LPS CLONE- HF674720:

| GKV2- 30*01(-3) REPLACED BY | GKV2-24*01 / 6N/ (-9) |GKI5*01

Alignment with ER-IMGT and CDR-IMGT delimitations

697
X1268
FML64408

697
X12684
FML64408

697
X12684
FML64408

697
X12684
FML64408
J00242

HF674720
HOVBAP | GKV2-24*01
HOVBAP | GKV2-30*01

HF674720
HOVBAP | CKV2-24*01
HOVBAP | CKV2-30*01

HF674720
HOVBAP | GKV2-24*01
HOVBAP | GKV2-30*01

HF674720

HOVBAP | CKV2-24*01
HOVBAP | CGKV2-30*01
HOVBAP | GKJ5*01 F

F
[ F]

--------------- FR2- I MGT = -mmmmmmmmccaao> CDR

--------- N 1.1 s
...... TCAGGCACTGATTTCACACT GAAAAT CAGCAGGGT GGAGGCTGAGGATGTTGGG
...... e

----------- > CDR3- | MGT
GTTTATTACTGCAT GCAAGGT ACACACT GGCCCOCT COCGROCAAGGGACACGACTGGAG



LPS CLONE- HF674721:

| &KV2-29*01(-6) REPLACED BY | GKV2-24*01 / 3N/ (0) 1GKI5*01

Alignment with FR-IMGT and CDR-IMGT delimitations

697
X12684
X63396

697
X12684
X63396

697
X12684
X63396

697

X12684
X63396
J00242

HF674721
HOVBAP | GKV2-24*01
HOVBAP | GKV2-29*01

HF674721
HOVBAP | GKV2-24*01
HOVBAP | GKV2-29*01

HF674721
HOVBAP | GKV2-24*01
HOVBAP | GKV2-29*01

HF674721
HOVBAP | GKV2-24*01
HOVBAP | GKV2-29*01
HOVBAP | GKJ5*01 F

--------------- FR2- I MGT =< m e eemmee e o> CDR
TGGCTTCAGCAGAGGCCAGBOCAGOCT CCAAGACT CCTAATTTATAAGATT. . ... . . .
- TAC-T----- N Teo--- CAG ----G-C--GAG-.........
SN c
............ TCTAACCGGTTCTCTGGGGTCCCA. . . GACAGATTCAGTGBCAGT GRS
Iy o c Y Ammn-- B R C--
--------- TN Y c:
...... GCAGGGACAGATTTCACACT GAAAAT CAGOOGGGT GGAGGCT GAGGATGT TGRS
------------------------------------ A-nmm-PAcmmmneeneaCoe-

----------- > CDR3- | MGT



L1 CLONE- HF674722:

Alignment with FR-IMGT and CDR-IMGT delimitations

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684
J00242

HF674722

HOVBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674722
HOVBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674722
HOMBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674722

HOVBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674722
HOMBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F
HOMBAP | GKJ5*01 F

| GKV2- 24*01(-3) REPLACED BY | GKV2-30*01 / 6N/ (-11) I GKI5*01
- FRL-IMGT ------ > CDR1- | MGT <e--
ATCTCCTGCAGGTCTAGT CAAAGCCTCGTATACAGT. . . GATGGAAACACCTACTTGAAT
______________________________ C---- e e
------------------------------ O
--------------- == 1 V 1 CDR

..................... TT------cemm- - - R il B
--------- FR3- I MGT = - - - mm e e e e e e e e e e e e e - -
...... TCAGGCACTGATTTCACACT GAAAAT CAGCAGGGT GGAGGCT GAGGAT GT CGGEG
-------------------------------------------------------- T---
-------------------------------------------------------- T---
...... N o
........... >  CDR3-IMGT

GITTATTACTGCATGCAAGCTACACAATTTCCCCT TAAGCCAAGGGACACGACT GGAGAT
------------------- G-----CGG-T-C e
------------------- G-----CGG-T-C e
ST R IR T A ..l



L1 CLONE- HF674723:

Alignment with FR-IMGT and CDR-IMGT delimitations

697
X63397
X63403

697
X63397
X63403

697
X63397
X63403

697

X63397
X63403
J00242

HF674723
HOVBAP | GKV2-28*01
HOVBAP | GKV2- 30*01

HF674723
HOVBAP | GKV2-28*01
HOVBAP | GKV2- 30*01

HF674723
HOVBAP | GKV2-28*01
HOVBAP | GKV2- 30*01

HF674723
HOVBAP | GKV2-28*01
HOVBAP | GKV2- 30*01
HOVBAP | GKJ5*01 F

| GKV2-30*01(-9) REPLACED BY | &XV2-28*01 / 1IN/ (-9) 1GKI5*01

e FR2- | MGT - - -
e TT-Ac-- - [ A --
D CC--A--T
--------- FR3- | MGT --------
I Te--- C-----
----------- > CDR3- | MaT

GTTTATTACT GCAT GCAAGGT ACACAGCGGOCAAGGGACACGACT GGAGATTAAAC
-C-CT---AACT--TCC. .. ... oL



L1 CLONE- HF674724:

| &KV3-15*01 (-2) REPLACED BY | GKV3-20*01 / 2N/ (-2) 1GKI5*01

Alignment with FR-IMGT and CDR-IMGT delimitations

697
X12686
M23090

697
X12686
M23090

697
X12686
M23090

697

X12686
M23090
J00242

HF674724
| GKV3- 20%01
| GKV3- 15* 01( L2)

