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Supplemental Figure 1. ARRA dose response and cytotoxicity Bayesian model: good features from FCFP_6. 

 

 

 

 

 



Supplemental Figure 2. ARRA dose response and cytotoxicity Bayesian model: bad features from FCFP_6. 

 

 

 

 

  



Supplemental Figure 3. Combined dose response and cytotoxicity Bayesian model: good features from FCFP_6. 

 

 

 

 

  



Supplemental Figure 4. Combined dose response and cytotoxicity Bayesian model: bad features from FCFP_6. 

 

 

 

  



Supplemental Figure 5. Examples of GSK compounds (see Molecule Name) clustering 

with TB Mobile compounds known to target specific Mtb targets (see Target Gene 1). 
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