726773 586.8423 [1173.6851 | 587.3462 10
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! P i TR i ~
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22(2329.3615 11651844 23123350 [ 11566711 23113510 11561791 [ 23063881 [1772.6977 [ L | 2201205 288.2030( 1446051 2711765 | 1360919 2721843 1365958 2731921 137.0997] 2
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Monoisotopic mass of neutral peptide Mr{calc): Z50Z.4659
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1l : Trimethyl (K)

K10 : Methyl KR [(ER)

Tong Score: 60 Expect: 0.0039

Matches : 61/402 fracgment ions using 66 most intense peaks (help)

Mascot Search Results: Peptide View
Kme3SAPATGGVKmelKPHRYRPGTVALR




WSS Fragmentation of KSAPATGGVERPHRYRPGTVALR

Found i sp/P68433[H31_NOUSE in feez 10090, Hizstone H3. 1 O3=Mus musculus GHN=Hist1h3a

Match to Query 5413 2502.467136 from(626.624060,44) intensity(60804.8090) scans(2553) rtinseconds(1890.4771) index(1122)
Title: 973 Scan 2553 (1=31.503) [s'p 749 ProteomicsV\OEBL Dandreamizs 20110310_sperm_trypsin chymo_Aspl ETD CIEA20110211_37 WaCl trypsin 3CH_ 3 EAW]
Data file Tip 749 Proteomics\ascotimg o0 20110426 sperm rerun trypsin 2nd ETD run MaCl 3CHwnascot_daemon merge mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfrom ||ZDD to |ZDDD Da Full range |

Label all possible matches © Label matches used for scoring
Show Taxis [
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Monoisotopic mass of neutral peptide Mr{calc): Z502.4559

¢ b b b* B+ b0 O+ < o [sea| w W y Y ¥ yet ¥ yorr 1 241+ w2 | mar |2
1| 1571335 790704 1201070 705571 1743601 875837 K 23
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4| 4122554 206.6314| 3952289 | 198.1181| 3942449 | 197.6261 | 429.2820| 215.1446| P |21462356 2189.2778 | 10951425 2172.2513 | 1086,6293 [2171.2672 [ 1086.1373 | 2173.2501 | 1087.1332 | 2174.2669 | 1087.6371 |20
5| 483.2926| 2421499 4662660 | 2336366 465.2820 | 233.1446| 500.3191| 2506632| A 20922250 10466162 | 2075.1985 | 1038.10292074.2145 | 1037.6109 | 2076.2063 |1036.6068| 2077.21411035.1107 [19
6| 5843402 2926738| 567.3137| 284.1605| 566.3297 | 283.6685| 601.3668| 301.1870| T |1988.1665 1990.1457 | 2021.1879 |1011.0976 | 2004.1614 | 1002.5843 | 2003.1774 | 1002.0923 | 2005.1692 | 1003.0882| 2006.1770|1003.5922 [18
7| 6413617 | 321.1845| 6243352 | 3126712| 6233511 312.1792| 658.3883| 32965978 G 1920.1402 | 960.5738(1903.1137 | 952.0605(1902.1297 | 951.5685| 1904.1215| 952.5644|1905.1293| 953.0683 (17
8| 698.3832| 3406952 | 6813566 | 341.1810| 6803726 | 340.6899| 715.4097 | 3582085 G 1863.1188 | 9320630 1846.0922 | 9235498 |1845.1082 | 023.0577| 18471001 | 924.0537| 18481079 | 924.5576 |16
5| 797.4516| 3992294 7804250 | 390.7162| 779.4410| 390.2241| #184781| 407.7427| V |1775.0551 1806.0973 | 503.55231789.0708 | 895.0390 | 1768.0868 | 894.5470| 1790.0786| £95.5428| 17910864 | 896.0468 |15
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1414718856 7364464 14548500 | 727.9332| 14538750 | 727.4412[1488.9121 | 744.9597| R |1086.6055 1188.6060 | 5948516|1171,6695 | 5863384 | 11706854 | 585.8464| 1172.6773| 5868423|1173.6851| 567.3462 |10
151634.8483 | 8179781 |1617.9224 | 809.4648|1616.9384 | B05728| 16519755 8264814| Y 10325943 | 5168011 |1015.5683 | 508.2878| 10145843 | 507.7958| 10165762| 508.7917| 1017.5840| 509.2956| 8
16|1791.0500 | 896.0287 |1774.0235| 887.5154(1773.0395 | B87.0234| 1808.0766| 9045419| R 767.4410 8665316 4352694| 852.5050| 426.7561| 851.5210| 426.2641| 8535128 4272601 8545207 427.7640| 8
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20|2145.2404 |1073.1238|2128.2138 | 1064.6105 [2127.2298 |1064.1185 | 2162.2669 | 1081.6371| V | 427.2663 4583085 229.6579| 441.2820| 221.1446 442.2898 | 2216485| 4432976 222.1525| 4
2122162775 11086424 |2199.2509 [1100.1291 [ 2198.2669 [1099.6371 | 22333040 [1117.1556| A 3592401 | 180.1237| 3422136| 1716104 343.2214| 1721143] 3442292 1726183] 3

3293615 11651844 23123350 | 1156.6711 23113510 [1156.1791 | 23463881 |1173.6977| L | 229.1295 2882030 1446051 | 271.1765| 1360919 2721843 | 1365958| 273.1921| 137.0097| 2
23 R | 730284 175.1190| B80631| 1580924| 795498 158.002| B00538| 1601081 805577 1

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Dimethyl KR [(KR)
K10 : Dimethyl KR [(KR)

Tons Score: 101 Expect: Z.9e-07

Matches : 52/402 fragment ions using 45 most intense peaks {help)

Mascot Search Results: Peptide View
Kme2SAPATGGVKmMe2KPHRYRPGTVALR




WIEMAS Fragmentation of KSAPATGGVERPHRYRPGTVALR
Found mn sp|P68433[H31_MOUSE in fgez 10090, Histone H3.1 OS=Mus musculus GI¥=Hist1h3a

Match to Query 3897: 2488450170 from(498. 687310,5+) intensity(304083.7800) scans(3368) rtinseconds(1967.9339) index(2096)
Title: 2097 Scan 3368 (r=32.7989) [s\p T4\ Proteomic\ORBI Pandreamizsi 20110517 sperm trypsin_ Gl ETD_CIDV20110517_01_NaCl 1.RAW]

Data file 20110517_01_NaCl 1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfrom ||1DD to |1BDD Da Full range |

Label all possible matches & Label matches used for scoring
Show T-axis [
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N h + iy :1 = 5| 4832006 2421409 466.2660| 2336366 | 4652820| 233.1446| 5003191 [ 2506832 A 2076.2094 [1039.6083 [2061.1828 [ 1031.0051 [ 2060.1986 | 1030.6030| 2062.1907 | 10315990 2063.1985| 1032102819

i = Qé g * ci'N + 1 6| 5843402 2926738| 567.3137| 2841605 | 5663297 | 2836685 6013668| 3011870 T [1974.1508[1976.1301 [2007.1723 10040898 [1990.1457 | 995.5765(1989.1617 | 9950845 19911536 996.0804 | 1992.1614 9565843 [18

3] a0 = o . "‘_.‘“+: 5 ﬁ 7| 6413617 3211845 624.3352| 3126712| 6233511 | 312.1792| 6583883 | 3296976| G 1906.1246| 953.5659 [1889.0980 | 945.0527|188B.1140 | 9445607 1890.1058| 9455566 | 1891.1137| 946.0605 |17
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" + A ' S 2] T+ 0 oA 10| 939.5622| 470.2847| 9225356 | 461.7715 | 9215516 | 4612795 | 956.5887 | 4787980 K [16048132 1693.0133| 847.0103 16759867 | 838.4970(1675.0027 | 8380050 16769945 839.0009 | 1678.0024| 838504814
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= & 3: [ - N'\!"i: o f ﬁ o 14[1457.8699 | 729.4386(1450.8434 | 7209253 [1439.8554 [ 7204333 [ 14748965 | 7379519 R [10865055 1188.6960| 5948516 [1171.6695 | 5853384 |1170.6854| 5B5.8464| 11726773 | 586.8423 | 11736851 587.346210
i = 5% ha] T\,I =4 :E s o 1516209333 | 8109703[1603.9067 | 802.4570 1602.9227 | 8019650 1637.9598 819.4835 ¥ 1032.5949| 5168011 [1015.5683 | 508.2878|1014.5843 | 507.7958(1016.5762| 508.7917 | 1017.5840| 509.2956 9
,L: "“\‘ i: 1 E E § +-§ U: :/“-. ;% f_g A a 16|1777.0344 | 885.0208 | 1760.0078 | B80.5076|1759.0238 | BB0.0155( 17940609 B897.5341| R 767.4410 869.5316| 4352694 | B525050| 426.7561| B51.5210| 4262641 853.5128| 427.2601| B54.5207( 427.7640| 8
$: 4 o= CoR N é: 2 :9 80 3 = 17[1874.0871 | 37.5472[1857.0606 | 529.0335 [1856.0765 | 9285415 [ 1891.1137| 946.0605 P | 6703883 7134305 3572189 | 696,403 3487056 695.4199| 3482136| 692.4117| 3492005 6984196| 349.7134] 7
Ay oo B | i SL'::.‘;‘ b ] t 18(1931.1086| 966.0579|1914.0821 | 957.5447 [1913.0080 | 657.0527 | 19481352 9745712 G 6163777 | 3066025 | 5993511( 300.1792| 598.3671( 209.6872( 6003590| 300.8831| 6013668 301.1870[ 6
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f 2(;0 T 4(;0 T 500 800 T 10'00 T 12'00 14'00 T 16‘00 2122022618 11016345 2185.2353 [1093.1213 [2184.2513 | 1092.6293 | 22192884 [1110.1478 A 359.2401| 1801237 | 3422136 1716104 3432214 1721143 3442292| 1726183] 3
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Monoisotopic mass of neutral peptide Mr{calc): 2455.4503

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Dimethyl KR (KR)
K10 : Methyl KR [(ER)

Tong Score: 56 Expect: 0.00099

Matches : 47/402 fragment ions using 51 most intense peaks {help)

Mascot Search Results: Peptide View
Kme2SAPATGGVKmelKPHRYRPGTVALR




LSS Fragmentation of KSAPATGGVERPHRYRPGTVALR
Found in sp/P68433[H31_MOTUSE in fecz 10090, Histone H3. 1 OS=Mus musculus GI=Hist1h3a

Ilatch to Query 3958: 2474 434336 from(619. 615860 44) intensity(22 5884 63007 scans(3134) rinseconds(1935.5212) mdex(1903)
Title: 1904: Scan 2134 (11=32.2587) [s\p 749 Proteomics\OREBL Zlandreamizsr 20110517 _sperm_trypsin GluC_ETD_CIDW20110519_02_NaCl_ziptipped_2 FATW]
Data file 2011051%9_02_NaCl_ziptipped_ 2 mgf’

Click mouse within plot area to zoom m by factor of two about that point

Or, Plotfrom | 200

Label all possible matches

to IZDDD Da Full range |

' Label matches used for scoring
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Monoisotopic mass of
Fixed modifications:

neutral peptide Mr{calc): 2474.4346

Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Dimethyl ER

[ER]

Tong Score: 101 Expect: 1.1e-07
Matches : 55/402 fragment ions using 50 most intense peaks [help)

Mascot Search Results: Peptide View

Kme2SAPATGGVKKPHRYRPGTVALR




WIS Fragmentation of ESAPSTGGVEERPHR
Feund m sp[P84244/H33_NMOUSE i fgez_ 10090, Histone H2 3 O3=hus musculus GH=H3{3a

Match to Query 2374: 1504.883016 from(377.228030,44) intensity(30619.8240) scans(2356) rtinseconds(1425.8218) index(1401)
Title: 1402: Scan 2356 (t=23.7637) [sp T4 Proteomics\ORBI Mandreamizzi 20110517 sperm_trypsin GC ETD_CID\20110517_01 MaCl 1.RAW]

Data file 20110517_01_NaCl 1.mgf

Click mouse within plot area to zoom n by factor of two about that point

Or, _Plotfrom | [100 to [1600 Da

Label all possible matches & Label matches used for scoring

Full range |
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Monoisotopic mass of neutral peptide Mr{calc): 1504.35335

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Dimethyl KR (KR

K10 : Dimethyl KR (KR)

Tong Score: 63 Expect: 0.00015

Matches : 35/226 fragmwent ions using 31 most intense peaks {help)

Mascot Search Results: Peptide View

Kme2SAPSTGGVKme2KPHR




WSS Fragmentation of KESAPSTGGVEEREPHRYRPGTVALR

Found in sp|P84244[H33_MOTUSE in fecz 10090, Histone H3 3 O3=hus muszculus GH=H3{3a

Match to Query 3183: 2476.412570 from(496. 289870,5+) mtensity(421526 5000) scans(2942) tmseconds(1837 045) mdex(1627)
Title: 1628: Scan 2942 (it=30.6174) [s\p 749 Proteomics\ORBI Zlandrearnmzs 20110310 _sperm_trypsin_chymo_Aspl ETD CIDAZ0110310_11_NaCl trypsin FATW]
Data file Vgcz-ms. uzh. chip 743\ Proteomic s\ORBI 2andreamizzi 20110310 _sperm_trypsin_chymo_AsplN ETD_CIDwngf low_res M3SZ2 nomergel20110310_11_NaCl trypsin mgf

Click mouse within plot area to zoom m by factor of two about that pont

Or,  Platfrom | I‘IDD to I‘IBDD Da Full range

Label all possible matches © Label matches used for scoring
Show Y-asmis [
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Monoisotopic mass of neutral peptide Mr{calc): 2475.4139

Fixed modifications: Carbamidomethyl (C) [(apply to specified residues or termini only)

Variable modifications:

K1 : Methyl KR (ER)
Ions Score: 46 Expect: 0.018
Matches : 55/403 fragwent ions using 1 most intense peaks (help)

Mascot Search Results: Peptide View

KmelSAPSTGGVKKPHRYRPGTVALR




WEME Fragmentation of KSAPSTGGVEEREPHRYRPGTVALR
Found in sp[P84244/H33_NOUSE i fgez 10090, Histone H3.3 O3=Nuz musculus GH=H3f2a

Match to Query 5468: 2518.456720 from(504.698620,5+) intensity(182475.4700) scans(2290) rtinseconds(1874. 7487) index(3765)

Title: 739 Scan 2290 (1=31.2458) [2\p749Proteomics\OEBL Mandrearnizz 20110310_sperm_trypsin_chymeo_Aspld ETD CITA20110211_34 MaCl trypsin 2CX FTEREAW]
Data file Tip 749 Proteomics\azc otmga0 20110426 sperm rerun trypsin 2nd ETD run MaCl 20 wmascot_daemon_merge mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfrom ||1DD to |1BDD Da Full range |

Label all possible matches © Label matches used for scoring
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Monoizotopic mass of neutral peptide Mr{calc): Z515.4605

Fixed modifications: Carbamidomethyl (C) [(apply to specified residues or termini only)

Variable modifications:

K1 : Methyl KR (KR)

K10 : Trimethyl (EK)

Tons Score: 46 Expect: 0.014

Matches : 50/403 fragment ions using 67 most intense peaks {help)

Mascot Search Results: Peptide View
KmelSAPSTGGVKme3KPHRYRPGTVALR




MIEMIE Fragmentation of KESAPSTGGVEREPHRYRPGTVALR
Found in sp|P84244[H33_MOUSE i fgez_ 10090, Histone H3.3 OS=IMus musculus GIMN=H3{3a

Match to Query 3918: 2504.438020 from(501.895080,5+) intensity(434500,2200) scans(3361) rtinseconds(1964.7743) index(2090)

Title: 2091 Scan 3361 (=32.7462) [s\pT49Proteomic\ORBI Pandrearizzi 20110517 _sperm trypsin Gl ETD_CIDW20110517_01_NaCl 1.RAW]

Data file 20110517_01_NaCl 1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfrom ||1DD to |1BDD Da Full range |

Label all possible matches & Label matches used for scoring @
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Monoisotopic mass of neutral peptide Mr{calc): 2Z504.,4452
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1 : Dimethyl KR (KR)

K10 : Methyl KR (ER)

Tong Score: 53 Expect: 0.0015

Matches : 50/403 fragmwent ions using 67 most intense peaks {help)

Mascot Search Results: Peptide View
Kme2SAPSTGGVKmelKPHRYRPGTVALR




WSS Fragmentation of KSAPSTGGVEEREFPHRYRPGTVALR
Found i sp|PS4244[H33_LIOUSE in feez 10090, Histone H32 3 OE=us musculus GH=H3{3a

Match to Query 3695 2518.459470 from(504.699170,54) intensity(204046,8900) scans(3054) rtinseconds(1973.2304) index(1851)

Title: 1852: Sean 3054 (=32 8372) [a\p 49 ProteomicsVOEBL Dandrearnizs 20110517 _sperm_trypsin. GluC_ETD CTTA2011051%_01_MaCl sptpped 1 EAW]

Diata file 20110519_01_MNaCl aptipped 1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfrom ||1DD to |1BDD Da Full range I

Label all possible matches © Label matches used for scoring
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Monoisotopic mass of neutral peptide Mr{calc): 2515.4605
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1 : Dimethyl KR (KR)

K10 : Dimethyl KR [(KR)

Tons Score: 62 Expect: 0.0029

Matches : 47/403 fragwent ions using 61 most intense peaks (help)

Mascot Search Results: Peptide View
Kme2SAPSTGGVKmMe2KPHRYRPGTVALR



WEIAS Fragmentation of ESAPSTGGVERPHREYRPGTVALR
Found m sp/P84244/H33_MOTUSE 1 fgez_ 10090, Histone H3.3 OS=Mus musculus GM=H3f3a

Match to Query 4067: 2532.474270 from(507.502130,5+) intensity(251277.0500) scans(3140) rtinseconds(1938.1316) index(1908)
Title: 1909: Scan 3140 (r=32.3022) [s4p 749 Proteomics\ORBI_Xandreamizzi_20110517_sperm_trypsin_ChiC_ETD_CTDA20110519_02_NaCl_ziptipped_2 RAW)]

Data file 20110519_02_MaCl aptpped_2 mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfram | |1DD to |1600 Da Full range |

Label all possible matches ¢ Label matches used for scoring &
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Monoisotopic mass of neutral peptide Mr{calc): Z532.4765

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1l : Trimethyl (K)

K10 : Dimethyl KR (KR)

Tons Score: 43 Expect: 0.05

Matches : 477403 fragment ions using 64 mwost intense peaks (help)

Mascot Search Results: Peptide View
Kme3SAPSTGGVKmMe2KPHRYRPGTVALR




MEMIS Fragmentation of ESTGGEAPREQLATE
Found in sp/P68433[H31_MOTUSE in fgez 10090, Histone H3. 1 OS=IMus musculus GIN=Hist1h3a

Match to Query 2583 1611 877016 from(404.001530,44) intensity(103038.7900) scans(2242) rtinseconds(1320 §594) index(1420)
Title: 1421: Scan 2242 (1=22.016) [s4p 749 Proteomics\ORBI Zandreamizzi_20110517_sperm_trypsin_ GluC._ETD_CIDW0110517_02_HaCl 2 RAW]
Data file 20110517_02_NaCl 2 mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfram ||1DD to |1EDD Da Full range |

Label all possible matches © Label matches used for scoring @
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Monoisotopic mass of neutral peptide Mr{calc): 1511.9754
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variahle modifications:

K1 : Trimethyl (K}
Ions Score: S§1 Expect: 1.3e-05
Matches : 55/260 fragment ions using 47 most intense peaks (help)

Mascot Search Results: Peptide View
Kme3STGGKAPRKQLATK



WSS Fragmentation of KSTGGEAPRIEQLATE
Found in sp/P68433|H31_NMOTUSE i fgez 10090, Histone H3.1 O3=Mus musculus GIN=Hist1h3a

