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Fig. S1. (A) Experimental setup and (B) a schematic illustration of the submerged

biofilm reactors used in this study.
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as templates for sequencing analysis. DNA sequencing was carried out using the same
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Fig. S3. The hyper-adherent phenotype of the mutant strain CP2-1-S1 (compared to S.
oneidensis MR-1 WT): (A) Colonies formed on MM1 agar containing Congo red dye
after 5-day incubation at 30°C; (B) 16-h planktonic cultures in MM1 medium; (C) Cell
adhesion onto the wall of culture tubes in 16-h planktonic cultures in MM1 medium; (D)
Representative growth profiles of the WT and CP2-1-S1 in LB and MM1 medium

(growth assay in a 96-well plate with shaking).
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Fig. S4. Comparative analysis of the biofilms formed by CP2-1-S1 and the WT on glass
beads in submerged biofilm reactors: (A) representative CLSM images. Live cells were
stained green and dead cells were stained red and yellow with the LIVE/DEAD stain. (B)
total amount of proteins per mm?. Data are presented as means * standard deviations

(n=23).



81

82

83

84

85

86

87

88

89

90

91

92

93

94

95

96

X 10,000 5.0kV SEI

Fig. S5. A representative SEM-EDX spectrum showing Cr precipitates (indicated by

arrows) in S. oneidensis biofilms after 56-h exposure to Cr(VI).
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108  Fig. S6. (A) Dissolution of CP2-1-S1 biofilms by putrescine: CP2-1-S1 was growing for
109 24 hin a 96-well plate biofilm assay; then putrescine was added (final concentration 1
110 mM) and the cultures were incubated for another 24 h. (B) Expression of speF in S.
111  oneidensis MR-1 growing in LB medium (planktonic cultures) revealed by gPCR

112 analysis.
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Table S1. Primers used for inverse PCR amplification.

Primer

Sequence

TnM-P1

5'-CGACATCATAACGGTTCTGGCA-3'

TnM-P1-2

S'-TGTGTGGAATTGTGAGCGGATA-3'

TnM-P2

5'-CACCGTGCAGTCGATGATAAGC-3'

TnM-P3

5'-CGCGCAGATCAGTTGGAAGAAT-3'

TnM-P4

5'-CCGCCACCTAACAATTCGTTCAA-3'




