Additional File 1. Sequence alignment of the four scFvs selected against L. acidophilus.
HCDRS sequences are highlighted in yellow.
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GAHASYELTQPPSASGTPGORVTISCSGSSSNIGS-NYVYWYQOLPGTAPKLLIYRNNQR
GAHAQSVLTQPASVSGSPGOSITISCTGTSSDVGSYNYVSWYQOHPGKAPKLMIYDVSNR
GAHASYVLTQPPSVSGTPGORVTISCSGSSSNIER-NYVYWYQOLPGTAPKLLIYRNNQR
GAHAQAVVTQEPSASETPGORVTISCSGSDSNIGS-NYVYWYQOVPGTAPKLVIYRNNQR

*kkk ckk Kk Kk skkk skkkkgkg ks khkk kkkk *k _ Kkkkkgkk 2%

PSGVPDRFSGSKSGTSASLAITGLOAEDEADYYCQOSYDSSLSGYVFGTRTKLTVLSGGST
PSGVSNRFSGSKSGNTASLTISGLOAEDEADYYCSSYTSS-STNVFGTGTQLTVLSGGST
PSGVPDRFSGSKSGTSASLAISGLRSEDEADYYCAAWDDSONAYVFGTGTKLTVLSGGST
PSGVPDRFSGSKSGTSASLGIRGLOSEDEADYYCAAWDDSVSGWVEFGGRTKLTVLSGGST

hkkk  ghkkkkkkkhk ghkk Kk Kkkgokkkkkkkk g3 kK | Kkkk Kskkkkkkkkhk

ITSYNVYDTKLSSSGTQVQLOQOSGPGLVKPSQTLSLACAISGDSVSSNSAAWNWIRQSPS
ITSSNVYYTKLSSSGTEVQLVETGGGLVKPGGSLRLSCAASGFTLSN--AWMHWVROAPG
ITSYNVYYTKLSSSGTQVQLOESGPGLVKPSETLSLTCAISGDSVSSNSAAWNWIRQSPS
ITSYNVYYTKLSSSGTQVQOLOOSGPGLVKPSQILSLTCAISGDSVSSNSADWNWIRQSPS

kkk kkk Kkkkkkkkgkkk gek Kkkkk_, kK Kgkk Kkk gk, *k skskkgk,

RGLEWLGRIYYRSK-WYNDYAVSVKSRITINPDTSKNQFSLOLNSVTPEDTAVYYCARER
KGLEWVGRIRRKTDGGTTDYAAPVKGRFTISRDDSKNTLYLOMNSLKTEDTAVYYCSTD-
RGLEWLGRTYYRSK-WYNDYAVSVKSRITINPDTSKNQFSLOLNSVTPEDTAVYYCATG-
RGLEWLGRTYYRSK-WYNDYAVLVKSRITINPDTSKNQFSLOLNSVTPEDTAVYYCARGS

ckkkKk g kK x JkKRKR, kk _ kekk, Kk kkk 3 kkgkkg, Kkkkkkhkg

YGAFDIWGQGTMVTVSSASGKPIPNPLLGLDST 271
-DYGGNWGQGTLVTVSSASGKPIPNPLLGLDST 268
—~DAFDMWGQGTMVTVSSASGKPIPNPLLGLDST 269
LGAFDIWGQGTMVTVSSASGKPIPNPLLGLDST 271
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