Match to Query 2561 1597.961416 from(400.497630 44 intensity(135076.5200) scans(2247) rtinseconds(1322 8751) index( 1424)

Title: 1425 Scan 2247 (=22.0479) [s3p749Proteomics\ORBI_ Dandreamizz 20110517 sperm trypsin. ChC_ETD_CIDWR20110517_ 02 MaCl 2 RAW]

Data fils 20110517_02_NaCl_2.mgf

Click mouse within plot area to zoom in by factor of two about that point

Or, _Platfram | [100

to |1EDD Da Full range |

Label all possible matches & Label matches used for scoring @
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HMonoisotopic mass of neutral peptide Mr{calc): 1597.962Z7
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K1

Dimethyl KR (KR)

Jons Score: 72 Expect: Z.85e-05

HMatches

43/260 fragmwent ions using 38 most intense peaks

(help)

Mascot Search Results: Peptide View

Kme2STGGKAPRKQLATK




MMEMIS Fragmentation of KSTGGREAPREQLATE
Found in sp/P68433[H31_NMOUSE m fecz_ 10090, Histone H3.1 O3=NWus musculus GIN=Hist1h3a

Match to Query 1789 1583 947336 from(396. 994110 4+) mtensity(22334. 8790) scans(1701) rinseconds(1315.3596) mdex(374)
Title: 875 Scan 1701 (t=21.9227) [sMp 749 Proteomics\ORBI Dandrearnizzs 20110517 _sperm_trypsin GluC_ETD CIDV2011051%_01_WaCl_ziptipped_1.EAW]
Data file 2011051%2_01_NaCl aptpped_1.mgf

Click mouse within plot area to zoom in by factor of two about that point
Or,  Plotfrom | |1DD to |1EDD Da Full range |
Label all possible matches © Label matches used for scoring @
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€\‘ * : aﬂg' g : : a 8| 741.4254(371.2163 | 7243988 |362.7030 | 723.4148|362.2110| 758.4519 | 379.7296( P B9B.5469 9415891 |471.2982 | 9245625 |462.7849 | 923.5785|462.2920| 925.5704 | 463.2888| 926.5782 | 4637927 | 8
* g:' é‘ﬁf_‘_\l: H Il : & 9| B97.5265 (4492669 | 880.4999 |440.7536 | B79.5150(440.2616| 914.5530 |457.7802| R 7424458 8445363 |422.7718 | B27.5098 |414.2585 | 826.5257 |413.7665| B2B5176 |414.7624| 829.5254 (4152663 | 7
~ a I: i '\1‘_\'\1: % g : Kl 10|1025.6214 |513.3144 | 1008.5949 |504.8011 [1007.6109 | 504.3091 | 1042.6480 |521.8276| K | 6143508 6884352 (3447212 671.4087 |336.2080| 670.4246|335.7160| 672.4165| 336.7119| 673.4243| 337.2158 | €
S E - 3 8 Eéi: % § ] 'L 11|1153.6800 [577.3436 | 1136.6535 | S68.8304 (11356695 | 568.3384 | 17170.7066 |585.8569| Q | 4862922 560.3402 | 280.6738 | 543.3137 |272.1605 | 542.3297|271.6685| 544.3215| 2726644 | 5453293 | 273.1683 | 5
‘-1 n: 8 ? 'S.' aHu: E I\: : :1'_"' 12 |1266.7641 |633.8857 |1249.7375 |625.3724 | 1248753 4.8804 | 1283.7906 |642.3990| L 373.2082 432.2817 | 216.6445 | 4152551 |208.1312| 414.2711|207.6392| 416.2629 | 208.6351| 417.2708 | 209.1390 | 4
i s: ‘-;' : 4—: :§:| m Il : i 13 (1337.8012 |669.4042 |1320.7746 |660.8910 | 1319.7906 | 660.3990 | 1354.8277 677.9175| A 319.1976 | 1601024 | 302.1710|151.5892 | 301.1870|151.0972| 303.1789 | 152.0931| 304.1867 | 152.5970| 3
8 ‘.;'I 'n\l 1 % Kl I'I\l T\‘: 3 ’:“\. 1 ‘I‘:l 14 |1438.8489 | 719.9281 [1421.8223 | 711.4148 | 14208383 | 710.5228 | 14558754 (728.4413| T 2151390 | 217.1183| 248.1605 (1245839 231.1339|116.0706| 230.1499|115.5786| 232.1418| 116.5745| 233.1496 | 117.0784 | 2
‘I-_—,'\ :!1' * @ . |: e ! & g | - 15 K | 730284 147.1128| 740600| 130.0863 | 655468 131.0941| 660507 1321018 665546
o A g e E ¥ 3 § 7
ERA o T3 % %%
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Monoizotopic mass of neutral peptide Mr{calc): 1583.9471

Fixed modifications: Carkbamidomethyl () (apply to specified residues or termini only)
Variable modifications:

K1 : Methyl KR (KR}

Tons Score: 70 Expect: 4,4e-05

Matches : 46/2Z60 fragwent ions using 45 most intense peaks {help)

Mascot Search Results: Peptide View
Kme1STGGKAPRKQLATK



MEMS Fragmentation of GGARKRHREVLR
Found in sp|P62806[H4_MOUSE infecz_ 10090, Histone H4 OS=Mus musculus GIN=Hist1hda

Match to Query 1447 1304826296 from(327. 213850 44) intensity(54474. 41407 scans(1245) riinseconds(857.6954) ndex(627)
Title: 628 Scan 1245 (1=14.2949) [s\pT749Prote omics\OFBI_Jandreamizet 20110210 _sperm_trypsin_chymo_Aspld ETD_CIDW20110310_11_NaCl_trypsin FAT]
Data file “gcz-ms uzh chip 749 Prote omics\OFEBI_2\andreamizzi 20110310 _spenm_trypsin_chymo_Aspl] ETD_ CIDwngf low_res M32 nomerge'\20110310_11_NaCl trypsin mgf

Click mouse within plot area to zoom i by factor of two about that pomnt
Or,  Plotfrom | |1UEI to |1BDU Da Full range |
Label all possible matches ¢ Label matches used for scoring @

Show Yaxs [
+ # b b+ b* ot [ t  (Seq. w ¥ ¥y y* y z+1 28 b z+2 z+2Ht
o 1| sB0287| 295180 750653| 380313| G

B 2| 1150502 | 580287 1320768 665420| G 1248.8124 6245090 | 12317858 | 6163965 | 1232.7936 | 6165005 | 1233.6015 | 6174044
¥ E 3| 186.0873| 935473 203.1139| 102.0606| A 11917905 |596.3991 |1174.7644 | 587.8856 | 1175.7722 | 588.3897 | 1176.7800 | 568.8936
: SR 4| 3141823 [157.5948 | 297.1557 |149.0815 | 331.2088| 166.1081| K |1046.6694| 11207538 |560.8805 |1103.7272|552.3673 | 11047351 | 552.6712| 1105.7429 | 553.3751
a ho2 5| 4702834 (2356453 | 453.2568[227.1321 | 487.3099 | 244.1586| R | 8905683 | 9926588 |496.8331 | 9756323 |4BBI198| 976.6401 |488.8237 | 977.6479 |489.3276
o - 6| 607.3423[304.1748 | 5903158 |295.6615 | 624.3689|312.6887| H 836,577 |218.7825 | B19.5312|410.2692| 820.5390| 4107731 | 821.5468 | 4112770
;" ooty 7| 763.2432(382.2253 | 746.4168|3737121 | 7804700|390.7386| R | 597.4083| 699.4988|3502530| 6824723 |3417398| 683.4801 |342.2437 | EBA4ETS|342.7476
5 hoeEs 8| 919.5697 |460.2885 | 902.5431|4517752 | 9365961 |468.8018| K | 4412820| 5433977 |2722025 | 5263711 |2636892| 527.3790 | 264.1931| 5283858 2645970
¥ TR 9[1018.6381 5058227 |1001.6115 | 501300 | 1035.6646 | 518.3360| V | 356.2292| 387.2714|134.1394| 3702449 |1856261| 3712527 | 186.1300| 3722605 | 18656339
o 8 g Frle 10(1131.7222 [566.3647 |1114.6956 | 557.8514 | 11487487 | 574.8780 | L | 229.1295| 288.2030|144.5051 | 271.1765| 1360919 272.1843 | 136.5858| 273.1921 | 137.0997
Bl 3 z = i: E @§§ °© 1 R | 730284 175.1190| B8.0631| 158.0924| 79.5498| 159.1002 | BOOS38| 160.1081| 805577
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Monoisotopic mass of neutral peptide Mr{calc): 1304.5Z65
Fixed modifications: Carbawmidomethyl (C) (apply to specified residuesz or termini only)
Variable modifications:

K8 : Dimethyl KR (KR)
Tons Score: 42 Expect: 0.02
Matches : Z5/141 fragwent ions using 26 mwost intense peaks [help)

Mascot Search Results: Peptide View
GGAKRHRKme2VLR



MEMAS Fragmentation of GEGGEGLGEGGARR
Found m sp[P62806/H4_LWIOUSE i fecz_ 10090, Histone H4 OE=hus musculus GHN=Hist1h4da

Match to Query 1549 1395794202 from{466.272010,3+) intensity(35282.6720) scans(276 1) inseconds(1633.4172) index(1438)
Title: 1439: Scan 2761 (1=27.2236) [s'p 749 Proteomics\ORBL DNandreamizzi 201110127 _sperm_trypsin, ETD_CITN20110127_08_ON7_saltex RAW]
Drata file Wgez-me uzh chip 749 ProtecmicsV\OBEBL Dandrearizz 20110127 _sperm trypsing ETD. CTDWngf  low res W32 nomergel20110127_08_CON7T_saltex mgf

Click mouse within plot area to zoom in by factor of two about that point

Or, _Platfrom | [200 to [1400 Da

Full range

Label all possible matches ©  Label matches used for scoring &

Show Yoamis [
"
é # b b+ b* b+ 4 ot |Seq. w y y il yr z+1 z+1+ z+2 42+ [ #
% g,{: 1| 5B.0287| 295180 750553| 380313| G 14
oy +: .\ul ‘-;'N 2| 2281343 |114.5708 | 2111077 |106.0575 | 2451608 |123.0840| K (12236855 13397805 (670.35259 | 1322.7539 |661.8806 [ 1323.7617 |662.3845 | 1324.7606 (662.8884 |13
e +1 +
= g a ,T: z 3| 285.1557 |143.0815 | 268.1292 |134.5682 | 302.1823|151.5948| G 1169.6749 |585.3411 [ 1152.6484 5766278 | 1153.6562 |577.3317 | 1154.6640 |577.8357 |12
}: § § ? g" 4| 3421772|171.5922 | 325.1506 |163.0790 | 359.2037 [180.1055| G 11126535 556.8304 | 1095.6269 | 548.3171 | 1096.6347 | 548.82101097.6426 | 5493245 (11
?‘ :-'1 ::r- . 8: 5| 5122827 |256.6450 | 4952562 |248.1317 | 529.3093 | 2651583 | K | 935.5370(1055.6320 (5283196 | 1038.6055 |519.8064 (1039.6733 |520.3103 [1040.6211 (520.8142 |10
) |
+ : — io é :’.1 i g: 6| 569.3042 |285.1557 | 552.2776 |276.6425 | 586.3307 | 293.6690| G 885.5205 |443.266% | BOB.4999 |434.7530 | 869.5078 |435.2575| 8705156 | 435.7014| 9
W i !
] I =Y +‘:J g % . - T\‘: 7| 6B2.3883 |341.6978 | 665.3617|333.1845 | 699.4148 (3502110 L | 765.4315| 8285050 |414.7561| B11.4785 (406.2429 | 812.4863 [406.7468| 813.4941 | 407.2507 | 8
= T | o 1
1_3:‘ : 1 é‘ :-'% '.\‘II . = $: 8| 739.4097 |370.2085 | 7223832 |361.6952 | 756.4363|3787218| G 7154209 (3582141 698.3944 |340.7008 | 699.4022|350.2048( 700.4101 | 350.7087 | 7
| ' oo o
g : @ ﬁ § :: M % f: 9| 867.5047 |434.2560 | B50.4781 |425.7427 | 884.5312 |442.7693 | K | 5843151 6583995 (329.7034| 6413729 3211901 | 6423808 |321.6940( 6433886 | 322.1975| 6
¥ 31 ' s h TR
™ : ?r - TI\FI % G:: $ & - tr‘: = - 10| 9245261 |462.7667 | 907.4996 |434.2534 | 941.5527 (4712800 G 3303045 | 2656559 | 513.2780|257.1426 | 514.2858 |257.6465| 5152936 | 258.1504| 5
— = = ) =N
g: I S: =9 I ?? '-;'NI: TM ‘+—|: g | o hal 11| 9815476 4912774 | 964.5211 |482.7642 | G98.5742 (4997907 | G 473.2831|237.1452 | 4562565 (2286319 | 457.2643 (2201358 | 4582722 | 2296397 4
o v I 5 v o oo
[ g: g: 1 '-\“ . Lo f 12 |1052.5847 | 526.7960 |1035.5582 |518.2627 [1069.6113 5353093 | A 416.2616 | 2086344 | 3992350 (2001212 | 400.2429 2006251 4012507 | 2011290 3
! e H
| |||; |I i|| M |i| || I| 1 ||| || || " | i |||l L] 1 |||| | || || | | | | 1312226902 |611.8488 |1205.6637 |603.3355 (1239.7168| 6203620 K | 225.1255| 345.2245|173.1159| 328.1979 1646026 | 329.2058 [165.1065| 3302136 | 165.6104| 2
T T 1 T T T T T T T T 1
200 400 00 00 1060 1260 00 | 1 R | 730284 1751190 88.0631] 158.0924| 79.5488| 150.1002( 80.0538[ 160.1081 | 805577 1

Monoisotopic mass of neutral peptide Mr{calc): 1395.794¢6
Fixed modifications: Carbamwidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

K2
K5
K13

heetyl (KE)
heetyl (KE)
heetyl (KE)

Jons Score: 45 Expect: 0.002

Hatches

32/186 fragmwent ions using 62 most intense peaks (help)

Mascot Search Results: Peptide View

GKacGGKacGLGKGGAKacR



MEMLS Fragmentation of CEGCEGLGEGGARR
Found in sp|P62806[H4_MOTUSE in fgez 10090, Histone H4 OS=Mlus musculus GI=Hizst1hda

Match to Query 1643: 1437806048 from(719.910300,24) intensity(118046 9800} scans(3659) rtinseconds(2166.5045) index(2337)
Title: 2338: Scan 3659 (1=36.1084) [sp 749\ Proteomics\ORBL Mandreamizzi 20110517 sperm trypsin Gl ETD CID\20110519_02_ NaCl ziptipped 2 FAW]

Data file 20110518_02_NaCl_zptipped_2 mgf’

Click mouse within plot area to zoom in by factor of two about that pomt
Or,  Plotfrom | |4DD to |1EDD Da Full range |
Label all possible matches  Label matches used for scoring &

Showr Y-asis T
# b b b* b+ 4 ot |Seq. w y yHt ™ y*t z+1 z+1H z+2 42t | #
1| 5B.0287| 295180 750553 38.0313| G 14
2| 22B.1343 |1145708 | 2111077 [106.0575 | 2451608 [123.0840| K |1265.6961 [1381.7910(691.3992 [1364.7645 |662.8859|1365.7723 [683.38%8 | 1366.7801 [663.8537 (13
3| 285.1557 (143.0815| 268.1292 (1345682 | 3021823 |151.5948| G 12116855 |606.3464 (11546589 5978331 1195.6668 | 598.3370 | 1196.6746 | 508.8405 |12
@ 4| 3421772 |171.5922 | 325.1506 (163.0790 [ 359.2037 (180.1055| G 1154.6640 | 577.8357 | 1137.6375 [569.3224 | 1138.6453 | 565.8263 [1139.6531|570.3302 |11
c*: 5| 512.2827|256.6450 | 495.2562 (2481317 | 529.3093 |265.1583 | K | 981.5476 [1097.6426 |549.3245 [1080.6160 [540.8116|1081.6238 [541.3156 | 1082.6317 | 541.8195|10
1 § - a 6| 569.3042 |285.1557 | 552.2776 |276.6425 | 5B6.3307 (2936690 G 527.5370(4564.2722 | 9105105 (4557589 | 911.5183 [456.2628 | 912.5261 [456.7667| 9
S o -~ 9
g T\‘ - g g é 7| 6823883 |341.6978 | 665.3617 [333.1845 | 699.4148 3502110 L | 811.4421| B70.5156 (4357614 | 853.4850 (427.2482| 854.4969 (427.7521| 855.5047 (428.2560| 8
o +
%: @ § ™ ?, ,LN B| 739.4057 |370.2085 | 722.3832 |361.6952 | 756.4363 [3787218| G 757.4315(379.2194 | 7404050 (370.7061| 741.4128 (371.2100| 742.4206(371.7139| 7
- = o~ v
@ 4 i‘ 305 e} 9| 909.5152 |4552613 | BY2.4B87 (4467480 | 526.5418 463.7745| K | 5843151 700.4101 [350.7087 | 6833835 (342.1554| 684.3913 (3426993 | 685.3992(343.2032| 6
H % o om A
A A5 i{,ﬂ o § f»,; ? H = 10| 966.5367 |483.7720 | 9455102 4752587 | GB3.5633|492.2853| G 5303045 | 265.6558 | 5132780 (257.1426| 514.2858 |257.64685 | 515.2936|258.1504| 5
s o3 2 [ ¥ i o
§ § by o H i 7 11|1023.5582 |512.2827 [1006.5316 |503.76%4 [1040.5847 (520.7960| G 473.2831 237.1452 | 4562565 (2286319 457.2643 [225.1358 | 458.2722 (2296397 | 4
(A I L ]
i | i i | | | |‘ 12|1094.5953 |547.8013 [1077.5687 |535.2880 [1111.6218 5563146 A 416.2616 | 208.6344 | 359.2350 (2001212 400.2429 2006251 | 407.2507 (201.1290| 3
400 ' 600 ' 00 ' 1000 ' 1200 ' 1400 1312647008 [632.8540 [1247.6743 [624.3408 [1281.7274 [641 3673 [ K [ 229.1205[ 385.2245[173.1150[ 328.1979 [164.6026 329.2058[165.1065| 330.2136[165.6104] 2
14 R 730284 1751190 BB.0631| 1580924 | 79.5498| 159.1002 | 80.0538| 160.1081( BOS577( 1
Monoisotopic mass of neutral peptide Mr{calc): 1437.3052
Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:
K2 1 hoetyl (K)
K5 i Aheetyl (K)
K9 1 hoetyl (K)
K13 1 Avetyl (K)
Ions Score: 95 Expect: 5.8=-07
Matches : 15/186 fragment ions using 22 most intense pesks {help)

Mascot Search Results: Peptide View

GKacGGKacGLGKacGGAKacR




SIS Fragmentation of HREVLEDINIQGITEPATR
Found in sp|P62806[H4_NWIOUSE in fecz_ 10090, Histone H4 O3=Ius musculus GIN=Hist1h4a

Match to Query 2483 2156.303496 From(540.083150,4+) intensity(203420. 1600) scans(3026) rtinseconds(1908.7141) index(1494)

Title: 1495 Scan 3026 (1=31.811%) [s'\p 749 Proteomics\OEBL_2\andreamizzi 201110127 _sperm_trypsin ETD_CIDV20110127_09_2h7 _saltex R AW
Data file Wzcz-ms uzh chip 749 Proteomics\OFRBL 2andreamizzs 20110127 _sperm_trypsin, ETD_ CIDWmgf low _res M32 nomergel20110127_09_2h7_saltex mgf

Click mouse within plot area to zoom in by factor of two about that point
Or, _Plotfiom | [200 to [1900 Da
Label all possible matches © Label matches used for scoring
Show Yams [

