
p27kip1 mouse p27kip1 human
CLUSTAL 2.1 multiple sequence alignment
sp|P46414|CDN1B_MOUSE      MSNVRVSNGSPSLERMDARQAEHPKPSACRNLFGPVNHEELTRDLEKHCR
sp|P46527|CDN1B_HUMAN      MSNVRVSNGSPSLERMDARQAEHPKPSACRNLFGPVDHEELTRDLEKHCR

************************************:*************
sp|P46414|CDN1B_MOUSE      DMEEASQRKWNFDFQNHKPLEGRYEWQEVERGSLPEFYYRPPRPPKSACK
sp|P46527|CDN1B_HUMAN      DMEEASQRKWNFDFQNHKPLEGKYEWQEVEKGSLPEFYYRPPRPPKGACK

**********************:*******:***************.***
sp|P46414|CDN1B_MOUSE      VLAQESQDVSGSRQAVPLIGSQANSEDRHLVDQMPDSSDNPAGLAEQCPG
sp|P46527|CDN1B_HUMAN      VPAQESQDVSGSRPAAPLIGAPANSEDTHLVDPKTDPSDSQTGLAEQCAG

* *********** *.****: ***** ****  .*.**. :******.*
sp|P46414|CDN1B_MOUSE      MRKRPAAEDSSSQNKRANRTEENVSDGSPNAGTVEQTPKKPGLRRQT-
sp|P46527|CDN1B_HUMAN      IRKRPATDDSSTQNKRANRTEENVSDGSPNAGSVEQTPKKPGLRRRQT

:*****::***:********************:************: 
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Supplemental figure 1. The alignment (C) of p27 human (A) and mouse (B) sequences.
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