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BEL29    UCACAAAAACAAAAACAGGUUUUGGCAACAGACAAACUUCUGUCGCUAAACAAGGACAUG 
BEL5     AUACCAG---AAAGUCUCGUAUUGAUAGCUGA-------------------AAAGAUAAA 
         : **.*.   ***.:*: **:***. *.*:**                   **.** *:. 
 
BEL29    AUUUAGCGACAGAUAACUUCAGUCGCUAACUUAGCGACUGAAAACUUCUGUCGCUAAGCA 
BEL5     AGGAAGUUAGGGAUACUCUUA----------UAUUGUGUGAGGCCUUCUGGCCCAAGUCG 
         *  :**  * .****.  * *          **  *: ***...****** * *:*. *. 
 
BEL29    UGAACAUGUAUUAGCGACA------UACAGUAUGCAACUGUAUGUCACUAAACAAGAACA 
BEL5     GAGGACCCAAUUUGAUACAACCUAUCAUAGGAGAAAAGAAGUGGAGACUAAAUUAAA--G 
          .....  :***:*. ***       * ** * ..** :. : *: ****** :*.*  . 
 
BEL29    UGAUGAAUUAGUGACGGACAACUUCUGUCGC---------------------UAAACAAC 
BEL5     UAACAAAAUUUUAAAGCACACUUUCUAGUAUAUAUACUUCUUUUUUUUAUAGUAUAGAAA 
         *.* .**:*: *.*.* ***. ****.  .                      **:* **. 
 
BEL29    AAAAAAAAAUCCAUGUUUUAGUAUAUUGUU--UCUCAUUCUAUCAUAUCAUGGUAGUGUA 
BEL5     AGAAGAGAUUUUGUGCUUUAGUGUAUAGAUAGAGUCUACUUAGUAUAGGUUAUACUUCUA 
         *.**.*.*:*  .** ******.***:*:*  : **::  **  ***  :*. :. * ** 
 
BEL29    AAGAAUCAAGAAACAAGUUUUACAUAGUAACAGUCUUUAUACAUUG----GAGAUGAAGA 
BEL5     GUUCCUUGAGAAGAUUGAUACAACUAGUAGUAUUUUUUUUCUUUUGGGUUGGCUUGGAGU 
         .: ..* .****..::*:*: *..*****. * * ***:*. :***    *. :**.**: 
 
BEL29    ACCA-UUUAAGUUCUUCAAA-------AUAGAUAGAUUUUCUAGGUUAC-------UUCU 
BEL5     ACUAUUUUAAGUUAUUGGAAACUAGCUAUAGUAAAUGUUGUAAAGUUGUGAUAUUGUUCC 
         ** * ********.** .**       ****::*.: **  :*.***.        ***  
 
BEL29    ACAAGAUAUAUAUAUGGUUGAGGGU-UUGUAUAUUAAUUUUGGGAUUGUUAUAUUGGAUG 
BEL5     UCUCAAUUUGCAUAUAAUUUGAAAUAUUUUGUACCUACUAGCUAGUCUCUAAAUUAUGUU 
         :*:..**:*. ****..** ....* ** *.**  :* *:   ..*   **:***. .*  
 
BEL29    UGGAAAAAAAGUAGUUAUUUUGGGUGGUAUAAAUAAAAUAAUACUCCAUCCAUUUUAGCC 
BEL5     UCCAUUGCUUGUAAUUGCAAU--UUUAUUUGAAUUUUGUGCUAUCAUUAUUAGAUUAGCA 
         *  *::..::***.**. ::*   * .*:*.***:::.*..**  . ::  * :*****. 
 
!

!

!

 
 
 
BEL11    ------------UAUAUAUAAUUUGCAGGUAAAUCAGCUUGAAA------------UUAC 
BEL5     AUACCAGAAAGUCUCGUAUUGAUAGCUGAAAAGAUAAAAGGAAGUUAGGGAUACUCUUAU 
                      : .***:.:*:**:*.:**.: *..: ***.            ***  
 
BEL11    AUCAUGAAAGGCCUU-------------------------------------GAAUAAAA 
BEL5     AUUGUGUGAGGCCUUCUGGCCCAAGUCGGAGGACCCAAUUUGAUACAACCUAUCAUAGGA 
         ** .**:.*******                                      .***..* 
 
BEL11    GAAGGGGAGUUGAGAUCUAGUGAUCAUAUAAAUAUGUAUAGGUAGAAAGUUUAGUUAGUA 
BEL5     GAAAAGAAGUGGAGACUAAAUUAAAGUAACAAAAUUUUAAAGCACACUUUCUAGUAUAUA 
         ***..*.*** ****  :*.* *:..**:.**:** *::*.* * *.: * ****::.** 
 