Full range |

Monoisotopic mass of neutral peptide Mr{calc): Z15f.3018

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K3 : Trimethyl (K]
Tons Score: 95 Expect: 5.5e=-07
Matches : 33/301 fragmwent ions using 39 most intense peaks (help)

Mascot Search Results: Peptide View

HRKme3VLRDNIQGITKPAIR

+ 4| b b+ b* bt Y B+ c o [Seq.| w w y ¥ v e ¥ ¥ z+1 241+ 242 242 | #
j—‘\ + 1| 138.0662| 69.5367 155.0927 780500 H 18
g /t i 2| 2941673 1475873 [ 277.1408 [139.0740 311.1938| 156.1006| R [1918.1596 20202502 [1010.6287 | 2003.2236 [1002.1155 | 2002.2396 [1001.6234 | 2004.2315 [1002.6194 | 20052393 |1003.1233 (17
‘)5\ I t =] — Q 3| 4643092 2326582  447.2827 2241450 4813358 241.1775| K |17480177 1864.1491 | 932.5782|1847.1225 | 924.0649|1846.1385 [ 923.5729( 1848.1304 | 924.5688|1845.1382| 925.0727 |16
+" g B § gg 4| 5633776 |282.1925( 546.3511|2736792 580.4042 | 290.7057| V (16629650 1634.0072 | 847.5072|1676.9806 | 838.9939|1675.9966 | 838.5019| 1677.9884 | 839.4979| 1678.9963 | 840.0018 (15
I :\ & g Y t‘ t‘ 5| 6764617 |338.7345 [ 659.4351(330.2212 6934882 | 347.2478| L (15358653 1594.9388( 797.9730(1577.9122 | 789.4597|1576.9282 | 788.9677 (1578.9200 | 789.9637| 1579.927%| 790.4676 |14
@ g T\.I t‘ i.- : +" 6| 832.5628 |416.7830  815.5363 (4082718 B49.5894 | 425.2983| R [1379.7641 1481.8547 | 741.4310|1464.8281 | 732.9177|1463.8441 | 7324257 (1465.8360 | 7334216(1466.8438| 733.9255(13
');\ % +\ +" HOF | ,t 7| 947.5897 |474.2985 | 930.5632 (4657852 | 929.5792 |4652932| 9646163 | 482.8178| D |12647372 13257536 | 663.3804|1308.7270 | 6548672|1307.7430 | 6543751 | 13097349 6553711(1310.7427| 6558750(12
I ! +" Jt\ ,t : ': 8|1061.6327 |531.3200 (1044.6061 [522.8067 |1043.6221 |522 3147 |1078.6592 | 539.8332| N |1150.6943 1210.7266 | 605.8670(1193.7001 | 597.3537(1192.7161 | 596.8617(1194.7079| 597.8576|1195.7157| 598.3615(11
@ : :\ E 2 Em' § 9|1174.7167 |587.8620 [1157.6902 [ 579.3487 | 1156.7062 1191.7433 | 596.3753| 1 [1051.6259 10656415 (1096.6837 | 548.8455(1079.6572 | 540.3322|10786731| 539.8402| 10806650 | 540.8361| 1081.6728| 5413400 (10
‘IJ g % 1 ‘:_' § :I H : : 'I\‘ 8 10|1302.7753 |651.8913 [ 1285.7488 | 6433780 | 1284.7647 | 642 8860|1319.8019 | 660.4046| Q | 9095516 983.5996 | 492.3035| 966.5731| 483.7902| 965.5891 | 483.2982| 967.5809| 484.2941| O68.5887| 484.7980| 9
1 0{ ' 8 'I\‘I '\1 |: 1 : 4 S 111359.7968 |680.4020 1342.7702 | 671.8888 | 1341.7862 6713967 | 1376.8233 | 6889153 G 855.5411| 428.2742| B3B.5145| 419.7609| 837.5305| 419.2686| 839.5223| 4202648  B840.5302| 4207687 | 8
: i Q: E I ; 8 :' : ! '{E |3 a a 12|1472.8808 |736.9441 (1455.8543 | 728.4308 | 1454.8703 | 7279388 | 1489.9074 | 745.4573| | 7534618 | 7674774 | 798.5196| 399.7634| 781.4931| 3912502 780.5090| 390.7582| 782.5009| 391.7541| 7835087 3922580 7
: @ U(I_J: H a 8 E :: : : $ : N N 13|1573.9285 |787.4679 [1556.9020 | 778.9546 | 1555.9180 | 7784626 |1590.9551 | 795.9872| T | 652.4141| 6543933 | 685.4355| 343.2214| 668.4090| 334.7081| 667.4250| 334.2161| 669.4168| 3352120 6704246 3357160| 6
: % 1 g g II\I :: : : ? : T\| . -|+\| - 1417020235 |851.5154 [1684.9989 | 843.0021 |1684.0129 (8425101 |1719.0500 | B60.0287| K | 5103035 5843879 292.6976| 567.3613| 284.1843 568.3691| 284.6882| 569.3770| 285.1921| 5
1 ) @ ' |: 1 : ,L ﬁ (_L Q 3 15|1799.0762 |$00.0415 [1782.0457 [ 8915285 | 17681.0657 (8910365 | 1816.1028 | 908.5550| P | 4132507 4562929 | 2286501 | 439.2663| 220.1368 4402742 | 2206407| 441.2820| 2211446 4
: $ ‘_;' :I : 1 $ N $ S N 16|1870.1134 |935.5603 | 1853.0868 | 927.0470 |1852.1028 (9265550 | 1887.1399 | 944.0736| A 359.2401 | 180.1237| 342.2136| 1716104 3432N4| 1721143| 3442292 1726183| 3
1 ! \é '.\I ': N i T\j i ‘_;' t| 17 |1983.1974 |952.1024 [1966.1709 | 983.5891 |1965.1869 |983.0971 | 2000.2240 | 1000.6156 | | 243.1452| 257.1608| 288.2030 144.6051| 271.1765| 1360919 2721843 | 1365958| 273.1921| 137.0967| 2
@ : : :: : ?I'.l H -I;".l 'I\‘ | 18 R 730284 1751150 | B88.0631| 156.0924| 795498 159.1002 800538 160.1081 B0SS77 | 1
i | " | [ |
T T T T T T T T
200 400 B0 SO0 helele] 1200 1400 1660 1800



MEMAS Fragmentation of HREEVLEDINIQGITEPATR.
Found in sp/P62806[H4_WIOUSE in fecz_ 10090, Histone H4 O3=MMus musculus GIN=Hist1h4a

Match to Query 2834: 2142 287456 From(536. 579140 44) ntensity (238157 0900) scans(3650) rinseconds(2156.5633) mdex(2180)
Title: 2181: Scan 3650 (11=35.9427) [a'p 749 Proteomics\ORBI_andreamizzi 20110310 _spertn_trypsin_chymeo Aspl_ETD CIDAZ0110310_11_NaCl_trypsin FATW)
Data file fzez-ms. uzh chip 749 Proteomics\ORBI 2andreamizzs 20110310 _sperm_trypsin_chyme_Aspll_ETD CIDWmgf low_res W32 nomergel20110310_11_NaCl trypsinmgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfrom |

200

to |EDDD Da Full range |

Label all possible matches © Label matches used for scoring @
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# b [ b* bt b° o+ 3 c* |Seq.| w w ¥ ¥ ¥ Ve ¥ ¥ z+1 At [ z2 | 2t |
1| 1380862 | 69.5367 155.0027 | 78.0500( H 18
2| 2921673 [147.5873 | 2771408 [139.0740 371.1938| 156.1006] R |19041440 2006.2345 [1003.6209 | 1989.2080 [995.1076 | 1988.2240 [954.6156 | 19802158 [995.6115 | 19912236 [996.1155 |17
3| 4502936 225,604 | 2332670 2171371 467.3201| 2341637 | K | 17480177 18501334 | 9255704 18331068 [917.0571 |1832.1229[916.5651 | 18341147 |917.5610 | 1835.1225 |916.0649 16
4[ 549.3620 [275.1846 | 5323354 2666714 56,3685 | 2836979 V |1662.9650 1694.0072 | 8475072 16769806 [835.9539 |1675.9966 [838.5019 | 1677.9884 839.4975 | 1676.9963 [840.0018 15
5| 6624460 (3317267 | 6454195 3232134 679.4726 | 3402399 L [1535.8653 15949388 | 797.9730(1577.9122 [789.4597 |1576.9262 [788.9677 | 1578.9200 789.9637 [1579.9279 | 790.4676 14
6| 8185472 [409.7772 | 8015206 4012639 £35.5737 [418.2905 R [1379.7641 14818547 | 7414310(1464.8281 7329177 | 1463.8441 (7324257 | 1465.8360 7334216 | 146684368 733.5255 13
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11[1345.7811 |673.3962 [1328.7546 | 664.8809 [ 1322.7706 | 6643880 | 1362.8077 |681.9075 | & 8555411 | 4282742 8385145 4197609 | 837.5305 4192689 | 8395223 | 420.2648 | 8405302 | 4207687 8
12[1458.8652 | 729.9362 1441 8386 | 721.42301440.8546 | 720.9310| 14758917 [738.4995| 1 | 753.4618| 767.4774| 7985196 | 399.7634[ 781.4931 (3812502 780.5090 30,7582 | 782.5009 | 391.7541 | 7835087 | 3922580 7
13[1559.9129|780.4601 [1542.8863 | 771.9468 [ 1541.9023 | 771.4548| 15768394 788.8733| T | 6524141 | 654.3933 ] e85.4355 | 343.2214[ 668.4090 [334.7081 | 667.4250 3342161 669.4168 | 3352120 6704248 [ 3357160 6
14[1688.0078 844.5076 [1670.9813 5359943 [ 1669.9973 [ 8355023 1705.0344 [ B53.0208| K | 5103035 5843879 | 2926676 5673613 [284.1843 5683691 | 2846882 | 5693770 [ 2851821 5
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16(1856.0977 28,5525 [1836.0712[920.0392 [ 1838.0871 [ 919.5472 18731243 [937.0658 | A 359.2407 | 1801237 342.2136 1716104 343214 [ 1721143 3822292 [ 1728183 3
171969.1818 9850945 [1952.1552 | 976.5813 [ 1951.1712 [ 976.0892 | 1986.2083 [993.6078| | | 243.1452| 257.1608] 2882030 | 144.6051| 271.1765 [136.0919 2721843 | 1365958 | 273.1921 [ 1370097 2
18 R | 730284 1751190 880631 156.0024| 795488 159.1002| 80.0538| 160.1081| 80.5577] 1

Monoiszotopic mass of neutral peptide Mr{calc): Z14Z.2561

Fixed modifications:

V¥ariable modifications:
K3 : Dimethyl KR (KR)

Ions Score:

71

Expect:

0.00016

Matches : 47/301 fragment ions using 46 most intense peaks

(help)

Carhamidomethyl (C) (apply to specified residues or termini only)

Mascot Search Results: Peptide View

HRKme2VLRDNIQGITKPAIR




MEMS Fragmentation of HREVLRDNIQGITEPATR
Found in sp|P62806[H4_MOUSE infecz_ 10090, Histone H4 OS=Mus musculus GIN=Hist1hda

Match to Query 4484: 2128 270536 from(533.074910 4+) mntensity( 15082 3940) scans(3179) rinseconds(2214.3129) index(1452)
Title: 1348: Scan 3179 (1=36.9052) [2\p 749 ProtectmcsVORBIL 2landrearmizzs 20110310 _spenm_trypsin_chymo_Aspd ETD CIDAZ0110311_37_WaCl trypsin 3C3H 3 FAW)

Data file T\p 749\ Proteomics\ascotungfl50 20110426 sperm rerun trypsin 2Znd ETD run NaCl SCXmascot_daemon_merge mgf

Click mouse within plot area to zoom i by factor of two about that pomnt
Or, _Plotiram | [200 to |2000 Da
Label all possible matches ¢ Label matches used for scoring @

Full range |
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Monoisotopic mass of neutral peptide Mr{calc): Z2128.2705

Fixed modifications: Carbawmidomethyl (C) (apply to specified residues or termini only)

Wariable modifications:

K3 : Methyl KR (KER)

Tons Score: 53 Expect: 0.00025

Matches : 47/301 fracgwent ions using 53 most intense peaks {help)

Mascot Search Results: Peptide View

HRKmel1lVLRDNIQGITKPAIR




WIS Fragmentation of HREVLEDNIQGITEPATRE
Found in sp/P62806[H4_NIOUSE in fgez_ 10090, Histone H4 O3=Mus musculus GI=Hist1hda

Match to Query 3344; 2208.382570 from(460.683790,54) intensity( 12854, 6850) scans(3807) rtinseconds(2306.6157) index(2337)
Title: 2338: Scan 3807 (1=38.4436) [s\p TA9Proteomics\ ORBL 2andreamizzi 20110517 sperm_trypsin GaC_ETD_CIDV20110517_05_swimup_NaCl 1 RAW]

Data file 20110517_05_swimup_MaCl 1.mgf

Click mouse within plot area to zoom in by factor of two about that pomnt

Or, Plotfrom ||1un

to [1500 Da
Label all possible matches ¢ Label matches used for scoring

Full rangye |
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¢ b bt b* b+ b0 o+ < ¢ [seq.| w w ¥ ¥ v yr ¥ yor 241 | 21t | 2 2 |8
1| 1280662 695367 155.0927| 78.0500| H 19
2| 3227986 | 1616029 3051721 1530887 339.2251( 1701162 R [20322138 21623356 10816715 21453091 [1073.1582 [ 21443251 [1072.6662 | 2146.3169 [1073.6621 |2147.3248 [ 1074.1660 18
3| 4502936 2256504 433.2670| 217.1371 467.3201| 2341637 K |1902.1188 1978.2032 | 9B9.6053|1961.1767 | 981.0920|1960.1927 | GBOELO0|1962.1845 | 981.5959 19631923 | 982.0998[17
4| 5493620 2751846 5323354 | 2666714 566.3885 | 263.6979| V [1819.0661 1850.1083 | 9255578 1833.0817 | 917.0445 18320977 | 916,525 | 1834.0896 | 917.5484 1835.0974 | 978.052316
5| 6624460 | 331.7267 | 645.4195| 3232134 679.4726 | 3402399 L 16919664 1751.0399 | 8760236|17340133 | 8575103 17330203 | 867.0183|1735.0211 | 868.0142 17360290 | 868.518115
6| 8185472 | 409.7772 801.5206| 401.2639 8355737 |418.2905| R |1535.8653 1637.5558 | 819.4815|1620.9292 | 810.9683|1619.9452 | B10.4763|1621.9371 | 811.4722|1622.9449 | 811.9761(14
7| 9335741 4672907 9165475 | 456.7774| 915.5635 | 456.2854| ©50.6006|475.8040| D |14208383 14818547 | 7414310 14648281 | 7329177 | 14638441 | 7324257 | 14658360 | 733.4216 | 14666438 | 733.925513
81047.6170| 52431211030.5905 | 515.7985 10296065 | 5153065 1064.6436 | 532.8254| N [1306.7954 13666277 | 6835175 |1348.8012 | 6754042 (13488172 | 674.9122(1350.8080 | 675.9081 (13510168 | 676412112
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1012887597 | 644.8835 (12717331 | 6363702 1270.7491 | 635.8782 | 1305.7862 | 6533967 Q |1065.6527 1139.7008 | 5703540 11226742 | 5618407 | 11216902 | 5613487 |1123.6820 | 562.3447 [ 11246898 | 562848610
11(1345.7811 | 6733942 (13287546 | 5648609 [1327.7706 | 6643689 | 1362.6077| 6819075 G 10116422 | 5063247| 9946156 | 497.8115| 9936316 | 497.3194| 9956235 | 498.3154| 9966313 | 498.6193| 9
1214588652 | 729.9362 14418386 | 7214230 |1440.8546 | 7209310 1475.8917 | 738.4495| | | 909.5629| 9235785 9546207 | 4778140 937.5942| 459.3007| 9366101 | 468.8087| 9386020 | 469.8046| 939.6098 | 470.3085 8
13|1559.9129 | 7804601 15428863 | 771.9468 (1541.9023 | 771.4548| 1576.9394| 788.9733| T B0B.5152 | 8104544 | B41.5366| 4212720| 8245101| 4127587 | 8235261 | 412.2667| 8255179 413.2626| 8265257 | 413.7665| 7
1416880078 | 844.5076 16709813 | 835.9943 [1669.9973 | 8355023 1705.0344 | 8530208 K | 6664045 740.4890 | 3707481 | 7234624 3622348 724.4702 [362.7388 | 7254781 363.2427| 6
151785.0606 | 893.03391768.0340 | 8545207 [1767.0500| 6540287 | 1802.0871 | 9015472 P | 5693518 6123980 3067006 5953675 | 2981874 506.3753| 298.6913| 507.3831| 2991952 5
1618560977 | 9285525 [1839.0712 | 9200392 18380871 | 9195472 1873.1243 | 9370658 A 5153412 | 2581743 | 4983147 | 2496610 499.3225 | 250.1649 5003303 2505688| 4
1719691818 | 985.0845[1952.1552 | 97656813 1951.1712| 9760852 | 1986.2083 | wm3s078| | | 3992463 | 4132619 24a30a1| 2226557 4272776 1141424 4282854 214.6463| 4202932 215503 3
18(2125.2829 [1063.1451 | 2108.2563 | 10546318 |2107.2723 | 10541398 | 2142.3004 10716584 R | 2201295 3312201 | 166.1137| 314.1935 | 157.6004 315.2013| 158.1043| 316.2002| 158.6082 2
19 R | 730284 1751190 880631| 158.0924| 795498 1591002 80,0538 1601081 B05577| 1

Monoisotopic mass of neutral peptide
Fixed modifications: Carbamidomethyl
Variable modifications:

R2 : Dimethyl KR (KR)

Jons Score: 35 Expect: 0.0096
Matches : 56/315 fragmwent ions wsing

Mr(calc): 2295.3872

(2] {(apply to specified residues or termini only)

75 most intense peaks

help)

Mascot Search Results: Peptide View
HRme2KVLRDNIQGITKPAIRR




SIS Fragmentation of HREVLEDINIQ GITEPATRE.
Found in sp|P62806[H4d_NIOUSE in fecz_ 10090, Histone H4 O3=Ius musculus GM=Hist1hda

Iatch to Query 4895: 2312.401720 from(463 487620,5+) ntensity( 248928 02007 scans(2816) riinseconds(2 118 4263) ndex(4 168)
Title: 1142 Scan 2816 (1=35.3071) [sp 749 Proteomics\ORBL Z\andreamizs 20110310 _sperm_trypsin_chymo _Aspl_ETD_CIDV20110311_34_NaCl_trypsin SCH FTEAW]
Data file T\p749Protecmics\lascotungfio0 20110426 sperm rerun trypsin 2nd ETD run NaCl SC3mascot_daemon_merge mgf

