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InsA288

GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU
GAUUCAAACCCGGUCCCCCUCAGAGGUGACUCUGAGUGAAAGGU

R e R e R R R R AR R R AR R R R R R R R S R R R R R R R R

C307U

POOOOOOOO

G31A
ACUQG

AU290
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
bUGCUUAGCACACU
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AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
AGUUCCUGAAAUGGAACGAAACCUUUCUAACCCAUAAGUUUCGUCGCAUCCCAGCG
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CAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC

ACUGAUCAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
ACUGAUCAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
ACUGGUCAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
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UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
UUGGGGUGCCCUAUUCGGAGCACUGCAGU
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CGAUAGAAAGGCUAAGCA(QC
CGAUAGAAAGGCUAAGCAQU
CGAUAGAAAGGCUAAGCAQU
CGAUAGAAAGGCUAAGCAQUUCGCAAUG
CGAUAGAAAGGCUAAGCAQU
CGAUAGAAAGGCUAAGCAQU
CGAUAGAAAGGCUAAGCAQU
CGAUAGAAAGGCUAAGCAQU

CAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
CAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
CAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
CAGUGGGCUAAGCCCAGACUUAUGAGAGAGUGGUUACCUCUCAGCCCCUCCACC
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UCGCAAUG
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UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUQG
UAAGGUGGGACUUUUCCCUAGGGUUUGAGCGGUC
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CCCAGGGGGAGUGYG
CCCAGGGGGAGUGYG
CCCAGGGGGAGUGY
CCCAGGGGGAGUGYG
CCCAGGGGGAGUGYG
CCCAGGGGGAGUGYG
CCCAGGGGGAGUGYG
CCCAGGGGGAGUGYG
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