BEL11    UA---------------------------------------------------------- 
BEL5     UACUUCUUUUUUUUAUAGUAUAGAAAAGAAGAGAUUUUGUGCUUUAGUGUAUAGAUAGAG 
         **                                                           
 
BEL11    ---------UAUAGGUUAUACUUCUAGUUUCUUAAAUGGA--GAUACAAUUUUUGUUGUU 
BEL5     UCUACUUAGUAUAGGUUAUACUUCUAGUUCCUUGAGAAGAUUGAUACAACUAGUAGUAUU 
                  ******************** ***.*.:.**  ******* *: *. *.** 
 
BEL11    AUUUUUGUAUUGAGAUAACUAG-----CUAGCUUGGAUUAUU------------------ 
BEL5     UUUUUUCUUUUGGGUUGGCUUGGAGUACUAUUUUAAGUUAUUGGAAACUAGCUAUAGUAA 
         :***** *:***.*:*..**:*     ***  **...*****                   
 
BEL11    --------------UAAAGUUGUUGCAUGCAACCAAAGAAGAAGAAAAAAUAAUCUAUAU 
BEL5     AUGUUGUAAAGUUGUGAUAUUGUUCCUCUCAAUUUGCAUAUAAUUUGAAAUAUUUUGUAC 
                       *.*:.***** *:  ***  :...:* ** ::.*****:* *.**  
 
BEL11    AUGCAAACUAUAGUAUGUUGUAAAUUUUGUGCGUCU----------UUUUGUUUCAAUUU 
BEL5     CUACUAGCUAGUCUCUAAAUUAUGUUUCCAUUGCUUGUAAUUGCAAUUUUAUUUGAAUUU 
         .*.*:*.*** : *.*.:: **:.***  :  *  *          ****.*** ***** 
 
BEL11    ---------------------------GCAUAUAUGUAAAC 
BEL5     UGUGCUAUCAUUAUUAGAUUAGCAAAAAAAAAAAAAAAAAA 
                                    ..*:*:*:.:***. 
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Table S1. Primers and oligonucleotides 
 
For qRT-PCR of BELs LD/SD  
 
BEL5-F: AGGGATACTCTTATATTGTGTGAGG 
BEL5-R: GTCTCCACTTCTTTTCTCCTATG 
BEL6-F: GGATGCAGAGAAGCAATTGCTGG 
BEL6-R: TGGTTTCCATAGACGAACTCGAG 
BEL31-F: CTCCATCCATATCCAAATGACTC 
BEL31-R: CGTTAATAAACCAGTTGGAAACCTGA 
BEL32-F: TGCTGTTTCAGTCCTTCGTGCTT 
BEL32-R: AACCTGTTTGCCTCGCCAGCATGAT 
BEL33-F: CTTCCTGAACGTGCTGTCACTGTA 
BEL33-R: CATTACTTTATCGCTGTCCGTGG 
BEL34-F: GCACATGTTGGCTTCTCAAAC  
BEL34-R: CATCCGATTTTCTTGTTTGATCTC 
BEL35-F: GACTGGTCTTTCAAGGAATCAG 
BEL35-R: GTGTATTTCTTCAACCATAGGC 
Actin-F:  GGAAAAGCTTGCCTATGTGG 
Actin-R: CTGCTCCTGGCAGTTTCAA 
 
 
For cloning Y2H constructs 
 
StBEL6fw: CATGCCATGGAGATGGCAGAGCCTCATCGG 
StBEL6rev: TCCCCCCGGGTCACTTCATTGTAAATAAATG 
 
StBEL31fw: GAATTCGAATGGTTTCAAAAGACTCACCCC 
StBEL31rev: CTCGAGTCATTCTTCTGCAGAATCAGTAACAC 
 
StBEL32fw: CATGCCATGGAGATGTCTGCTTACTATTCAAATTTG 
StBEL32rev: TCCCCCCGGGTTACACTACAAAATCGGATAG 
 
StBEL33fw: CATGCCATGGAGATGGCTGAAGGATTTGAAC 
StBEL33rev: TCCCCCCGGGTCAACCACCAAAATCATGC 
 
StBEL34fw: CGGGATCCGAATGGTGGCTTTTTTGCGATG 
StBEL34rev: CCGCTCGAGTCAATCAACAAAGTCATG 
 
StBEL35fw: GAATTCGAATGGCTGCAGAAGGATTTGAA 
StBEL35rev: CTCGAGTCAACCAACAAAATCATGCAAC 
 
 
 
 
 



GSPs for BEL6, -14, -22, and -34 of Fig. 8 
 
BEL6Fw: GTATGCTGAGATGAATAGAAG  
BEL6Rv: GGCATAGCATACAACATGG 
 
BEL34Fw: CGGATGTGAATAAGCTCGTG	  
BEL34Rv: CAGCTCCGATATTACCTCC 
 
18SFw: GGATGTTGCTTTTAGGACTC 
81SRv: CATCACAGACCTGTTATTGC 
 
BEL22Fw:	  ATTGTCGCAATGAATACACATTA 
BEL22Rv: TTATGTAGCAGTGTTTGAATACAC 
 
BEL14Fw: TATGGAAGCCAATGGTGGAAG  
BEL14Rv: ATGATCCACCACTTCCACCAT 
 
 
 