Click mouse within plot area to zootn in by factor of two about that point

Or,  Plotfrom | I‘IDD to |1SDD Da Full range |

Label all possible matches © Label matches used for scoring
Show Y-amis [
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E@ (+\| C " i g 3| 4643092 | 2326582 447.2827| 2241450 4813358 | 2411715 K |1904.1188 2020.2502 [1010.6287 | 2003.2236 |1002.1155 | 2002.2396 [1001.6234 | 2004.2315 [1002.6194 | 2005.2393 | 1003.1233
b I\l % + g i h 4| 5633776 2821925 546.3511| 2736792 580.4042 | 290.7057 [ V |1819.0661 1850.1083 | 925.5578(1833.0817 | 917.0445 |1832.0977 | 9165525 | 1834.0896 | 917.5484 |1835.0974 | 918.0523
+ I' i Na“;:" g : o i: 5| 6764617 | 3387345 659.4351| 3302212 693.4882 | 347.2478| L |1691.9664 1751.0399 | B76.0236(1734.0133 | B67.5103 [1733.0293 | B67.0183 | 1735.0211 | 868.0142(1736.0290| 868.5181
ét ﬁ 8 i*JN R ‘It.l E G' 6| 8325628 | 416.7850| B15.5363 | 4082718 8495894 | 425.2983 | R (15358553 1637.9558 | B19.4815(1620.9292 | B10.9683 [1619.9452 | B10.4763 | 1621.9371 | 811.4722(1622.9449 | 871.9761
@ E +:.¢\ f‘ H 33 I g: . 7| 9475897 | 474.2985| 930.5632| 4657852 | 929.5792 | 465.2932| 964.6163 |482.8118| D |1420.8383 1481.8547 | 741.4310(1464.8281 | 732.9177 | 1463.8441 | 7324257 | 1465.8360 | 733.4216|1466.8438 | 733.9255
- :c+\| ':J:J '\l /t%ai g} i B -?: /—t 8(1061.6327 | 531.3200(1044.6061 | 5228067 |1043.6221 | 522.3147 |1078.6592 | 539.8332| N |1306.795¢ 1366.8277 | 683.9175(1349.8012 | 675.4042 [1348.8172 | 6745122 1350.8090 | 675.9081(1351.8168| 676.4121
Q S :I\l : g %%T’Qa g 3 g 1: : ""_|"" 9(1174.7167 | 587.8620(1157.6902 | 579.3487 [1156.7062 | 578.8567 [1191.7433 | 596.3753| | |1207.7270|1221.7426|1252.7848 | 626,8960|1235.7583 | €18.3828 [1234.7743 | 617.8908 1236.7661 | 618.8867 1237.7739| 615.3906
: ‘_;' ,I : -);\ T ,: : -'l-\‘ a : : 10|1302.7753 | 651.8913|1285.7488 | 6433780 |1284.7647 | 642.8860 [1319.8019 | 660.4046| Q [1065.6527 1139.7008 | 570.3540( 11226742 | 561.8407 |1121.6902 | 5613487 |1123.6820 | 562.3447 |1124.6899| 562.8486
T\‘ ':‘I :G 1 : i: :: : T\l + +" b T\l 1113597968 | 680.4020(1342.7702 | 6718888 |1341.7862 | 671.3967 [1376.8233 | 688.9153| G 10116422 | 5063247 9946156 | 497.8115| 993.6316 | 497.3194| 9956235| 498.3154| 996.6313| 498.8193| 9
f a :E : il @ :: : +.' hry j é c+: : I 12|1472.8808 | 736.9441|1455.8543 | 7284308 | 14548703 | 727.9388 [1489.9074 | 7454573 | | | 909.5629| $23.5785| 954.6207 | 477.8140| 937.5942 | 4603007 | 9366101 | 4688087 | 938.6020| 462.8046| 935.6098| 470.3085| 8
a \(ﬁ I'\l : C: -? n |5 Pyl m S " : 'Q 1 - 1315739285 | 787.4679(1556.9020 | 7789546 |1555.9180 | 778.4626 (15909551 [ 795.9812| T 8085152 | 810.4944| 841.5366| 421.2720| 8245101 | 412.7587 | 823.5261 | 4122667 | 8255179| 413.2626| 8265257 413.7665| 7
N + :| :i 1 ‘:J’l\ |: :: :d aﬁ % f_;l t:: 1 S 8 a 8 1417020235 | B51.5154(1684.9969 | B43.0021 |1684.0129 | 842.5101(1719.0500 | B&0.0287 | K | 666.4046 740.4890 | 370.7481| 723.4624| 362.2348 7244702 | 362.73B8| 725.4781| 363.2427| 6
T\l + Jt\:: :G : Nﬁ :: 'f+\| W (& 1) 'I\‘ a: : c+\‘N U ; d 15(1799.0762 | 00,0418 |1782.0457 | 891.5285 |1781.0657 | 891.0365 [1816.1028 | 908.5550| P 5693518 612.3940  306.7006| 5953675 | 2981874 596.3753 | 2986913 597.3831| 299.1852| 5
,_L ;t SII |¥ ! I 'I\' : \ | AT ] t;l T\l t+\l 16(1870.1134| $35.5603 |1853.0868 | 927.0470 | 18521028 | 926.5550 [1887.1399 | 944.0736( A 5153412 258.1743| 4983147 | 249.6610 499.3225| 250.1649| 5003303 | 250.6688| 4
bt 9 r|J:: :'3‘ : : :I ! : ‘:_]: : E\‘ : 'l\I 17|1983.1974 | 992.1024|1966.1709 | 983.5891 |1965.1869 | 983.0971|2000.2240 [1000.6156( | 3992463 | 4132019 4443041 | 222.6557| 427.2776 | 2141424 428.2854 | 214.6463| 429.2932| 2151503| 3
\E§ ‘:J | | ': || : I I‘ “ ‘ | '|I : | )\ | 18|2139.2985 |1070.1529|2122.2720 10616396 | 2121.2880 | 1061.1476 [2156.3251 [1078.6662| R | 229.1295 331.2201 | 166.1137 | 314.1935 | 157.6004 315.2013| 158.1043| 316.2092| 158.6082| 2
I ‘ T | T [l I|| ! | I| | |I T 11 | | | 1 T | T T T 19 R 73.0286 175.1190| 880631 1580924 79.5498 159.1002 B0.0538| 160.1081 BO.SSTT| 1
200 400 00 800 1000 1200 14060

Monoisotopic mass of neutral peptide Mr{calc): 2312.40z29

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
V¥ariable modifications:

K3 : Trimethyl (EK)

Iong Score: 75 Expect: 3.9e-05

Matches : 55/315 fragmwent ions using 63 mosSt intense peaks [help)

Mascot Search Results: Peptide View
HRKme3VLRDNIQGITKPAIRR



WEME Fragmentation of HREVLREDNIOQ GITEPATRR
Found it sp|P62806[H4_NOUSE i fecz 10090, Histone H4 OS=Mus musculus GIN=Hist1hda

Match to Query 3669; 2298, 376720 from(460.632620,5+) intensity(315840.6300) scans(3829) rinseconds(2173.965) index(2452)

Title: 2453: Sean 3829 (H=36.2328) [¢p749\Proteomics\ ORBI Randreamizz 20110517 sperm_trypsin GC_ETD CIDV20110517_01_NaCl 1 RAW]

Data file 20110517_01_NaCl_1.mgf

Chck mouse within plot area to zoom i by factor of two about that pomnt

Or, _Platfrom | [T00

Label all possible matches © Label matches used for scoring

to |1EDD Da Full range

Show Y-amiz [

# b b b* [ b° B+ € ¢t |Seq.| w w ¥ ¥+ ¥ yr ¥ ¥ 1 1 242 2t | #
1| 1380662 69.5367 155.0927 780500 H 19
2[ 2947673 | 1475673 277.1408| 139.0740 311.1938 | 1561006 R |2060.2451 21623356 | 10816715 | 2145.3091 | 107315682 | 21443251 10726662 | 21463169 | 1073.6621 |2147.3248 | 1074166018
3| 4502936 | 225.6504| 433.2670| 217.1371 467.3201 | 2347637 K [1904.1188 2006.2345 | 1003,6209 | 1989.2080 | 9951076 [1988.2240 | 9946156 19902158 | 995.6115 [ 1991.2236 | 996.7155 |17
4| 5493620 | 275.1B46| 532.3354| 26656714 566.3885 [ 283.6979( V |1819.0661 1850.1083 | 525.5578 |1833.0817 | §17.0445[1832.0977 | 916.5525|1834.0896 | 917.5484 |1835.0974 | 918.0523 16
5| 6624460 | 331.7267| 6454195 3232134 6794726 340.2399| L |1691.9664 17510399 | B876.0236|1734.0133 | 867.5103[1733.0293 | B67.0183|17350211 | 868.0142 |1736.0290 | 868.5787 (15
6| 8185472 | 409.7772 8015206 4012639 8355737 | 4162905 R |1535.8653 1637.9558| 8194815 16209292 | 810.9683 16199452 | 8104763 (16219371 | 611.4722 1622.9423 | 811976114
7| 9335741 467.2907| 916.5475| 458.7774| 915.5635| 458.2854| 9506006 | 475.8040( D |1420.8383 1481.8547 | 741.4310|1464.8281 | 732.9177 [1463.8441 | 732.4257 | 14658360 | 733.4216 | 1465.8438 | 733.9255 (13
8(1047.6170 | 524.3121|1030.5905 | 515.7989 (1029.6065 | 515.3069 10646436 | 532.8254( N |1306.7954 1366.8277 | 683.9175|1349.8012 | 675.4042 (13488172 674.9122|1350.8090 | 675.5081|1351.8168| 676.4121(12
9(1160.7011 | 580.8542| 11436745 | 5723409 (11426505 | 571.8489 |1177.7276 | 589.3675( 1 |1207.7270|1221.7426|1252.7848 | 626.8960 (1235.7583 | 618.3828|12347743 | 617.8908 (12367661 | 618.8867 |1237.7739| 619.3906 (11
1012887507 | 644.8835 12717331 | 6363702 [1270.7491 | 6358782 13057862 | 6533967 Q [10856527 1139.7008| 5703540 112256742 | 5618407 | 11216002 5613487 11236820 | 562.3447 [1124.8899 | 562.8486)10
1113457811 | 6733942(1328.7546 | 6645509 1327.7706 | 6643880 (13628077 | 6819075 G 10116422 | 5063247 | 9946156 | 497.8115| 9936316 497.3194]995.6235 | 498.3154| 0966313 | 498.8193| 9
12|14588652 | 729.9362 |1441.8386| 721.4230|1440.8546 ( 7209310 (14758917 | 738.4495| | 909.5629  923.5785| 9546207 | 477.8140| 937.5942 | 469.3007 | 9366101 | 468.8087 | 9386020 | 469.8046( 939.6098 | 470.3085| 8
13(1559.9129 | 7804601 15428863 | 7719468 15419023 | 7714548 15769394 | 7869733 T | 60B.5152| 8104944 8415366 | 421.2720 8245101 | 4127587 | 8235261 | 412.2667 | 8255179 | 413.2626 | 8265257 | 413.7665| 7
14[1688.0078 | 8445076 16709813 | B35.9943 [1669.9973 | 835.5023 17050344 853.0208| K | 6664046 7404890 | 3707481 | 7234624 362.2348 7244702 | 362.7388 | 7254781 | 363.2427 6
151785.0606 | 893.0339 17680340 | 8345207 1767.0500 | 884.0287 18020871 | 901.5472| P | 5693518 6123940 | 306.7006| 5953675 | 298.1874 5063753 | 2086913 | 5973831 | 200.1952| §
16(1856.0977 | 928.5525|1839.0712| 9200392 |1838.0871 | 919.5472 [1873.1243 | 37.0658| A 5153412 2581743 | 4983147 | 2496610 499.3225 | 250.1645 | 5003303 250.6688| 4
17(1969.1818 | 085.0945(1952.1552 | 9765813 1951.1712 | 676.0892 [1086.2083 | 993.6078| 1 | 399.2463| 4132610 4443041 | 2226557 | 427.2776 | 2141424 428.2854 | 2146463 4292932| 215.1503] 3
18(2125.2829 [1063.1451 | 2108.2563 [1054.6318 | 2107.2723 | 1054.1398 | 21423004 [ 1071.6584 | R | 2291295 331.2201 | 166.1137| 314.1935 | 157.6004 315.2013| 1561043 | 3162002 | 158.6082| 2
19 R | 730084 175.1180| 88.0631| 158.0924| 79,5408 159.1002| B800538| 160.1081| 80.5577| 1
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Monoisotopic mass of neutral peptide Mr{calc): ZzZ93.3572

Fixed modificationg: Carbamidomethyl (C) (apply to specified residues or termini only)

¥ariable modifications:

K3

Dimethyl KR (KR

Tons Score: 76 Expect: 5.5e-05

Matches

53/318 fragwent ions using 44 most intense peaks (help)

Mascot Search Results: Peptide View

HRKme2VLRDNIQGITKPAIRR




MEMAS Fragmentation of KVLRDNIQGITEPATR
Found in sp/P62806[H4_NIOUSE in fgez 10090, Histone H4 OS=hdus rusculus GIMN=Hist1hda

Wlatch to Query 23100 1835, 109856 from{d59. 784740 4+) intensity(6 207 18.1300) scans(3597) rtinseconds(2041 8003} index(1993)
Title: 1996: Scan 3597 (t=34.0317) [sMp 749 Proteomics\ORBL_Nandreamizz 201110127 _sperm_trypsin, ETD_CIDW20110127_08 ON7_saltex R AW
Data file Wgcz-ms uzh ch\p 743\ Proteomics\ORBL 2andreamizzi 20110127 _spenm_trypsin ETD CIDWmgf  low_res W52 nemerge\20110127_08_OI7_saltes mgf

Click mouse within plot area to zoom in by factor of two about that pomnt

Or,  Plotfram | |1DD to |1?DD Da Full range

Label all possible matches ¢ Label matches used for scoring
Show Yoaxis [

Monoisotopic mass of neutral peptide Mr{calc): 1535.1105

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

V¥ariable modifications:

K1 : Methyl KR (KR]

Tonsg Score: 54 Expect: 6.7e-08

Matches : 52/269 fragment ions using 46 most intense peaks (help)

Mascot Search Results: Peptide View

KmelVLRDNIQGITKPAIR

P — T * b b+ b* [iad B° bo+ [3 <+ |Seq. w w ¥ ¥y ¥ il ' Yot z+1 1+ 242 2427 | #

i — /‘S /t 2 1| 143.1179| 72.0626 | 126.0913 | £3.5493 160.1444 | B05759| K 16

e 3 g: g —_ N 2| 2421863 |121.5968 | 225.1598 |113.0835 259.2129| 130.1101| V |1662.9550 1694.0072 |847.5072 | 1676.9806 | B38.3939 | 1675.9966 |838.5019 | 1677.9884 | 839.4979|1678.9963 [840.0018 |15

‘;‘ ‘_;1 H: I3\ c -'tl 3| 355.2704|178.1388 | 338.2438 |169.6255 372.2969 | 1866521 L |1535.8653 1594.9388 [797.9730 |1577.9122 | 789.4597 | 1576.9282 | 788.9677 | 1578.9200 | 789.9637 | 1579.9279(790.4676 |14

:l ; 85 *-HJ ‘:N 8 4| 5113715 |256.1894 | 494.3449 | 2476761 528.3980 | 2647027 R [1379.7641 1481.8547 | 741.4310 [ 1464.8281 | 7329177 | 1463.8441 | 7324257 | 1465.8360 | 733.4216 | 1466.8438 | 733.9255 |13

:t 9 :O /ﬁ N N 5| 6263984 (313.7028 | 609.3719|305.1896 | 6083879 (304.6976| 643.4250| 3222161 D |1264.7372 1325.7536 |563.3804 |1308.7270 | 654.8672 | 1307.7430 |654.3751 | 1309.7349 | 655.3717|1310.7427 |655.8750 |12

e ‘lJ L,t.‘\.l 5; 1 1 -'tl 6| 7404413 (3707243 | 723.4148 |362.2110 | 722.4308|361.7190| 757.4679|379.2376| N |1150.6943 1210.7266 |605.8670 [1193.7001 | 597.3537 | 1152.7161 |596.8617 | 1194.7079 | 597.8576 [ 1195.7157 | 598.3615 |11

f+: I :+ ::'l\‘ q! ﬁ g 8 7| 8535254 |427.2663 | B36.4989|418.7531 | B835.5148(418.2611| 870.5520 (435.7796| | |1051.6259|1065.6415|1096.6837 | 548.8455 [1079.6572|540.3322 | 1078.6731 |539.8402 | 1080.6650 | 540.6367 | 1081.6728|541.3400 |10

: @ I(t : :: .pl.hh E N : B| 9815840 |491.2956 | 964.5574 |482.7824 | 963.5734482.2904| 998.6105 |499.8089| Q 9095516 983.5996 |492.3035 | 966.5731|483.7902 | 965.5801 |483.2982| 967.5809 |484.2947| 968.5887 |484.7980 | 9

/1; 1 ‘:J ‘\C—>| I I: ass +: l'+\| -'tl 9(1038.6055 |519.8064 [1021.5789|511.2931 | 1020.5649|510.8011|1055.6320 |528.3196 | G 855.5411|428.2742 | 838.5145(419.7609 | 837.5305 [419.2689| 839.5223 (420.2648| 840.5302|420.7687 | 8

C : i' 5 : :' % +1 &\ 1 8 10 11516895 |576.3484 |1134.6630 | 567.8351 [1133.6790|567.3431| 1168.7161 |584.8617 | 753.45618| 767.4774| 798.5196|399.7634| 781.4931|391.2502 | 780.5090 (390.7582| 782.5009 | 397.7547| 783.5087392.2580| 7

‘;' : ’WI :'\L: :: :‘Pé:‘.a a Q B E 111252.7372 |626.8722 [1235.7106 | 618.3590 [1234.7266 | 617.8670|1269.7637 |635.3855| T 6524141 6543933| 685.4355|343.2214| 668.4090|334.7081 | 667.4250|334.2161| 669.4168 | 3352120| 670.4246| 3357160 | 6

:!‘ : % E : :: ::r':& § E g 8 : 12 |1380.8322 |690.9197 | 1363.8056 | 682.4064 [1362.8216|681.9144| 1397.8587 | 6994330 K 5103035 5843879 |292.6976 | 567.3613 |284.1843 568.3691 | 2B4.6B82| 569.3770| 285.1921| 5

; 1 I\!I. 8 :I : '\.‘: & H & : a B 13|1477.8849 |739.4461 |1460.8584 | 730.9326 | 1459.8744 | 730.4408| 14949115 |747.9594| P | 413.2507 456.2929 |228.6501 | 439.2663 |220.1368 4402742 | 2206407 | 441.2620| 221.1446 | 4

C : i' [} I: |§‘ ’E: \g - tl : g g 14 1548.9220 | 774.9647 |1531.8955 | 766.4514 [1530.9115|765.9594 | 1565.9486 |783.4779| A 359.2401 |180.1237 | 342.2136(171.6104 343.2214|172.1143| 344.2292| 1726183 | 3

~ t+: :+ a\: :‘IT\I :: :% g @ rv“' /L : Q T\l ~ -l‘-\l 15|1662.0061 |831.5067 | 1644.9796 | 822.9934 | 1643.9955 (822.5014 | 1679.0327 |840.0200| | 243.1452| 257.1608| 288.2030|144.6051| 271.1765|136.091% 272.1843 | 1365958 273.1921| 137.0997 | 2

d n: I+ ‘+—0| : :: Iy :N ‘;'I e ‘IJ $ : S - : Q é 16 R 73.0284 175.1190| 8B.0631| 158.0924| 79.5498 159.1002| B0.0S38| 160.1081 BOS577| 1
8‘ CREv s T3 0§ 8
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MEMS Fragmentation of KVLRDNIQGITEPATR

Found in sp/P62806[H4_NWIOUSE in feez 10090, Histone H4 O5=NWus musculus GIN=Hist1h4a

Match to Query 3895 1863, 141176 from(466.792570,4+) intensity (B0800.3440) scans(3445) rtinseconds(2382.7402) index({1605)
Title: 1461 Scan 3445 (1t=32.7123) [s\p 749 Proteomics\ORBI 2\andreamizzi 20110310_sperm_ trypsin chymo_AspI ETD CIDAZ0110311_37_WaCl trypsin SCIH 3 FAW]
Data file Tip749Proteomics'lascotimgfo0 20110426 sperm rerun trypsin 2nd ETD run WaCl 3C3mascot_dasmon_merge mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfrom | |1UU to |1SUU Da Full range

