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Supplementary figures: 
 
Figure S1: A) Scatter plot produced by colocalization analysis software and 
indicating differences of pixels distribution in analysed image figure 1G. B) 
Espression of GLS1 in SHSY-5Y cells. Real time PCR data are normalized to the 
housekeeping gene GAPDH relative to GLS2. C) Efficacy of siRNA targeted to 
GLS2. Validation of GLS2 siRNA was performed by real time PCR.   
 
Figure S2: Glutamine withdrawal does not affect cortical neuron viability. 
Cortical neurons were harvested at the indicated times and cell death was evaluated 
by FACS analysis.  
 
Figure S3: Intracellular levels of A) Glycine and B) GSH and GSSG assessed in 
DIV7 cortical neurons derived from wild-type (WT), TAp73-/- and DNp73-/- mice. 
The metabolites were evaluated as described in Methods.        
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