Oligos for EMSA DNA bait 6, 22, and 34 for Fig. 9 
 
BEL6S:  TGCTTGCCTTTTGACAGTCACTATTGTATG  
BEL6A: CATACAATAGTGACTGTCAAAAGGCAAGCA 
  
BEL22S: TATGTCCGTTGCATAATTAGTCACAATTGACATGCTCCTATTAGATATAA 
BEL22A: TTATATCTAATAGGAGCATGTCAATTGTGACTAATTATGCAACGGACATA 
 
BEL34S:  CCTTTCAATAAGATTATTGACGGTGACAATACTCGCCGTCAAA 
BEL34A: TTTGACGGCGAGTATTGTCACCGTCAATAATCTTATTGAAAGG	  
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BEL Gene 
Flower 	  Tuber	  

Sprout Leaf Pe6ole Shoot	  
Apex Stem Stolon Young	  

Tuber 
Mature	  
Tuber Root 

31 PGSC0003DMG400003750 0 2.5 0 0 2.7 0 0 0 0 0 
32 PGSC0003DMG400003751 12 10.3 19.8 9.7 8.8 16.6 4.2 5.5 10.2 9.9 
5 PGSC0003DMG400005930 35 60 39 170.3 25 76.7 24 55.4 76.4 41.6 
34 PGSC0003DMG400008057 0 15.1 0 2.9 2.5 7.8 2.4 4.1 6.4 8.7 
13	   PGSC0003DMG400010086 39.7 4.1 34 21.4 45 14.2 1.3 1 2.2 13.8 
14 PGSC0003DMG400012329 9.7 2.7 26.6 7.8 2.51 3.6 0 0 0 11.6 
35 PGSC0003DMG400019142 3.1 20.8 0 9.2 4.7 17.7 12 13.9 18.8 4.7 
11 PGSC0003DMG400019635 15.5 46.4 4.9 120.6 3.8 17 4.7 11.6 13.4 43 
29 PGSC0003DMG400021323 66.8 61.5 21.4 153 22.7 51.5 23 22.2 38.4 188.4 
22	   PGSC0003DMG400022011 6.2 0 0 0 3.7 0 0 0 0 0 
33 PGSC0003DMG400024267 2.8 20.6 1.5 18.2 8.7 14 11.1 25.4 11.2 10.2 
6 PGSC0003DMG400029946 1.8 1.9 3.1 1.5 21.6 2.6 2.8 1.1 0 1 
30 PGSC0003DMG400030961 16.3 14.9 4.2 17.2 9.8 17.8 6.8 8.2 9.3 15.6 

Table	  S3.	  RNA-‐seq	  data	  for	  thirteen	  StBEL	  genes	  from	  the	  RH	  potato	  genotype	  (Xu	  et	  al.,	  
2011).	  BEL1-‐like	  protein	  coding	  genes	  were	  iden6fied,	  and	  the	  FPKM	  value	  of	  each	  is	  
shown	  for	  several	  organs.	  Bold	  numbers	  represent	  the	  top	  three	  values	  in	  each	  category.	  
StBEL5	  is	  the	  most	  abundant	  RNA	  in	  6	  of	  10	  organs.	  BEL29	  is	  most	  abundant	  in	  three	  
others.	  BEL5	  and	  BEL29	  are	  top	  two	  most	  RNAs	  abundant	  in	  nine	  of	  the	  organs.	  



            BEL5      BEL11    BEL13    BEL14    BEL22     BEL29      BEL30!

class II-Knox         –          –          –          –           –          –           +	

POTH1                   +          +         +          +           +          +           +	


NTH1                     +          +         +          +           +          +           + !
NTH15                   +          +         +          +           +          +           + !
NTH20                   +          +         +          +           +          +           + !

NTH22                   +          +         +          +           +          +           + !

Table S4. Interaction of select tobacco KNOX proteins with potato BELs verified with β-
galactosidase assays in the yeast two-hybrid system. The plus sign indicates strong β-gal 
induction; the negative sign, no induction. The NTH Knox genes 1, 15, 20, and 22 are from 
Nicotiana tabacum. POTH1 and the class II-Knox are from potato.!

Knox 
type!


	Suppl Figs
	Suppl Files
	Suppl Files
	Suppl files
	Suppl figs
	Suppl Table S1
	Suppl figs
	Table S1 Sheet1
	S2

	Table S2

	Table S5

	Table S3

	Table S3

	Suppl. tables
	Table S1.Primers
	Table S2 Sheet1
	Table S3
	Table S4