Label all possible matches & Label matches used for scoring
Show Y-axis [

t| b b+ b* b Bb? b+ < c+ [Seq.| w w y ¥ ¥ yr ¥ ¥+ z+1 21t | 242 | ozt |4
1 1711492 86,0782 [ 1541226 77.5650 188.1757 | 943915] K 16
2| 270.2176[135.6124 | 2531911 [127.0962 287.2442| 1441257 V' [1662.9650 16940072 [847.5072 [ 1676.9806 [838.9939 | 1675.9966 38,5019 1677.9884 [839.4979 [ 1675.9963 840.0018 [15
3| 3833017 1921545 | 3662751 1836412 400.3282 2006677 | L |1535.8653 1594.9388 [797.8730 [ 1577.9122 [ 789.4557 | 1576.9282 | 788.9677 | 15769200 |789.9637 [ 1579.9279( 790.4676 14
4| 539.4028 2702050 522.3762[261.6918 556.4203 (278.7183| R [1379.7641 14818547 741.4310 [ 1464.8281 [732.9177 14638441 [ 732.4257 | 1465.8360 [ 733.4216 [ 1466.8438 733.9255 13
5| 6544207 [327.7185 | 637.4032[319.2052 | 636.4192[3187132| 6714563 [336.2378| D [12647372 1325.7536 6633604 1308.7270 [654.8672 [ 1307.7430 [ 6543751 1309.7349 [655.3711 [ 1310.7427 | 655.8750 [12
6| 768.4726 [384.7400| 751.4461 (3762267 | 7504621 (375.7347| 7854992 (393.2532| N [11506943 1210.7266 [605.8670 | 1183.7001 [597.3537 11927161 | 596.8617 | 11947079 | 597.8576 | 1195.7157 | 598.3615 |11
7| 8815567 [441.2820 | B64.5302 (4327667 | B635461|432.2767| 89B.5633 [449.7953| | [1051.6259 [1065.6415[1096.6637 [548.8455 10796572 540.3322[ 1078.6731 [539.8402 | 10806650 | 540.8361 |1081.6728  541.3400 10
81009.6153[5053113 | 992.5887 [496.7980 | 9916047 496.3060(1026.6418 [5713.6246| Q | 9095516 983.5995(492.3035 | 9665731 [483.7902 | 965.5891 [483.2982| 967.5809| 484.2941 | 968.5687 | 484.7980| 9
91066.6368[533.8220 [1049.6102 [525.3087 10486262 | 5248167 | 1083.6633 [542.3353| G 855.5411(428.2742 | 838.5145[419.7609| 837.5305 [419.2689| 839.5223 | 420.2648 | 8405302 4207687 8
10{1179.7208 [590.3640 [1162.6943 [581.8508 | 11617103 5813568 | 11967474 [598.6773| | | 753.4618| 767.4774| 798.5196|399.7634| 781.4931(391.2502 | 7805090 [390.7562| 762.5009 | 391.7541 | 783.5087| 3922580 7
111280.7685 [640.8879 [1263.7419 [632.3746 | 1262.7579 631 86826 | 1297.7950 [649.4072| T | 652.4141| 6543933 685.4355 [343.2214| 668.4090[334.7081 | 667.4250(334.2161| 6694168 335.2120( 670.4246( 3357160 6
12{1408.8635 [704.9354 [1391.8369 [696.4221 [ 13908529 695.9301 | 1425.6900 713.4486| K | 5103035 564.3879(292.6976 | 567.3613[284.1843 568.3691 | 2646882 | 569.3770[ 285.1921[ 5
13[1505.9162 [753.4618 [1488.8857 | 7448485 | 1487.9057 | 744 4565 | 1522.9428|761.9750| P | 4132507 456.2929[228.6501 | 439.2663 2201368, 2402742 | 2206407 | 441.2820( 2213445 | 4
14{1576.9533 [788.9803 [ 1559.9268 | 780.4670 15589428 | 779.9750 | 1593.9799 |797.4936| A 359.2401(180.1237 | 3422138 [171.6104 3432218 1721143 | 3442292 1726183 3
15(1690.0374 [845.5223 [1673.0109 [37.0091 [ 1672.0268 836 5171 | 1707.0640 [654.0356| | | 243.1452( 257.1608 268.2030]144.6051| 271.1765136.0919 272.1843| 136.5958 | 2731921 137.0097 | 2
% R [ 730284 175.1190( 88.0631 [ 1580924 79.5498 159.1002| 80.0538 | 160.1081| 805577 1
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Monoisotopic mass of neutral peptide Mr{calc): 1563.1415

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Trimethyl (K)

Ions Score: S4 Expect: 5.4e-06

Matches : 39/269 fragment ions using 44 most intense peaks

help)

Mascot Search Results: Peptide View

Kme3VLRDNIQGITKPAIR




WSS Fragmentation of EVLRDNIQGITEPATR
Found i sp|P62806[H4_LWOTUSE i fgez 10090, Histone H4 O3=Nus musculus GIN=Hizt1hda

Match to Query 2466: 1863.139336 from(466.792110,44) intensity(1156701.1000) scans(3847) rhinseconds(2260.0869) index(2233)
Title: 2234 Sean 2347 (=37 66510 [sp 749 ProteomicsVOERL Dandrearmizzy 20110310 _sperm_trypsin chymo_Aspl ETD CITAZ0110310_05_rep  ON7T EAW]
Data file Wzez-ms.uzh chip 749 Proteomics\ORBIL Zlandreamize 20110210 _sperm_trypsin_chymo_Aspld ETD CIDWmgf low_res MS2 nomergel20110310_05_rep ON7T.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or,  Plotfram | |1SD to |1150 Da Full range

Label all possible matches & Label matches used for scoring

Show Toas [
* b bt b* b# b bo € <t [Seq.| w ' ¥ ¥ ¥ e ¥ e z+1 EX had 242 22+ | #
+ 1| 1430179 720626 1260013 63.5483 160.1444| 805759 K 16
i 5 + 2| 2421863 [ 1215968 | 225.1508[112.0835 259.2120(130.1101 [ V [ 16909963 172203685 [861.5229 | 1705.0119 [853.0096 | 1704.0279|852.5176 [ 1706.0197 [853.5135 [1707.0276 [854.0174 [15
v =4 5 3| 3552704 [178.1388 | 338.2438[169.6255 3722969 1866521 L [1563.8966 16229701 [811.9887 [ 1605.9435 [803.4754 [ 1604.9505 | 802.9834 | 1606.9513 [803.9793 [ 1607.9552 | 804.4832 [ 14.
= g T 4| s39.4008( 2702050 5223762 2616918 5564203 (278.7183 R [1379.7641 1509.8860 | 755.4465 | 1492.8594 | 746.9334 1491 8754 746.4413 [ 1493.8673 [747.4373 [1494.8751 [ 747.9412 [13
g@ . o 5| 654.4297 [327.7185 637.4032[319.2052 | 6364192 [318.7132 | 6714563|3362318| D [1264.7372 1325.7536[663.3804 | 1308.7270 [654.8672 | 1307.7430 | 654.3751 [ 1308.7348 (6553711 13107427 | 655.8750 12
A=Y oL 6| 7684726 364.7400( 7514461 (3762267 | 750.4621(375.7347 | 7854992 (3932532 N [1150.6943 1210.7266 [605.8670 | 1193.7001 [597.3537 11927161 | 596.8617 | 1194.7078 [567.8576 [1195.7157 | 598.3615 11
M g a 7| 881.5567 [441.2820 | 864.5302[432.7687 | B63.5461(432.2767 | 898.5833[449.7953[ | [1051.6259 |1065,6415| 1096.6837 |548.8455 1079.6572 [540.3322 10786731 | 539.8402 | 1080.6650 [540.8361 | 1081.6728 [ 541.3400 10,
| ‘.? ES 81009.6153 [ 505.3113 992.5887 [496.7980 | 991.6047 [496.3060 [10266418[513.8246| Q | 900.5516 983.5996 492.3035 | 966.5731 4837902 | 965.5891(483.2082| 967.5809 4842641 | 968.5887 [484.7980| ©
. . :: ﬁ 910666368 [533.5220 1049.6102 [525.3087 [1048.6262 | 524.8167 |1083.6633 | 5423353 G 855.5411[426.2742 | 8385145 4197600 | 837.5305[419.2680| 839.5223 4202648 | 840.5302 (4207687 | &
m ! i a 1011797208 5503640 1162.6943 [581.8508 [1161.7103 | 581.3588 | 1196.7474 5988773 1 | 753.48618| 7674774 798.5196 [399.7634 | 781.4831[391.2502 | 780.5090(390.7582 | 7825009 [391.7541 | 7835087 3922580 7
o ' o= 4 11[1280.7685 [640.8879 [ 1263.7419 [632.3746 12627579 6318826 [1287.7950 6494012 T [ 6524141 6543933 | 685.4355 3432214 | 6684090 (334.7081 | 667.4250(334.2161 | 669.4168 3352120 | 6704246 (3357160 &
b | G: § é 12(1408.8635 [ 7049354 1391.8369 [696.4221 [1390.8529 | 695.9301 [1425.8900 713.4286 K | 5103035 5843879 2926976 | 567.3613|284.1843 5683691 (2846882 | 569.3770 2851921 5
b G @: i " = 13[1505.9162 | 7534618 | 1488.8897 [ 744.9485 1487.9057 | 744.4565 | 1522.9428 7615750 P | 413.2507 456.2929 | 228.6501 | 439.2663 2201368 440.2742 2206407 | 4412820 (2211446 4
@ + EN o ! = 14(15769533 | 7869803 | 1559.9268 [ 780.4670 1558.9428| 779.9750 | 1593.9799 7974936 A 359.2401 [ 180.1237 | 342.2136[1716104 3432214 (1721143 | 344.2292 (1726183 3
25 i é: ' @ . 15(16900374 | 8455223 1673.0109[837.0091 1672.0268 | B36.5171[1707.0640[854.0356 1 | 243.1452 | 257.1608 | 208.2030 1446051 | 271.1765 1360819 272.1843[136.5958 | 273.1921[137.0997 2
o 5 B: | = ' ?\' 2 1% R [ 730284 175.1190 88.0831 | 158.0924| 79.5498 159.1002 | 80.0538 | 1601081 80.5577 [ 1
o8 B0 ‘ | ‘ >
; L '|'||| :il IIIi I|II.II| || nl ; — | I| ; .
250 a0 Ly

Monoisotopic mass of neutral peptide Mr{calc): 1563.1415

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

K1 : Methyl KR (KE)

R4 : Dimethyl KR [(KR)

Ions Score: 35 Expect: 0.042

Matches : 237269 fragmwent ions using 48 most intense peaks (help)

Mascot Search Results: Peptide View

KmelVLRme2DNIQGITKPAIR




SIS Fragmentation of EVLRDNIQGITEPATR
Found in sp/P62806/H4_MIOUSE infgez 10090, Histone H4 O3=Mus musculus GIN=Hist1h4a

Match to Query 3077: 1849.125492 from(617.382440 3+) intensity(522432.8100) scans(4360) ttinseconds(2417. 348) index(2873)
Title: 2874: Scan 4360 (1=40.2891) [s\p 749\ Proteomics\ ORBIL Qandreamizzi_ 20110517 sperm_trypsin. GuC_ETD CIDV20110517_01_NaCl 1 RAW)]

Data fils 20110517_01_NaCl_1.mgf

Click mouse within plot area to zoom i by factor of two about that pont

Or,  Plotfrom | IZDD to |1QDD Da Full range |

Label all possible matches © Label matches used for scoting
Show Y-axis [

Monoisotopic mass of neutral peptide Mr{calc): 1549.1261

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or terwmini only)

Variable modifications:

Kl i Dimethyl KR (ER)
Ions Score: 53 Expect: 3Je-06
Matches : 33/269 fragmwent ions using 38 most intense peaks (help)

Mascot Search Results: Peptide View

Kme2VLRDNIQGITKPAIR

~ » b b+ b* b b b+ c ot |Seq. w w ¥ ¥ ¥ y ¥ yOte 41 1 242 242+ | #

i 1 1571335 79.0704[ 1400070 705571 174.1601 | 82.5837| K 16

@ 2| 2562020( 1286046 | 239.1754[120.0913 2732285 |137.1179| V |1662.9650 1694.0072 | 8475072 1676.9806 [538.0930  1675.9966 |B38.5019 [1677.9684 |839.4375 | 16769963 [6400073 15

% 3| 369.2860 1851466 | 352.2595 1766334 386.3126 1936599 L |15358653 15949388 797.97301577.9122 [789.4597 [ 1576.9282 [ 788.9677 [1576.9200 | 789.9637 | 15799279 7904676 [14

hy 4| 525.3871 [263.1972 | 5083606 [254.6839 5424137 [271.7105| R [1378.7641 14818547 | 7414310 1464.8281 [732.9177 | 1463.8441 [732.4257 [1465.8360 | 733.4216 | 14668438 7339255 13

- i 5| 640.4141(320.7107 | 623.3875[312.1974| 622.4035(311.7054 657.4406[329.2239| D [12647372 1325.7536 6633804 1308.7270 [654.8672 | 1307.7430 (6543751 [1309.7349 655.3711 [1310.7427 [655.8750 [12

i =] 3] 6| 7544570 (377.7321 | 7374304 [369.2189 | 7364464 3687269 771.4835 352454 N [1150.6943 1210.7266 6058670 [ 1193.7001 [587.3537 [ 1192.7161 [596.8617 | 1194.707%557.85761195.7157 [ 5983615 [11

bl g b o~ 7| 867.5411[434.2742 | B50.5145[425.7609 | 849.5305[425.2689 | 8845676 4427674 | [1051.6259[1065.6415 1096.6837 5488455 | 1079.6572 (5403322 1078.6731 [539.8402 [1080.6650 [540.8361 | 10816728 541340010

2 M I g 8| 9955096 [498.3035 | 978.5731[480.7902 | 677.5891(489.2982 [1012.6262 [s06.8167 @ | 9085516 583.5996(492.3035 | 966.5731 [483.7502| 965.5691 [463.2982 | 967.5809 (4842941 | 9685887 [a84.7980| 9

@ i b é o o 5(10526211 [526.8142 10355946 518.3009 [ 1034.6105 [ 517.808% [1069.6477 [535.3275 | & 855.5411( 4282742 8385145 [419.7609| 837.5305 [419.2689 | 6395223 (4202648 | 840.5302 (42076687 | 8

o E g = ? o 1011657052 5833562 11486786 574.8429 [1147.6946| 5743503 [1182.7317 [591.8695 | | | 7534618 767.4774| 798.5196[399.7634| 781.4931 [391.2502( 780.5090 3007582 | 7825009 [391.7541 7835087 3522580 7

s N = TI\, N o 11(1266.7528 633.8801 [1249.7263 | 625.3668 [ 1248.7423 6248748 [1283.7794 [642.3033 | T | 6524141 6543933 | 685.4355(3432214| 6684090 [334.7081| 667.4250 (3342161 | 6694768 (3352120 670.4246(335.7160| 6

o 5! ,_: ) o § & 1213948478 6579275 [1377.8213 | 689.4143 [1376.8372 | 6889223 | 1411.8744[706.4908 K | 5103035 584.3879( 2926976 | 5673613 2841843 568.2697 [284.6882 | 569.3770 [285.1921 [ 5

o ol = = = Y = - 13 [1491.8006 | 746.4539 [1474.8740 737.8407 [1473.8%00| 737 4486 15089271 7548672 P | 4132507 456.2929( 2286501 | 439.2663 [220.1368 4402742 [2206407 | 441.2820(221.1446 | 4

a ‘o . | ‘-;'N - T Ay . ? = 141562.9377 7810725 [1545.9111 [ 773.4592 [1544.9271 729672 | 15799642 7904858 A 350.2401(180.1237 | 3422136 1716104 343.2214 (1721143 ] 384.2202 1726783 3

T A ' X! 2 g ,_" M = @ = 15[1676.0218|838.5145 [1658.9952 | B30.0012 16580112 829.5092 | 1693.0483 [847.0278| | | 243.1452| 257.1608| 2882030[1446051| 271.1765 [136.0919 272.1843[136.5958 | 273.1921(137.0997 | 2

a~ % : %: 3 % P % g o z 15, io 16 R | 730284 1751190 68.0631| 1560024 79,5498 1591002 | 80.0538| 160.1081| 805577 1
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MEME Fragmentation of EVLEDINIQGITEPATR.
Found in sp|P62806[H4_NOUSE in fgez_ 10090, Histone H4 OS=MMus musculus GIN=Hizt1hda

Match to Query 2073 1849 126416 from(463. 288880,44) intensity(309250.4400) scans(4176) rinseconds(2380.369) index(2556)
Title: 2557 Scan 4176 (11=329 6728) [o\p 749 Proteomics\OEBL MNandrearnizs 20110517 _sperm trypsin, Gl ETD CTOA20110519_04_trypsin swimup_NMaCl 2 BAW)
Data file Wgez-ms uzh chip 749 Proteomics\OEBL DNandrearizz 20110517 _sperm trypsin, Gl ETD CTDWmgf  low_res M32 nomergel2011051%_ 04 trypen swimup_MHaCl 2 mgf

Click mouse within plot area to zoom i by factor of two about that point

Or, | Plotiram | [150 to [800 Da

Label all possible matches

Full range |
Label matches used for scoring

Show Yoaxiz [
Mo leloleeldlezlcleElclols loele ol ® ol a5 = o580
1 1| 143.0179| 72.0826| 1260913 63.5493 160.1444| B0.5759| K 16
a 2| 242.1863| 1215968 | 225.1598(113.0835 259.2129(130.1101| V |1676.9806 1708.0228 (854.5150 [1690.9963 | 846.0018 | 1690.0122 | 845.5098 | 1692.0041 |846.5057 [1693.0119 [847.0096 |15
=) 3|355.2704 | 178.1388 | 33B.243B(169.6255 3722969 186.6521| L |1549.8809 1608.9544 (8049808 | 1591.9279 | 796.4676 | 1590.9438 | 795.9756 | 1592.9357 | 796.9715 | 1593.9435 | 797.4754 (14
— + : 4| 5253871 263.1972| 5083606 |254.6839 5424137|271.7105| R |1379.7641 1495.8703 (748.4388 | 1478.8438 | 739.9255 | 1477.8598 | 739.4335 | 1479.8516 | 740.4294 [ 1480.8594 | 740.9334 |13
3‘3" 5: 5| 640.4141|320.7107 | 6233875 [312.1974 | 622.4035|311.7054 | 657.4406)|329.2239| D [1264.7372 1325.7536 (663.3804 [1308.7270 |654.8672 | 1307.7430 | 654.3751 | 1309.7349 |655.3711 [1310.7427 |655.8750 |12
H S: 6| 754.4570 |377.7321| 737.4304 |369.2189 | 736.4464 |368.7269 | 771.4835|386.2454| N |1150.6943 1210.7266 (605.8670 [1193.7001 [ 597.3537 | 1192.7161 | 596.8617 | 1194.7079 | 597.8576 [1195.7157 | 598.3615 |11
+ z\: 7| 867.5411| 4342742 | 8505145 (425.7609 | 849.5305 |425.2689 | BB4.5676 |442.7874| | [1051.6259|1065.6415(1096.6837 |548.8455 |1079.6572 |540.3322 | 1078.6731|539.8402 | 1080.6650 |540.8361 [1081.6728 |541.3400 |10
é i: B| 995.5996 |498.3035| 978.5731(489.7902 | 977.5891 |489.2982 | 10126262 |506.8167| Q 909.5516 D83.5996 (452.3035 | 966.5731 |483.7902 | 965.5891|483.2982| 967.5809 4842941 | 968.5887 |484.7980| 9
S ﬂ: 911052.6211 |526.8142 |1035.5946 (5183009 (1034.6105 |517.8089 |1069.6477 (535.3275| G B55.5411 |428.2742 | B3B.5145|419.7609 | 837.5305)|419.2689| 839.5223 (420.2648 | B40.5302 (420.7687 | 8
8 + '? é: 10(1165.7052 [583.3562 | 114B.6786 |574.8429 [1147.6946 5743509 | 1182.7317|591.8695| | 7534618 767.4774| 7985196 |399.7634 | 781.4931|391.2502 | 780.5090(390.7582| 782.5009 [391.7541 | 783.5087 |392.2580| 7
‘3" é : ] 1 11[1266.7528 |633.6807 | 1249.7263 |625.3668 |1248.7423 [624.8745 | 1283.7794 6423933 | T 6524141 | 6543933 | 685.4355 |343.2214 | 6684090 [334.7081| 667.4250|334.2161| 669.4168 3352120 670.4246 |335.7160| 6
— ’_" E ] a — 12(1394.8478 |697.9275 | 13778213 |689.4143 | 1376.8372 [688.9223 | 1411.8744 | 706.4408| K 5103035 584.3879 | 2926976 | 567.3613 |284.1843 568.3691 |2B4.6882 | 569.3770 |285.1921| §
1 % g H @ g g 13 [1491.9006 | 746.4539 | 1474.8740 | 737.9407 | 1473.8900 | 737.4486 | 1508.9271 | 754.9672| P 413.2507 456.2929 | 225.6501 | 439.2663 | 220.1368 440.2742 | 2206407 [ 441.2820 [221.1446 | 4
S [ ] 4 — I (+\l N +\ 14(1562.9377 | 781.9725 | 15459111 |773.4592 [1544.9271 (7729672 | 1579.9642 | 790.4858| A 359.2407(180.1237 | 342.2136 |171.6104 343.2214 (1721143 | 344.2292 1726183 3
3’\ a : I I :: /t g 8 'I\‘ G /t 15|1676.0218 | B38.5145 [1658.9952 (830.0012 | 1658.0112 | B29.5092 | 1693.0483 |847.0278| | 243.1452| 257.1608| 288.2030 | 1446051 | 271.1765 [136.0919 272.1843 [136.5958 | 273.1921(137.0997 2
g | E : @ @ :: g t‘ ; 73’\ g 16 R 73.0284 175.1190 | BB.0631 | 1580924 | 79.5498 159.1002 | 80.0538| 160.1081| BO.S577| 1
£ [T ! o
b il ||.|I Al .||| ! I|| il | | | .
200 300 400 500 600 700 800

