p27Kip1 (Human)

10 20 30 40 50 a0
MSNVRVSNGS PSLERMDAR( AEHPKPSACR NLFGEVDHEE LTRDLEKHCR DMEEASQREW
70 20 90 100 110 20
NFDFQNHKPL EGKYEW(EVE KGSLPEFYYR PPRPPKGACK VPRQESQDVS GSRPALPLIG
130 140 150 160 170 180
APANSEDTHL VDFKIDFSDS QTGLAEQCAG IRKREATDDS STQNKRANRT EENVSDGSEN
130
AGSVEQTEKK PGLRER{T
p27 Kip1 (mouse)
10 20 30 40 50 60
MSNVRVSNGS PSLERMDARQ AEHPKPSACR NLFGPVNHEE LTRDLEKHCR DMEEASQRKW
70 80 90 100 110 120
NFDFQNHKPL EGRYEWQEVE RGSLPEFYYR PPRPPKSACK VLAQESQDVS GSRQAVPLIG
130 140 150 160 170 180
SQANSEDRHL VDQMPDSSDN PAGLAEQCPG MRKRPAAEDS SSQNKRANRT EENVSDGSPN
190
AGTVEQTPKK PGLRRQT

p27kipl mouse p27kipl human

CLUSTAL 2.1 multiple sequence alignment

sp|P46414|CDN1B_MOUSE MSNVRVSNGSPSLERMDARQAEHPKPSACRNLFGPVNHEELTRDLEKHCR
sp|P46527 | CDN1B_HUMAN MSNVRVSNGSPSLERMDARQAEHPKPSACRNLFGPVDHEELTRDLEKHCR

DMEEASQRKWNFDFQNHKPLEGRYEWQEVERGSLPEFYYRPPRPPKSACK
DMEEASQRKWNFDFQNHKPLEGKYEWQEVEKGSLPEFYYRPPRPPKGACK
VLAQESQDVSGSRQAVPL I GSQANSEDRHLVDQMPDSSDNPAGLAEQCPG
VPAQESQDVSGSRPAAPLIGAPANSEDTHLVDPKTDPSDSQTGLAEQCAG
MRKRPAAEDSSSONKRANHTEENVSDGSPNAGTVEQTPKKPGLRR
IRKRPATPDSSTONKRANATEENVSDGSPNAGSVEQTPKKPGLRR

- Fekkk - Kkek -

157 170 197 198
Supplemental figure 1. The alignment (C) of p27 human (A) and mouse (B) sequences.

sp|P46414]|CDN1B_MOUSE
sp|P46527 | CDN1B_HUMAN

sp|P46414]CDN1B_MOUSE
sp|P46527 | CDN1B_HUMAN

sp|P46414]|CDN1B_MOUSE
sp|P46527 | CDN1B_HUMAN