HF674724
| GKV3- 20* 01
| GKV3- 15*01(L2)

HF674724
| GKV3- 20%01
| GKV3- 15* 01( L2)

HF674724
| GKV3- 20* 01

| GKV3- 15*01(L2)
| GKJ5*01

--------------- FR2- I MGT = -mmmmmmmmccaaao>

€0 27NN c1
............ TCCAGCAGGGCCACTGBCATCCCA. . . GACAGGTTCAGT GECAGT GGG
............ SN ¢S Y S
--------- S CHN Y c:
...... CCTGGGACAGACTTCACT CTCACCAT CAGCAGACT GGAGCCT GAAGATTTTGCA
s c ST
----------- > COR3-IMGT __

GTGTATTACT GTCAGCAGTATAATAACT GGCCT GCTCACCTTCGGCCAAGGGACACGACT
--------------------- GG -G -CA == Cr oo
- TR b Rl - - - - . . - o« e



LPS CLONE- HF674719:

Alignment with ER-IMGT and CDR-IMGT delimitations

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684

697
X63403
FML64408
X12684
J00242

HF674719
HOMBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOMBAP | GKV2- 24*01 F

HF674719
HOVBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674719
HOMBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674719
HOVBAP | GKV2- 30*01 F
HOVBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F

HF674719
HOMBAP | GKV2- 30*01 F
HOMBAP | GKV2- 30*02 [ F]
HOVBAP | GKV2- 24*01 F
HOVBAP | GKJ5*01 F

| GKV2- 24*01 (-9) REPLACED BY | GKV2-30*01 / 1IN/ (-16) |GKJI5*01
<-FRL- | MGT ------ > CDR1- | MGT S
ATCTCCTGCAGGTCTAGT CAAAGCCTCGTATACAGT. . . GATGGAAACACCTACTTGAAT
______________________________ C---- e
------------------------------ o
--------------- FR2- | MGT = --cmmmmmmmmmmeaaao> CDR

..................... e
--------- Y 1
...... TCAGGCACTGATTTCACACTGAAAAT CAGCAGGGT GGAAGCCTGAGGATGT CEEG
-------------------------------------------- G---mmmmme=T---
-------------------------------------------- [cUPP R .
...... G - - - G - AT
----------- > CDR3-IMGT __
GITTATTACTGCATGCAAGCTACACAGGGEGACACGACTGGAGATTAAAC
------------------- G—-----CT--C-T-C.............
------------------------ CT--CT-Cooooeen
E—————TTC T AL
................... TOGGC- - A - - - mmm e mmmme e



L1 CLONE- HF674725:

| GKV2- 30*01(0) REPLACED BY | NTERNAL (FR3)1GKV2-24*01 / 2P+2N / (-2) |G&KJ5*01

Alignment with ER-IMGT and CDR-IMGT delimitations

697
X63403

HF674725
HOVBAP | &KV2-30*01 F

FML64408 HOVBAP | GKV2-30*02 [ F]

X12684
X63401

697
X63403
X12684

697
X63403
X12684

697
X63403
X12684

697

X63403
X12684
J00242

HOVBAP | GKV2-24*01 F
HOVBAP | GKV2D- 24*01 ORF

HF674725
HOVBAP | GKV2-30*01 F
HOVBAP | GKV2-24*01 F

HF674725
HOVBAP | GKV2-30*01 F
HOVBAP | GKV2-24*01 F

HF674725
HOVBAP | GKV2-30*01 F
HOVBAP | GKV2-24*01 F

HF674725

HOVBAP | GKV2-30*01 F
HOVBAP | GKV2-24*01 F
HOVBAP | GKJ5*01 F

- FRI-IMGT ----- > CDR1- | MGT <o
ATCTCCTGCAGGT CTAGT CAAAGCCT CGTATACAGT. . . GATGGAAACACCTACTTGAATT

______________________________ C---- e
______________________________ C---- Y
------- S Y c 3
--------------- FR2- | MGT -----cemmmcamcaoo> CDR

--------- < T 1 1

........... > COR3- I MGT

GITTATTACT GCATGCAAGGTACACACT GECCT CCGECCT CACCT TCGECCAAGGGACAC