Monoisotopic mass of neutral peptide Mr{calc): 1549.1261
Fixed modifications: Carbamidomethyl (C) (apply to specified residues

Variable modifications:
K1 : Methyl KR (KR]
R4 : Methyl KR [ER)
Tons Score: 43 Expect:

0.014

Matches : 23/269 fragment ions using 32 most intense peaks (help)

or termini only)

Mascot Search Results: Peptide View

KmelVLRmelDNIQGITKPAIR




WSS Fragmentation of KVLEDNIQGITEPATR

Found in sp/P62806[H4_MOTUSE in fgez 10090, Histone H4 O3=hdus musculus GIN=Hist1hda

Match to Query 3835 1849 126216 from(463.288830,4+) intensity(190233.0500) scans(3455) rhinseconds(2388.7616) index(1611)
Title: 1467: Scan 3455 (n=39.8127) [s\p 749 ProteomicsORBL_2andreamizz 20110310 _sperm_trypsin_chymo_Aspl ETD_CIDAZ0110311_37_NaCl trypsin SCH 3. EAW]
Data file Tp74%Proteomics\iascotngfio0 20110426 sperm rerun trypsin 2nd ETD run MaCl 3T mascot_daemon_merge mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfram | |150 to |BDD Da Full range |

Label all possible matches © Label matches used for scoring @

Show Yoazis [

s/ b b+ b* bt b | Bo < o [seq| w w ¥y ¥ ¥ yere ¥ v [ am [ [ w2 [ e [

1] 1291022 650528| 1120757 s65415 1261288 73.5680] K 16

¥ 2[ 22871707 1145890] 2111481 106.0757 245.1972[123.1022| V| 16909963 1722.0385 (8615229 [1705.0119 | B53.0095 | 1704.0279 852.5176 | 1706.0197 [853.5135 [1707.0276| 854017415

a 3| 3412547 (1711310 3242282 (1626177 3582813|179.6443| L [1563.8966 1622.9701 (611.9887 | 1605.9435 | B03.4754 | 1604.9595 | 802.5834 | 1606.9513 |803.9793 | 1607.9592 | 804.4832 14

= 4| 5253871 | 263.1972 | 5083606 [254.6839 5424137 (2717105 R [1379.7641 1508.8860 [ 7554456 14928594 736.9334 | 1491.8754 | 746.4413 [1483.8673 [747.4373 [1494.8751 | 747.9412 13

Q +: 5| 6404141 (320.7107 | 623.3875|312.1974| 622.4035|311.7054 | 657.4406)|320.2239| D (12647372 1325.7536 663.3804 | 1308.7270 | 654.8672 | 1307.7430| 654.3751 | 1309.7349 | 6553711 |1310.7427 | 655.8750 12

= i 6| 7522570[ 3777321 | 737.4302[369.2189 | 736.0464 3687269 | 7714835 3852454 W [11506983 1210.7266 6058670 [1193.7001 [ 597.3537 [ 1192.7161 | 596.8617 | 1184.7078 [507.8576 [1195.7157 5983615 11

] a 7| 8675411 4342742 | 8505145[425.7509 | 849.5305 [425.2689 | BB4.5675(442.7874| | | 105162591065 6415 10966837 5488455 [1079.6572 | 5203322 1078.6731 [539.8402 [1080.6650 5408361 [1081.6728 5413400 [ 10

g: 8| 995.5006 (4983035 | 978.5731|489.7902 | 977.5891|480.2082 10126262 |506.8167| Q | 9095516 983.5006 (4023035 | 966.5731|483.7902 | 965.5801|483.2982 | 967.5809 |484.2041 | 9685887 |484.7980 | 9

+ - 9[10526211 [526.8742| 1035 59465183009 [ 1034.6105 [517.8089 [1069.6477 5353275 G 8555411 (4282742 | 8385145 219.7509| 837.5305]419.2689 | 8395223 (4202648 8405302 [¢20.7687 | 8

é 5: 10[ 11657052 [583.3562 |1148.6786 |574.8429 [1147.6946 5743509 | 1182.7317 [591.8695| | | 7534618 767.4774| 798.5196|399.7634 | 7814931 |391.2502 | 7B0.5090|390.7562 | 7825008 3917541 | 7835087 |392.2560 | 7

+ S c: 1112667528 |633.6601|1249.7263 |625.3665 1248.7423 | 624.5746 | 1283.7794 (6423933 | T | 6524141 | 6543933 685.4355 3432214 | 6684090 (334.7081( 667.4250|334.2161| 669.4168 3352120 6704246 |335.7160| 6

1 é _? Bl + 1 1213948478 |697.9275 | 13778213 |689.4143 [1376.8372 | 688.9223 | 1411.8744|706.4408| K | 5103035 5843879 (2926976 | 567.3613|284.1843 568.3691 | 2846862 | 560.3770|285.1921| 5

3 =z i é a 13[1491.8006 | 726.4539 14748740 [737.9407 [1473.8900 | 737.4486 | 1508.9271 [754.5672| P | 4132507 456.2929[2286501 | 4392663 [220.1368 4402742 [220,6407 | 441.2820[ 2211436 &

33 4 i d E 1415629377 | 781.9725|1545.9111 |773.4502 [1544.9271 | 772.9672 | 1579.9642 | 790.4858| A 359.2401 (1801237 | 342.2136|171.6104 3432214 (1721143 | 3442292 (1726183 | 3

S . + = - 15[1676.0218 | 838,515 [1658.9952 [830.0012 [1658.0112 [829.5092 [1693.0483 [847.0278| 1| | 243.1452 | 257.1608 288.2030 14258051 | 271.1765 [136.0919 2721843 [136.5958 | 2731921 [137.0997 | 2

- E - /‘: 8 g G é 16 R 730284 1751190 | 88.0631 | 158.0924| 79.5498 159.1002| 80.0538| 160.1081| 805577 | 1
o, i SR Y : = s
Ea - ' I Y

; I ; — I —L Illl ]I ul b ! IIJI|I| ! I|||| ||I| | |.I | ! I: .
200 F00 L) el [1ele] i feele]

Monoisotopic mass of neutral peptide Mr{calc): 1549.1281

Fixed modifications: Carbsamidomethyl (C) (apply to specified residues or termini only)

V¥ariable modifications:

R4 : Dimethyl KR (ER)

Ions Score: 49 Expect: 0.011

Matches : 177269 fragwent ions using 15 most intense peaks {help)

Mascot Search Results: Peptide View

KVLRme2DNIQGITKPAIR




MEMIS Fragmentation of KVLEDINIQGITEPATR
Found in sp/P62806[H4_NIOUSE in fgcz_ 10090, Histone H4 O3=Ius musculus GHN=Hist 1hda

Match to Query 38%94: 1863 141016 from {466 792530 44) intensity( 12536659 0000) scans(3322) rinseconds(2361.4256) index(4541)
Title: 1515: Scan 3322 (11=39.3571) [5'p 749 Proteomics\ORBL 2andreamiza 20110310 _sperm_trypsin_chymo_Aspl_ETD CIDN20110311_34 NaCl trypsin SCH FTEAW)
Data file Yp749Proteomics\Mlascotngf\50 20110426 sperm rerun trypsin 2nd ETD run NaCl SC2mascot_daemon_merge mgf

Click mouse within plot area to zoom in by factor of two about that point

Or, _Plotfrom | [150

Label all possible matches € Label matches used for scoring @

te [1150 Da

Full range |

# b b b* b b? [ < ©* [Seq.| w w ¥ ¥ ¥ yHe ¥ | z+1 T | 22| pe2 |4
1| 129.1022| 65.0548| 1120757 56.5415 146.1288| 73.5680| K 16
2| 2281707 | 114.5890| 211.1441(106.0757 245.1972(123.1022| V |1705.0119 17360541 B68.5307 |1715.0276 [860.0174|1718.0435 | 859.5254 | 1720.0354 | 860.5213 |1721.0432 | 861.0252 |15
3| 341.2547|171.1310| 324.2282(162.6177 3582813 (1796443 | L |1577.9122 16369857 818.9965 |1615.9592 [810.4832 |1618.9751 (809.9912 | 1620.9670 |810.9871 |1621.5748 | 811.4910 (14
4| 539.4028| 270.2050| 5223762 (2616918 5564293 |278.7183| R |1379.7641 15239016 762.4545 | 1506.8751 [753.9412 | 15058511 | 753.4492 | 1507.8829 | 754.4451 | 1508.8907 [ 754.9450 | 13
5| 654.4297 327.7185| 637.4032(319.2052 | 636.4192(318.7132 | 671.4563 3362318 D 12647372 1325.7536 |663.3804 | 1308.7270 | 654.8672 | 1307.7430 | 654.3751 | 1309.7349 (6553711 [1310.7427 [655.8750 [12
6| 76B.4726|384.7400| 7514461 (376.2267 | 750.4621(375.7347 | 7854992|393.2532| N |1150.6543 1210.7266 6058670 |1193.7001 [597.3537 | 1192.7161 | 596.8517 | 1194.7079 | 597.8576 | 1195.7157 [598.3615 | 11
7| BB1.5567 [441.2820| 8645302 (4327687 | 863.5461[432.2767 | B9B.5A33 (4497953 | [1051.6259 [1065.6415 10966837 |548.8455 [1079.6572 [540.3322 [1078.6731 |539.8402 | 1080.6650 |540.8361 | 10816728 |541.3400 |10
8{1009.6153 [505.3113| 992.5887 [496.7980 | 9916047 [496.3060 [1026.6418 [513.8246| Q | 906.5516 983 5956 |492.3035 | 966.5731(483.7902 | 965.5891 [483.2682 | 9675809 |484.2941 | 9685887 |4847980| 9
9|1066.6368 |533.8220| 10496102 [525.3087 |1048.6262 | 524.8167 | 1083.6633 |542.3353| G 8555411 (428.2742 | 8385145 |419.7609| 837.5305|419.268% | B39.5223 |420.2648 | 840.5302 |420.7687 | 8
10|1179.7208 |590.3640 | 1162.6943 | 581.8508 |1161.7103 |581.3588 [1196.7474 | 598.8773 | | | 753.4618| 767.4774| 798.5196 |399.7634 | 781.4931|391.2502| 780.5090|390.7582| 782.5009 391.7541| 783.5087|392.2580| 7
11|1280.7685 |640.8879 | 1263.7419 |632.3746 |1262.7579 |631.6826 [1297.7950 | 649.4012 | T | 6524141 6543933 | 685.4355|343.2214 | 6684090 |334.7081| 667.4250|334.2161 | 669.4168 (3352120 | 670.4246(335.7160| 6
12|1408.8635 | 704.9354 | 13918369 |696.4221 | 1390.8529 |695.9301 (1425.8500 | 713.4486| K | 5103035 584.3879|292.6976 | 567.3613|284.1843 5683691 2846882 | 563.3770(285.1921| 5
13 |1505.9162 | 753.4618 | 1488.8857 | 744.9485 | 1487.9057 | 744.4565 1522.9428 | 761.9750| P | 413.2507 456.2929 | 2286501 | 435.2663 | 220.1368 4402742 (2206407 | 441.2820(221.1446| 4
1415769533 | 788.9803 | 1559.9268 |780.4670 |1558.9428 |779.9750 [1593.979% | 797.4936 | A 359.2407 1801237 | 3422136 1716104 3432214 (1721143 | 3442292 1726183 3
1516900374 | B45.5223 | 16730109 [837.0091 [1672.0268 (8365171 [1707.0640 [B54.0356 | 1 | 243.1452| 257.1608 | 288.2030 (1446051 | 2711765 [136.0919 2721843 (1365058 | 273.1921(137.0957 | 2
16 R 73.0284 1751190 BB.0631 | 158.0924( 79.5458 159.1002 | B0.0538| 160.1081| 80.3577| 1
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Monoizotopic mass of neutral peptide Mr{calec): 1863.1418

Fixed modifications:

Variable modifications:
R4 : Trimethyl (R)

Ions Score:

453 Expect:

0.0045

Matches : Z7/Z69 fragmwent ions wsing 42 wost intense peaks [help)

Carhamidomethyl (C) (apply to specified residues or termini only)

Mascot Search Results: Peptide View

(K)VL(Rme3)DNIQGITKPAIR




M3MS Fragmentation of KVLEDNIQGITEPATRR
Found in sp/P62806[H4_MOUSE infecz_ 10090, Histone Ha O3=Mus musculus GIN=Hist1hda

Match to Query 2705 1991.211420 from(329 249560,5+4) intensity (223752 41007 scans(3629) rinsecends(2158 2574) index(2061)
Title: 2062: Scan 3629 (=35.971) [sp 749 Proteomics\ORBIL Zlandrearmizz 20110310 _sperm_trypsin_chymo_Aspl ETD CIDV20110310_05_rep ON7 EAW]
Data file “gcz-ms uzh chip 749 Proteomics\OFBL 2landrearmizz 20110310 _sperm_trypsin_chymeo_Aspld ETD CIDwngf  low res WSZ2_nomerge'\20110310_05_rep ON7 mgf

Click mouse within plot area to zoom in by factor of twe about that point

Or,  Plotfrom | |1DD to |1EDD Da Full range |

Label all possible matches © Label matches used for scoring @

Show Y-amis [
#* b [ad b* b b® [and (3 ot |Seq.| w w ¥y ¥ b ¥ ¥ [ z+1 1% 42 42+
=+ 1| 1431179 | 720626 | 126.0913 | 635493 160.1444 | B0OS759| K
‘:_' 2| 2421863 [121.5968 | 225.1598 [113.0835 2592129 130.1101| vV [1B19.0661 1850.1083 [925.5578 | 1B33.0817 | 917.0445 | 1832.0977 |916.5525 | 1834.0896 | 917.5484 | 1835.0974 (918.0523
'\1 3| 3552704 (178.1388 | 338.2438 [169.6255 3722969 | 1866521 L |1691.9664 1751.0399 (876.0236 | 1734.0133 [B67.5103 | 1733.0293 |867.0183 | 1735.0211 | 8680142 | 1736.0290 |868.5781
— +
+ [er] + 4| 511.3715|256.1894 | 494.3449 2476761 528.3980 |264.7027 | R |1535.8653 1637.9558|815.4815 |1620.9292 [B10.9683 | 1619.9452 [810.4763 | 1621.9371 | B11.4722 | 1622.9449|811.9761
—_ :: "3 9 t 5| 626.3984 (313.7028 | 609.3719 (305.1896 | 6083879 [304.6976| 643.4250(322.21671| D |1420.8383 14818547 |741.4310 | 14648281 | 732.9177 | 1463.8441 | 732.4257 | 1465.8360 | 733.4216 | 14668438 (733.9255
S 3 +\ f+\_l B 6| 7404413 (3707243 | 723.4148|362.2110 | 722.4308|361.7190| 7574679 | 379.2376| N |1306.7954 13668277 |683.9175 | 1349.8012 |675.4042 | 1348.8172 |674.9122 | 1350.8090 | 675.9081 | 13518168 |676.4721
o
Ll ' + /t '|\‘ + S 7| 853.5254 (4272663 | B36.4989 (4187531 | B35.5148 (4182611 B70.5520 | 4357796| | |1207.7270|1221.7426 |1252.7848 |626.8960 | 1235.7583 | 618.3828 | 1234.7743 |617.8908 | 1236.7661 | 6188867 | 1237.7739( 619.3906
) 1 + - + el
- i i G ;’ : + — /t T\‘ 8| 981.5840 (491.2956 | 964.5574 (482.7824 | 963.5734 (482.2904| 9985105 | 499.8089| Q |1065.6527 1139.7008 | 5703540 [1122.6742 | 561.8407 | 1121.6902 | 561.3487 | 1123.6820 | 562.3447 |1124.6899 562.8486
= — oy 'y}
f+\.| ﬂ': N 3: : a \3’\ Q ' + 9[1038.6055 |519.8064 |1021.5789|511.2931 [1020.594% [510.8011| 10556320 |528.3196| G 1011.6422|506.3247 | 994.6156 [497.8115| 993.6316 [497.3194| 995.6235| 4983154 | 996.6313|498.8193| 9
= :
'l\'l f+\ll t‘ 1 i @ : ' ; t 1 /t 10{1151.6895 576.3484 |1134.6630 |567.8351 (1133.6790 |567.3431| 1168.7161 | 5848617 | 909.5629  923.5785 | 954.6207 4778140 | 937.5942 |469.3007 | 936.6101 |468.8087 | 938.6020| 469.8045 | 939.6098| 4703085 8
| A ~ o
: '\!,I +\ Q T tl + M Q : - 11(1252.7372 |626.8722 (1235.7106 |618.3590 (1234.7266 |617.8670|1269.7637 | 6353855 T B0B.5152( 8104944 | B41.5366|421.2720 | B24.5101|412.7587 | 823.5261 (4122667 | 825.5179(413.2626 | 826.5257|413.7665| 7
- A A ~ -
$ i : + G ‘_;' I i /t I E : f+\| 12|1380.8322 |690.9197 |1363.8056 |682.4064 [1362.8216 |681.9144| 13978587 | 6994330 K 666.4046 740.4890 370.7481 | 723.4624 |362.2348 7244702 |362.7388 | 725.4781(363.2427| 6
—~ o~ — '
o 3: :: ; I'\l a 8 - (o] 41 1 '\l 13 |1477.8849 | 739.4461 |1460.8584 | 730.9328 (1459.8744 | 730.4408 | 14949115 | 7479594 P 5603518 612.3940 306.7006 | 5953675 |298.1874 596.3753 | 2085913 | 597.3831( 299.1952| §
[} v [
#{ ‘_;'l B T\l 1 o S E;‘ N A : ] + 14|1548.9220 |774.9647 |1531.8955 | 766.4514 | 1530.9115 | 765.9594 | 1565.9486 | 7834779| A 5153412 (258.1743 | 4983147 | 2456610 499.3225|250.1649 | 5003303 (250.6688 | 4
| - ] =
$ '\!q ' I~ "':I 'I\‘ "tl 3 1 : 3 8 15|1662.0061 8315067 |1644.9796 |B22.9934 | 1643.9955 |822.5014| 1679.0327 |840.0200( | 3992463 413.2619 | 4443041 2226557 | 427.2776|214.1424 4282854 | 2146463 | 429.2932| 215.1503| 3
R + = e
- +: Q f;l N H f_:l : ! E E 8 16|1818.1072 |909.5572 [1B01.0807 |901.0440 (1B00.0966 |900.5520| 1835.1338 |918.0705| R 2291295 331.2201 1661137 | 314.1935 |157.6004 315.2013 | 1581043 | 316.2092|758.6082| 2
3 ~ oo " 5
L] 3' :3 r|\‘ L] : 1 ' S : 17 R 73.0284 1751190 880631 | 1580924 79.5498 159.1002| B0.0538| 160.1081| 80.5577| 1
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Monoisotopic mass of neutral peptide Mr{calc): 1591.:z2116

