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3  Table S1- Oligonucleotides used in this study

Target Reaction Oligonucleotide Sequence (5’-3") Amplimer  Ref.
gene (bp)
blarem TEM PCR UP CTCACCCAGAAACGCTGGTG 569 1
LP ATCCGCCTCCATCCAGTCTA
TEM gPCR UP CACTATTCTCAGAATGACTTGGT 85 2
LP TGCATAATTCTCTTACTGTCATG
TagMan TEM Probe FAM-CCAGTCACAGAAAAGCATCTTACGG-MGBNFQ
blacTx-m-1 CTX-M-1 PCR UP ACGTTAAACACCGCCATTCC 356 1
LP TCGGTGACGATTTTAGCCGC
CTX-M-1gPCR  UP CTX-M ACCAACGATATCGCGGTGAT 101 1
LP CTX-M ACATCGCGACGGCTTTCT
TagMan CTX-M Probe FAM-TCGTGCGCCGCTG- MGBNFQ
mecA mecA PCR UP ATACTTAGTTCTTTAGCGAT 434 1
LP GATAGCAGTTATATTTCTA
mecA gPCR UP CGCAACGTTCAATTTAATTTTGTTAA 92 3
LP TGGTCTTTCTGCATTCCTGGA
TagMan mecA1FAM probe  FAM-AATGACGCTATGATCCCAATCTAACTTCCACA-TAMRA
gnrA gnrA PCR UP ACGCCAGGATTTGAGTGAC 565 4
LP CCAGGCACAGATCTTGAC
gnrA gPCR UPgnrA AGGATTGCAGTTTCATTGAAAGC 138 This study
LPgnrA TGAACTCTATGCCAAAGCAGTTG
TaqManqgnrA probe FAM-TATGCCGATCTGCGCGA- MGBNFQ
gnrS gnrS PCR UP TTAAGTCTGACTCTTTCAGTGATG 425 This study
LP CAAGCGGTGAAGGTGAGATCACTT
qgnrS gPCR UPgnrsS CGACGTGCTAACTTGCGTGA 118 This study
LPgnrS GGCATTGTTGGAAACTTGCA
TaqManqgnrS probe FAM-AGTTCATTGAACAGGGTGA-MGBNFQ
armA armA gPCR UParmA GAAAGAGTCGCAACATTAAATGACTT 93 This study
LParmA GATTGAAGCCACAACCAAAATCT
TaqManarmAprobe FAM-TCAAACATGTCTCATCTATT-MGBNFQ
pGEM PCR pGEM7up TGTAATACGACTCACTAT Promega
16S rDNA PCR UP AAGAGTTTGATCCTGGCTCAG 1503 5
Eubacteria LP TACGGCTACCTTGTTACGACTT

PCR: conventional PCR. gPCR: quantitative real time PCR. UP:upper primer, LP: lower primer
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