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or terwini only)
Variable modifications:

Ki : Methyl KR (ER)

Tons Score: 52 Expect: Se-06

Matches : 34/256 fracgwent ions using 229 most intense peaks {help)

Mascot Search Results: Peptide View
KmelVLRDNIQGITKPAIRR



MEMS Fragmentation of KVLRDNIQGITEPATRR
Found in sp/P62806[H4_NIOUSE i fgez 10090, Histone H4 O3=Nius musculvs GI=Hist1hda

Mlatch to Query 4236: 2005227536 from(502.314160,4+) intensity(26 2872 2100) scans(3091) inseconds(2250.3844) index(4371)
Title: 1345: Scan 3091 (1t=37.5064) [s)p 743 Protecmics\ORBIL 2\andreamizzi 20110310 _spenm_trvpsin chyme_AspN_ETD_CIDW20110311_34_MaCl_trypsin_ SCIH FTEAW]
Data file T\p743\Proteomics\hlascotungf50 20110426 sperm rerun trypsin 2nd ETD run NaCl SCHmascot_dasmon_merge maf

Click mouse within plot area to zoom in by factor of two about that pomnt

Or,  Plotfrom |IZDD to IZDDD Da Full range |

Label all possible matches € Label matches used for scoting
Show Y-amis [

T B e b bt b* b b0 b < o [seq| w w y ¥ ¥ y ¥ v [z [z [ w2 [ ma
e K 1| 157.1335| 790704 | 140.1070| 70.5571 174.1601| B7.5837| K
= 5 H oW 2| 2562020 [128.6046 | 239.1754 1200913 2732285 | 137.1173| V| 1819.0661 18501083 9255575 | 1833.0817 | 917.0445 | 18320877 |316.5525 18340896 |917.5464 | 1835.0974 | 919.0523
— h ~ —~ e
p i 1 i o U+N 3| 3692860 |185.1466 | 352.2505|176.6334 386.3126 | 1936599| L |1691.9664 1751.0399 |876.0236 | 1734.0133 |867.5103 | 1733.0293 |867.0183[1735.0211 |868.0142 | 1736.0290 | 868.5181
X '
T\l 8 a Q g +: /tN 8 4| 5253871 (263.1972 | 508.3606 | 254.6839 542.4137 | 271.7105| R |1535.8653 1637.9558 |819.4815 | 1620.9292 |B10.9683 | 1619.9452 |810.4763 [ 1621.9371 |811.4722| 1622.9449 |811.9761
+ N j N T\I 5 gl N 5| 640.4141(3207107 | 623.3875(312.1974| 6224035 (311.7054| 657.4406| 329.2239| D |1420.8383 14818547 |741.4310 | 1464.8281 | 732.9177 | 1463.8441 | 732.4257 | 1465.8360 | 733.4216 | 14668438 | 733.9255
+ -4
G gl T\.I 1 ‘-;' T\‘ +‘ — % T\l 6| 754.4570 (3777321 | 737.4304|365.2189 | 7364464 |368.7269| 771.4835(386.2454| N (13067954 13668277 |683.9175 | 1349.8012 | 675.4042 | 1348.8172 |674.9122 | 1350.8090 |675.9087 | 1351.8168 |676.4121
3 L EORH o "
ﬁ 3;‘ i a ' i /t ‘;\ oo 7| 867.5411 (4342742 | B50.5145 4257609 | B49.5305 (4252689 | BB4.5676 | 442.7874| | |1207.7270(1221.7426|1252.7848 |626.8960 | 1235.7583 |618.3828 | 1234.7743 |617.8008 | 1236.7661 | 6188867 | 1237.7739 | 619.3906
1 o
T\l II 8 ﬁ 1 8 - '\!‘ I? $ B| 995.5956 (4583035 | 978.5731(485.7902 | 977.5891 (489.2982 | 1012.6262 | 506.8167| Q |1065.6527 1139.7008 | 570.3540 | 1122.6742 | 561.8407 | 1121.6902 | 561.3487 [ 1123.6820 | 562.3447 | 1124.68599 | 562.8486
H = - i
+ Q = L : C ‘;' I' 6| E 9(1052.6211 |526.:8142 [1035.5946 | 518.3009 | 1034.6105 [517.8089 | 1069.6477 | 5353275| G 1011.6422 |506.3247 | 994.6156 (497.8115| 993.6316 |497.3194| 995.6235 |498.3154| 996.6313 [498.8153 | 9
+ - . —
G !-{ + + ! ‘-;' 'l\l [y g ): 10|1165.7052 5833562 | 1148.6786 | 574.8429 | 11476946 | 574.3509 | 1182.7317 | 591.8695| | 909.5629 | 923.5785| 954.6207 [477.8140 | 937.5942|469.3007 | 936.6101 (468.8087 | 938.6020 |469.8046| 939.6098 |470.3085 | 8
¥ o4+ 1 LN
Shiz 2 Y g & E 1 [1266.7528 |633 8801 |1249.7263 | 625.3668 12487423 | 6248748 | 12037794 | 6423933 T | BOBS152| BI0AD44| 8415366 |4212720| 8245101 4127587 | 8235261 4122687 | 6255179 |413.2626 8265257 |413.7665| 7
T\l ¢| oo U : J‘t\ GI T\.ﬁl :II -? 12|1394.8478 6979275 |1377.8213|689.4143 (13768372 | 6889223 | 14118744 | 706.4408| K | 6664046 740.4890 |370.7481 | 723.4624|362.2348 7244702 |362.7388| 725.4781|363.2427 | 6
= . R
—- |+N ‘+_'-I+\.| ‘);\ ! Q S| + h | : 13 |1491.9006 | 7464539 | 1474.8740 | 737.9407 (14738900 | 7374486 15089271 |754.9672| P 569.3518 612.3940 (306.7006 | 595.3675|298.1874 5963753 | 2986913| 597.38B31| 299.1952| 5
[ ) ~ [N} 1
o oy EO O 14[1562.9377 | 7819725 | 1545.9111|773.4592 | 15449271 | 7729672 | 1575.9642 |790.4858 | A $15.3412 2561743 | 4983147 | 2408610 399.3225 2501643 5003303 2506088 | 4
| I
‘.;' I‘{N + 8 ?i : ] Q|: : 1 Q 15|1676.0218 |838.5145 | 1658.9952 |830.0012 [1658.0112 |829.5092 | 1693.0483 |847.0278| | 3992463 | 413.2619| 4443041 (2226557 | 427.2776|214.1424 428.2854 | 2146463| 4292932 2151503 | 3
M 1
,I\l :a: e:" d $ : 1 E:I | : g d Q B 16 |1832.1229 (9165651 | 1815.0963 |90B.0518 [1814.1123 | 907.5598 | 1849.1494 |925.0783| R 2291295 331.2201 |166.1137 | 314.1935|157.6004 315.2013| 158.1043| 3162092 | 158.6082 | 2
1 ety [ - - =
R S ﬁ o 2z ° 3 T g 17 | 73084 175.1190| 88.0631| 1580924 795498 1591002 | 80.0538| 160.1081| 805577 1
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Monoisotopic mass of neutral peptide Mr{calc): 2005.2272

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
V¥ariable modifications:

K1 : Dimethyl KR (KR)

Tons Score: 54 Expect: 4.6e-06

Matches : 50/286 fragwent ions using 32 most intense peaks {help)

Mascot Search Results: Peptide View
Kme2VLRDNIQGITKPAIRR



MEMAS Fragmentation of KVLRDINIQ GITEPATRR
Found in sp/P62806[H4_NIOUSE in fecz_ 10090, Histone H4 O5=IMus musculus GIN=Hist1h4a

Match to Query 3391 2019.244170 from(404.856110,54) intensity( 155560. 16007 scans(4 136) rtinseconds(2257 4328) index(2835)
Title: 2836: Scan 4136 (=37.6239) [sp 749 Proteomics\ORBL 2andreamizz_20110517_sperm_trypsin, GloC_ETD_CIDA20110517_02_NaCl 2 RAW]
Data fils 20110517_02_NaCl_ 2 mgf

Click mouse within plot area to zoom in by factor of two about that point

Or, _Plotfiom | [100 to [1500 Da

Full range

Label all possible matches © Label matches used for scoring ®

Show Yoams [

o + # b b b* (" b® g 3 ¢t |Seq| w w y ¥ ¥ o ¥ yout z+1 ZHIH z+2 =2t | #
+ i e ;‘;_‘_ a I 1| 1711492 | B6.0782 | 1541226 77.5650 188.1757 | 945915 K 17
é 8 c+\| %é @u‘: + g I i 2| 2702176 (1356124 | 253.1911|127.0992 287.2442 | 1441257 V [1819.0661 1850.1083 [925.5578 [1833.0817 [917.0445 | 1832.0977 916.5525 | 1834.0896 |917.5484 | 1835.0974 |918.0523 16
‘3" ?‘ :-I. : S 933 ,“; N a 3 3| 3833017 1921545 | 366.2751|183.6412 400.3282 | 2006677 L |1691.9664 1751.0399 [876.0236 | 1734.0133 |867.5103 | 17330293 |867.0183 | 1735.0211 |868.0142 | 1736.0290 |868.5181 |15
.\ul g +¢ 1 ?\ _PI 1 g ""\‘ : ; 8 4| 539.402B [270.2050 | 5223762 |2616918 556.4293 |278.7183 R [1535.8653 1637.9558 [819.4815 [1620.9292 |B10.9683 | 1619.9452 810.4763 | 1621.9371 | 811.4722| 1622.9445 (B11.9761 14
+ + _'“i % :LJ "“a ‘+—| +: -Itl -PI E 5| 8544297 (327.7185 | 637.4032|319.2052 | 636.4192|3187132| 671.4563|336.2318| D |1420.8383 1481.8547 741.4310 (14648281 [ 732.9177 | 1463.8441 (732.4257 | 1465.8360 | 733.4216 | 1466.8438 | 733.9255 (13
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a : 5 : : o f‘:;“: : :\4: : : g 1 :: : .: —~ . - 15 |1690.0374 [845.5223 (1673.0109 [837.0091 [1672.0268 | 836.5171| 1707.0640 |854.0356( | 399.2463 | 4132619 4443041 (2226557 | 427.2776 |214.1424 428.2854 | 2146463 429.2932| 215.1503| 3
§ : EJ : : : 1 | ::: : o : |: '.".J | :I § —_ ﬂ Q 16|1846.1385 |923.5729 (1829.1120|915.0596 | 1828.1279 |914.5676 | 1863.1651 |932.0862| R 229.1295 331.2201|166.1137 [ 314.1935|157.6004 315.2013| 158.1043| 316.2092(158.6082| 2
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Monoisotopic mass of neutral peptide Mr{calc): Z012.24z0

Fixed modifications:

Variable modifications:

K1

Trimethyl (K]

Tons Score: 70 Expect:
62/286 fragment ions using 77 most intense peaks (help)

Hatches

6.7e-05

Carhamidomethyl (C) [(apply to specified residues or termini only)

Mascot Search Results: Peptide View

Kme3VLRDNIQGITKPAIRR




WEMLE Fragmentation of EVLEDINIQGITEPATRE.
Found i sp|P62806[H4_NOUSE i feez 10090, Histone H4 O3=hus musculus G=Hist1hda

Watch to Query 2758: 2012241670 from(404.855610,5+) mtensity (6583196, 2500) scans(3813) rtinseconds(2319.3631) index(2457)
Title: 2458: Sean 3813 (=38 6361) [slp 749 Protecmics\OREBI Mandreamiza 20110517 _sperm_trypsin. Gl ETD CIOA20110519_01_NaCl aptipped 1 EAW]
Diata file 20110519_01_NaZl_aptipped 1mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfrom ||1DD to |700 Da Full range |

Label all possible matches © Label matches used for scoring

Show Yoams [
+[ b b+ b* b+ B0 | Bo ] o [sea.| w w y ¥ v er ¥ W [zt [zt [ 2 [ ez
I 1| 157.1335| 79.0704| 1401070 70.5571 1741601 | B87.5837| K
+ a 2| 256.2020 (128.6046| 239.1754 (1200913 2732285 137.1179| V |18330817 1864.1239|932.5656 | 1847.0974 |924.0523 [ 1846.1134|923.5603 | 1848.1052 | 924.5562 | 1849.1130 [925.0602
+ e
¥ l"’: + o 3| 369.2860 | 1B5.1466| 352.2595|176.6334 386.3126| 1936599 L [17059820 17650555 |883.0314 | 1748.0290 | 8745181 [1747.0445 |B74.0261 | 1749.0368 | B75.0220 | 1750.0445 |875.5259
7
; E /t ] 4| 539.4028 | 270.2050| 5223762 2616918 5564293 | 2787183 R |15358653 1651.9714|826.4894 | 1634.9449 |817.9761 [1633.9609 |B17.4841 [1635.9527 | B18.4800 | 1636.9605 |818.9839
) o N
B i 3" 4 5| 654.4297 (327.7185| 637.4032|310.2052 | 6364192 (318.7132 | 671.4563| 336.2318| D (14208383 1481.8547|741.4310 | 1464.8281 | 7329177 [1463.8441 | 732.4257 | 14658360 | 733.4216 | 1466.8438 | 733.9255
= o~ +
N 9 : H § 6| 768.4726|384.7400| 7514461 (3762267 | 7504621 |375.7347 | 785.4992|393.2532| N |1306.7954 13668277 |683.9175| 1349.8012 |675.4042 (13488172 |674.9122 | 1350.8090 | 675.9081 | 1351.8168 [676.4121
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P=] + v -
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B: + : : :,t 8 3 11|1280.7685 |640.6679 [1263.7419 |632.3746 | 1262.7579 |631.8826 [1297.7950 | 645.4012| T | 8085152 | B10.4944| 841.5366|421.2720| 8245101 [412.7587 | 823.5261|412.2667 | 825.5179|413.2626| 826.5257 |413.7665 | 7
Py - — &
z: /t: : :E = ) 12|1408.8635 | 704.9354 (13918369 |696.4221 | 1390.8529 |695.9301 [1425.8300 | 713.4486| K | 6664046 7404890 (370.7481| 723.4624 |362.2348 724.4702|362.7388 | 7254781 |363.2427 | 6
; o i ~
P ! E: : ! : ﬁ_‘, 13|1505.9162 | 753.4618 | 148B.8897 | 744.9485 | 1487 9057 | 744.4565 |1522.9428 | 761.9750| P 5693518 612.3940306.7006| 595.3675 (298.1874 596.3753|298.6913 | 597.3831|299.1952 | 5
! et
/t : 1 : N I 1 i % + 14|1576.9533 | 788.9803 [1559.9268 | 780.4670 | 1558.9428 | 779.9750 | 1593.9799 | 7974936 A 515.3412(256.1743 | 498.3147 | 2496610 499.3225|250.1649| 500.3303 |250.6685 | 4
i I ¥
I \3": : 1 8 E /t —~ /t 15|1690.0374 | B45.5223 [ 1673.0109 |837.0091 |1672.0268 |836.5171 |1707.0640 | 854.0356| | 3992463 | 413.2619| 4443041 (2226557 | 427.2776 (2141424 4282854 (2146463 | 429.2932|215.1503 | 3
—~ —~ ! — L=y
o — Hl : . =1 v?‘ S 3" ﬂ 16 |1846.1385 | 923.5729(1829.1120 |915.0596 | 18281279 |914.5676 [1863.1651 | 9320862 R | 229.1295 331.2201(166.1137 | 314.1935 |157.6004 3152013 |158.1043 | 316.2092 (1586082 | 2
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Monoisotopic mass of neutral peptide Mr{calc): 2019.2429

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)
Variable modifications:

Kl : Dimethyl KR (ER)

R4 : Methyl KR (KR)

Ions Score: 44 Expect: 0.041

Matches : 2Z3/256 fragment ions using 28 most intense peaks (help)

Mascot Search Results: Peptide View
Kme2VLRmelDNIQGITKPAIRR



MEMIS Fragmentation of KVLRDINIQGITEPATRR
Found in sp[P62806/H4_NIOUSE infecz 10090, Histone H4 O3=Nus musculus GMN=Hist1hda

Match to Query 2326 2019.242820 fom(404.855840,5+) intensity(338191.2400) scans(3135) rinseconds(2144.1266) index(1666)
Title: 1667 Scan 3135 (t=357354) [s\p 749 Proteomics\ORBL andreamzz 20110310 _sperm_trypsin_chymo_AspN ETD CIDA20110310_04_rep 2h7 BATW]
Diata file Wgcz-ms uzh chip 749 Proteomics\OEBL Dandrearmiza 20110310_sperm_trypsin_chymo_Aspt ETD CTDwngf  low_res WEZ2 nomerget20110310_04_rep 2h7 mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,  Plotfrom | |150 to |?ED Da Full range |

Label all possible matches © Label matches used for scorng @

Show Y-axis [
* b b+ b* b+t b? [ad 3 ot [Seq.| w w ¥ ¥ y* y ¥ yoHe 241 eI | 22 | ettt |8
1[ 1291022 65.0528[ 1120757 | 565415 1251288 735880 K 17
2| 2281707 1145890 2111441 [106.0757 225.1972| 1231022 v [1861.1130 1892.1552926.5813 [1875.1287 [938.0680 [1874.1247 | 937.5760 | 1876.1365 938 5719 18771483 [539.0758 [ 16
3| 3412547 | 1711310 3262282 1626177 3582813 | 179.6483| L [17340133 1793.0868887.0470 1776.0603 |888.5338 [1775.0762 | 88B.0418 | 1777.0681 | B83.0377 | 1778.0759 8895416 |15
b 4| 539.4028 2702050 5223762 2616918 5564293 | 2787183 R |1535.8653 16800027 |B40.5050 16629762 [831.9917 |1661.9922 | 831.4997 | 1663.9840 8324956 1664.9915 | 832.9996 |14
@ 5| 652.4207 | 327.7185| 637.4032 (3192052 636.4102[3187132 | 6714563 336.2318| D [1420:8383 14818567 7214310 14648281 [732.9177 14638441 732.4257 | 1485 8360 733 4215 1466.8438 [ 7339255 [13
Bl 6 768.4726 [384.7400| 7514461 (3762267 | 750.4621 (3757347 | 7854992(393.2532| N 13067954 13668277 |683.9175 | 1349.8012 [675.4042 | 13488172 674.9122 | 13508090 675 9081 | 1351.8168 | 676.4121 |12
I 7| 8815567 [441.2820| 8645302 [432.7687 | B63.5461 4322767 | 898.5633(445.7953| | |1207.7270| 12217426 1252 12357583 6183828 [1234.7743 | 617.6308 | 1236.7661 | 6188867 | 1237.7739 | 6193906 |11
I b4 8[1009.6153 | 505.3113| 9925867 [496.7980 | 9916047 |496.3060 | 1026.6418 5136246 Q |1065.6527 11397008 (5703540 11226742 [561.8407 |1121.6902 | 561.3467 | 1123.6820| 5623447 | 1124,6899 | 562.8486 |10
? B i 9(1056.6368 | 533.42201049.5102 [5253087 [1028.6262 [ 524 8167 [ 1083.6633 | 5423353 & 10116422 (5063247 9946156 4878115 | 893.6316(497.3194| 995.6235[4983154| 9966313 [ave 8183 | &
oEP . g 10[1179.7208 5903640 1162.6943 5818508 | 1161.7103 5813588 [1196.7474 | 59B.6773| | | 909.5629 | 9235785| 9546207 (4778140 9375942 [469.3007 | 936.6101|46B.8087 | 9386020 9396098 4703085 | 8
@ >t L 11(1280.7685 | 6405673 1263.7413 |632.3746 [1262.7579 6318826 [1297.7950| 649.4012| T | B08.5152| B10.4944| 8415366 (421.2720| 8245101 (4127587 | 823.5261|412.2667 | 625.5179(4132626 | B26.5257 (4137665 | 7
2 fd] TN i 12[1408.8635 | 704.9354 1391 8363 |696.4221 |1390.8529 [695.9301 [1425.8900| 7134486 K | 6664046 740.4890 (3707481 | 7234624 3622348 724.4702| 3627386 | 7254781 3632627 | 6
o ! 2t g k] 1315059162 | 753.4618 | 1488.8897 [744.9485 [1287.9057 | 744.4565 15229428 | 7619750 P | 5693518 612.3940 [306.7006| 5953675 [298.1874 5963753 (2986913 | 5973831 [299.1952[ 5
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3 2 3 Lo 151690.0374 | B45.5223 | 1673.0109 [837.0091 [1672.0268 8365171 [1707.0640 | B54.0356| | | 3992463 | 4132619 | 4443061 (2226357 4272776 [214.1424 428.2854|214.6463 | 4292932 2151503 3
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Monoi=zotopic mass of neutral peptide Mr{calc): Z019.:2429

Fixed modifications: Carbamidomethyl (C) (apply to specified residues or termini only)

Variable modifications:

R4 : Trimethyl (R)

Ions Score: 41 Expect: 0.013

Matches : 15/256 fragwent ions using 23 most intense peaks (help)

Mascot Search Results: Peptide View

(K)VL(Rme3)DNIQGITKPAIRR




WSS Fragmentation of KVLEDNIQGITEPATRRLAR
Found in sp/P62806[H4_NIOUSE in foez_10090, Histone H4 O5=Mus musculus GIN=Hist1hda

Match to Query 5013 2345 444484 from(391.914690,6+) intensity(16222. 5950) scans(3598) rtinseconds(2484. 1767) index(1674)
Title: 1530 Scan 3598 (1t=41.4029) [s\p74 9 Proteomics\ORBI Nandreamizzy 20110310 _sperm_trypemchymo_Aspl ETD CIDAZ0110311_37_WaCl trypsin 2C3 3 FATW]
Data file Tp749Proteomics\blascotingf50 20110426 sperm rerun trypsin 2nd ETD run MNaCl SCH\mascot_daemon_merge. mgf

Click mouse within plot area to zoom in by factor of two about that point

Or, Plotfrom ||250 to I‘IZDD Da Full range |

Label all possible matches ¢ Label matches used for scoring
Show Y-axis [

o[ b bt b* b b° b+ < ot [seq] w w ¥ ¥ ¥ v v vy [ a [z [ w2 [ e
F= . 1[ 1571335 70.0704] 1400070 705571 1741601 [ 875837 K
¥
= * 2| 2562020 1286046 238.1754| 1200913 273.2285 | 137.1179| V |2159.2884 21903306 [1095 6689 | 2173.3040 | 1087.1556 | 21723200 | 10866636 2174 3118 [1087.6596 | 21753197 | 1088.1635
nwoe + ] 3[ 3692860 | 185.1466| 3522595 1766334 386.3126| 1936599| L |2032.1887 20912622 [1046.1347 | 2074.2356  1037.6214| 2073.2516 | 1037.1294 | 2075.2434 [1038.1254 | 2076.2513 | 1038.6293
A + =
41 Ll — B [t 4| 53253871 263.1972| 50B3606| 254.6839 5424137 | 271.7105| R |1876.0875 1978.1781 | 989.5927|1961.1515| 981.0794|1960.1675 | 980.5874 |1962.1594| 9815833 (1963.1672| 95820872
— W + +
5 + = = ('R 5| 6404141 | 320.7107| €23.3875 | 3121974 | 622.4035| 311.7054| 657.4406| 329.2235| D |1761.0606 16220770 | 9115421 (1805.0504 | 9030289 1804.0664 | 902.5368| 1806.0583 | 903.5328| 1807.0661 | 904.0367
1 — - —
w0 2 oot 7 t 9 6| 754.4570| 377.7321| 737.4304| 369.2189| 736.4464 | 368.7269| 7714835 | 386.2454| N |1647.0177 1707.0500 | 8540287 16900235 | 8455154 1689.0395 | B45.0234 | 16910313 | 646.0193 | 16920391 | 8465232
' + = =
‘lJ: [l S ;'_'\ Q '\1 o — 7| 867.5411| 4342742 B50.5145| 4257609 | 849.5305 | 425.2689| 884.5676| 442.7874| | |1547.9493 [1561.9649(1593.0071 | 797.0072|1575.9806 | 7884939|1574.9965| 768.0019|1576.9884| 788.9978(1577.9962| 7895017
+
F A I o= 92 % 4N 8| 9955956 | 4983035 | 578.5731 | 489.7902 | 9775891 | 489.29821012.6262 | 5068167 Q |1405.8750 14799230 | 7404652| 14628965 | 7319519 1461.9125| /31,4599 14639043 | 732.4556| 14648121 | 732.9597
1 — ) — fond - -
@. ! [ @ f 5 9 g b Lot 910526211 | 5268142 |1035.5946 | 5163003 10346105 | 517.808%|1065.6477 | 5353275 G 13518645 | 6764359 | 13348379 | 667.9226| 1333.8539 | 6674306 1335.8457 | 66B.4265| 13368536 | 6689304
i ] = A h s
EA o o3 st = e [ 10[1165.7052 | 5633562 | 114B.6786 | 5748420 |1147.6946| 574.3508 | 11827317 | 5918695 | |1249.7852 12638008 | 12948430 | 6479251 12776165 | 639.4119| 12768326 636109 1276.8243 | 639.9158|1279.8321| 6404157
" ] i -~
1|(.| b P rorsn ) g o 11[12667528 | 6338801 | 1248.7263 | 6253668 [1248.7423 | 6248748 | 12837704 642.3933[ T | 11467375 [1150.7167 | 11817589 | 5913831(1164.7324| 5828698 | 1163 7484 5623778 1165.7402 | 563.3737 11667480 | 583.8777
i o * [ =
I L g h S + ; R 12[1394.8478 | 697.9275|1377.8213 | 689.4143 13768372 | 6889223 | 14118744| 7064408| K | 10066269 10807113 | 5408593 |1063.6847 | 5323460 1064.6925 | 532.8499 10657004 | 533.3538| 9
i - ¥ i ]
é: |5 e 4 o 0 & i ot H 1314919006 | 746.4539| 14748740 737.0407 |1475.8900| 737.4486| 15089271 | 754.9672 P | 9095741 9526163 | 4768118 0355697 | 4662985 9365976| 46856024 937.6054| 4693063 | 8
b ! i
R S I o ﬂ{ x + [ o 3! s 14[15629377 | 7819725 15459111 7734502 [15449271 | 7729672 | 15799642 | 70.4858| A 8555635 | 4262854 838.5370| 4197721 639.5448 | 420.2760| 8405526 4207800 7
| o Co o — oy
H $Z'. [ or 3 & P oo = g 1516760218 | 8385145 | 1658.9952 | B30.0012 [1656.0112| B29.5092| 1693.0483 | 847.0278| | | 739.4686 | 753.4842| 7845264 | 3927668 | 767.4999| 3842536 7685077 | 3847575| 7695155 385.2614| 6
T + I = + N = T
. F T X ! 4 & bl i ol o o [ S 1618321229 | 9165651 | 1815.0963 | 9080518 18141123 | 907.5598 | 1849.1494| 525.0763| R | 5693518 671.4424| 3362248| 6542158 3277115 655.4236 | 328.2155| 6364315 | 328.7194| 5
- R a =5 Yo
x i . o :1 1 b =% - ::‘1 . P 171988.2200 | 994.6156[1971.1974 | 986.1024 [1970.2134 | 985.6103 | 20052505 [1003.1289| R [ 4132507 5153412 258.1743| 4983147 2498610 499.3225 250.1649| 5003303| 2506688 [ 4
' 4] 5 —~ oo
3 E. [ S = ?‘n [ M HI ! \‘3 1 18[2101.3080 1051.1577 | 20842815 [1042.6444 | 20832975 [1042.1524 | 21183346 | 10596709 L | 3001666 3592401 | 180.1237 | 342.2136] 1716104 343.2218 | 1721143 34a2292| 1726083 3
l " v o ! !
w o v i i : | . ||II tlJi . o M | 19 (21723452 |1086.6762 | 2155.3186 | 1076.1625 |2154.3346 | 1077.6708 | 21893717 | 1095.1895| A 2461561 | 1235617 | 229.1295| 115.0684 2301373 1155723 231.1452| 1160762 | 2
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Monoisotopic ma=ss of neutral peptide Mr{calc): 2345.4495

Fixed modifications: Carbamidomethyl (C) [(apply to specified residues or termini only)
Variable modifications:

K1 i Dimethyl KR (ER)

Ions Score: 54 Expect: 0.00064

Matches : 45/336 fragwent ions using 62 most intense peaks (help)

Mascot Search Results: Peptide View
Kme2VLRDNIQGITKPAIRRLAR



I3MLE Fragmentation of KVLEDNIQGITEPATRRLAR
Found in sp/P62806H4_NOUSE i focz 10090, Histone H4 OE=Nus musculus GH=Hist1hda

Ifatch to Query 5065: 2359 465370 from{d72.200350,5+) intensity(4 2007.9100) scans(3580) rtinseconds(2472.0198) index(1665)
Title: 1521: Scan 2580 (=41 2003) [sp 749 Proteommics\OREBL Dandreamiza 20110310 _sperm trypsinchymeo_Aspld ETD CTIN20110311_37_MNall trypsin 3CH 3 EAW]
Diata file Tip 743 Proteomics\ascotimgfa0 20110426 sperm rerun trypsin 2nd ETD run MaCl 2CX wmascot_daemon_merge mgf

Click mouse within plot area to zoom m by factor of two about that pomnt

Or, _Plottrom | [100

to [1200 D

a

Full range |

Label all possible matches € Label matches used for scoring @

Show Taxis [
t #| b b b* e+ g O+ c ct [Seq. w w y ¥ v y* ¥ ¥t 1t | 242 2t | #
1 I 1| 171a92| se0782| 1541226 775650 188.1757| 945915 K 20
8 . . g 2| 2702176 1356124 2531911 1270092 267.2442| 144257| Vv [21592804 2180.3306 |1095.6685 |2173.3040 [1067.1556 21723200 10866636 | 21743118 [1087.6596 21753197 [1088.1635 |19
. o * * i 3| 2833017 | 192.1585| 3662751 | 1836412 400.3282| 2008677| L (20321887 2091.2622 [ 10461347 | 2074.2356 [1037.6214 20732516 1037.1294 | 2075.2434 [1038.1254 20762513 | 10386293 [18
* P [ o o i 4| s539.4028| 2702050 5223762 2616918 5564203 278.7183| R |18760875 19781781 | 9895927 [1961.1515 | 9610794 1960.1675 | 9805874 | 1962.1594 | 9815833 19631672 982.0872[17
o ro o § = = g 5| 6544297 | 327.7185| 637.4032| 3192052 6364192 3187132| 671.4563| 336.2318| D |1761.0606 18220770 | 9115421 [1805.0504 | 903.0289 18040664 | 9025368 | 1806.0583 | 903.5328 | 1807.0661 | 904.0367 |16
o E ' :1 £ b —~ o . 6| 768.4726( 384.7400( 751.4461 | 376.2267| 7504621 | 375.7347| 7854992 | 3932532 N [1647.0177 1707.0500 | 8540287 16900235 | 845.5154[1689.0395 | 845.0234 [ 1691.0313 | B46.0193 16920391 | 846523215
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+ PR o 1 s + & jr 8[1009.6153| 505.3113| 9925887 | 4967980 991.6047 | 496.3060 (10266418 | 513.6246| Q [14056750 1479.9230| 7404652 [1462.8965 | 731.9519( 14619125 | 7314599 | 1463.9043 | 732.4558 14649121 | 732959713
@ A 2 | o v + K 9| 10666368 | 5338220(1049.6102| 5253087 10886262 | 5248167 10836633 | 5423353 G 13518645 | 6764355 13348379 | 667.9226(13338539| 667.4306 | 1335.8457 | 668.4265 | 1336.8536 | 668.9304 12
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& I"I\l Q-"N . @ E ™ £‘ = :,: ! i = 11[ 12807685 6408879 12637419 [ 632.3746(1262.7579 | 631.8826 12977950 645.4012( T (11487375 11507167 | 11817589 | 5913831 11647324 | 5828698 11637484 | 5823778(1765.7402 | 5833737 11667480 s838777[10
T o =R i g " 40 2 ] 12(1408.8635 | 7049354 13918369 | 696.4221(1390.8529 | 695.9301 14258900 7134485 K [1006.6260 1080.7113 | 5408593 [1063.6847 | 532.3460 1064.6925 | 532.8499 1065 7004 | 533.3538| 9
- » ‘ja Mmoo '& [ oo o Q: ® 5 A 13[15059162| 7534618 14888897 | 744.9485|1487.9057 | 744.4565 15229428 | 761.9750( P | 9095741 9526163 | 476.8118| 935.5897 | 468.2985 936.5976 | 468.8024| 937.6054| 4e93063 8
= om cl_a: . o0 UE‘ " \‘-f: o b 3: 1415769533 | 788.98031559.9268 | 780.4670(1558.9428 | 779.9750 15939799 [ 797.4938[ A 855.5635 | 428.2854| 8385370 419.7721 839.5448 | 420.2760 | 8405526 | 4207800 7
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3 ] : Eﬁm o D i I : < [ ! 17(2002.2396 10016234 1985.2131 | 993.1102{1984.2001 | s926182 20192662 1010.1367 R | 4132507 5153412 258.1743| 4883147 | 2296610 499.3225 | 250.1649 | 5003303 | 250.6688 4
b % ] [ ' ' \ N ' 18[21153237 10581655 | 2098.2971 [1049.6522 | 2097.3131 [1048.1602 | 21323502 | 10666788 L | 300.1666 3592401 | 1801237 | 342.2136| 1716104 343.2214| 1721143 | 3622002 1726783] 3
| | C L |||II || | IJ 1wl iy 19[2186:3608 1093 6840 | 21693343 [1085.1708 | 2168.3502 | 1084.6788 | 22033874 | 11021973 A 2461561 | 123.5817| 229.1295| 115.0684 230.1373| 1155723 | 2311452 nie0rez| 2
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200 400 [iee] jEiele] 1060 1200
Monoisotopic mass of neutral peptide Mr{calc): 2359.4651

Fixed modifications: Carbamidomethyl
Variable modifications:

K1 : Trimethyl [(K)
Tong Score: 44 Expect: 0.024
Matches

Mascot Search Results: Peptide View

iy

43/336 fragment ions using 52 most intense peaks

[apply to specified residues or

(help)

Kme3VLRDNIQGITKPAIRRLAR

termini only)




WSS Fragmentation of SGRGEGGEGLGE

Found in sp/P62806[H4_LIOUSE n feez 10090, Histone H4 O3=hlus musculus GH=Histlhda

Match to Query 618: 1142.654682 from(381.892170,3+) intensity(29678. 1660) scans(1977) rtinseconds(1354.6946) index(1041)
Title: 1042: Scan 1977 (=22 5782) [s\p749\Proteomics\ORBL Nandreaizzi 20110517 _sperm_trypsin GuC_ETD_CIDW0110517_06_swimup_NaCl 1 RAW]

Data file 20110517_06_swirnup_MaCl 1.mgf

Click mouse within plot area to zoom i by factor of two about that point

Or, | Platfram | [300 to [1150 Da

Label all possible matches © Label matches used for scoring @
Show Y-azis [

Full range |

¥ b b+ b* b+ b? b+ € c*t  |Seq.| w ¥ ¥yt ¥ e z+1 1 z+2 z+25 | #
11300499 65.5286 112.0393| 565233 147.0764| 740418 § 12
2|187.0713 | 94.0393 169.0608| B5.0340| 204.0579 (1025526 G 1014.6167 |507.8120 | 957.5901 |459.2987 | 998.5980 | 499.8026 |999.6058 | 500.3065 |11
33431724 (172.0899 |326.1459 [163.5766 |325.1619 | 163.0846 | 360.1990 |180.6031 | R |B35.5047 | 957.5952 |4759.3013 | 940.5687 |470.7880 | 941.5765 |471.2919 |942.5843 |471.7958 |10
4400.1935 | 200.6006 |383.1674 (1920873 |362.1833 | 191.5553 | 417.2205 |209.1139| G B801.4941 |401.2507 | 784.4676 |352.7374 | 785.4754 | 3632413 |786.4832 | 3937452 | 9
5|528.2885 (264.6481 |511.2623 (256.1348 |510.2783 | 2556428 | 545.3154 |273.1613 | K |670.3883 | 744.4727 |372.7400 | 727.4461 |364.2267 | 728.4539 | 364.7306 |729.4618 | 365.2345| 8
6|585.3103 | 293.1588 | 568.2838 (284.6455 |567.2098 | 284.1535 | 602.3369 |3016721| G 616.3777 |308.6925 | 559.3511 (300.1792 | 600.3590 | 300.6831 | 601.3668 |301.1870| 7
7|642.3318 (321.6695 |625.3053 [313.1563 |624.3212| 3126643 | 659.3587 |330.1828 | G 550.3562 |280.1817 | 542.3297 | 2716685 |543.3375 | 272.1724 |544.3453 | 2726763 | 6
8|770.4268 (385.7170 |753.4002 [377.2037 |752.4162 |376.7117 | 787.4533 |3942303 | K |428.2504 | 502.3348|251.6710 |485.3082 (243.1577 |486.3160 | 243.6617 4873239 | 244.1656 | §
9|B27.4482 (414.2278 |810.4217 (405.7145 |809.4377 | 405.2225 | 844.4748 |422.7410| G 374.2398 | 1876235 |357.2132 (179.1103|358.2211 | 179.6142 | 359.2289| 180.1181| 4
10|940.5323 | 470.7698 |923.5057 (462.2565 |922.5217 | 461.7645 | 957.5588 |479.2831| L (2581448 | 317.2183|15%.1128|300.1918 |150.5995 301.1996 | 151.1034 | 3022074 | 151.6074| 3
11|997.5538 | 495.2805 |980.5272 [450.7672 |979.5432 | 490.2752 | 10145803 |507 7938 | G 204.1343 |102.5708 [187.1077 | 54.0575| 188.1155| 54.5614 | 189.1234| 950853 | 2
12 K | 73.0284 1471128 74.0600 |130.0863 | 65.5468| 131.0941| 66.0507 [ 132.101%| 66.5546| 1
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Monoisotopic mass of neutral peptide Mr{calec): 114Z.652Z0

Fixed modifications: Carbamidomethyl () (apply to specified residues or termini only)

V¥ariable modifications:

s1 : hoetyl STY (STY)

Ions Score: 58 Expect: 0.00093

Matches : 347177 fragmwent ions using 45 most intense peaks

(help)

Mascot Search Results: Peptide View

SacGRGKGGKGLGK




