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Xhol BamHI
ctcgaggatccaccgccttccgecggaacggcggggtccgggcacgeccaaacccecctectgtggetgtggecggece

accgccgtcaccttcggacccecgtggageccgcectceccecggtteccacggggteccgaaggtgtgatgagcaggetgege
cttcctecgecgecggceccgcaaggtacgagttgatgaccttgtttateccgcatctgaccaattttgatecgettacggg
gtgtgactcgggccacgcggattgggcgtaacgctcttgggaacaacacgatgacctaagaggtgacagccgcecgg
agggaatacggacgccgttcacggecgctgtgcatctcceccggeccgeccgcaccgtcecggeccattecccaagecgg
tggtcggccecctgtcececgecgtggacggggccggaagecgtttttcaacgtteccgagaggttgtteccatATGaaaa
agctctccgcacgacgacgccatccgectggecggecctegtegtectactectecgegetggcatgcacagggggge
tgtacgccgcgttcecgcaccecgecgagcaaggcgcaggccgatgaateccgeccagteectegecatcgacgagggcea
agaagctctacgccgtcggctgtgccagttgeccacggcaccggagggcagggcaccagtgacggteccgagectgg
tcggcgtaggcgccgcggceccgtcecgacttccaggtgggcaccggcecgcatgccggeccagcageccggegcecgecagyg
tcccgaagaagaaggtcatctactcccaggecggagatcgaccagectcecgecggegtacatecgegtegetgggegecg
gtccggcgatcccecctecggaggagaagtacggeccccgagggcgcggacatcgeccaagggtggtgagetgttecgea
ccaactgcgcgcagtgccacaacttcaccggcaagggcggcgceccctgacgcacggcaagtacgecgeccgagectGg
agggtgtcgacccgaagcacatctacgaggccatgcagaccggecccgcagaacatgececctecttecccgacacca
cgctgtcggagcagaacaagaaggacatcatcgcecctacctggacgcggtcaacggtgacgacaccgagagccccyg
gtggtctcagcctcggcggactcggeccecggtcagtgagggtectgttecgectgggtgttecggactgggecgegetga

BsiWI
tcgccgtcgecgtctgggtecgecgetecgTacGgcaaaggccaagaagtcaggccaccaccaccaccaccaccace

BsiWI
accaccactgagtcgccgctcgTacGgcaaaggccaagaagtcATGagtagccaagacattccagaagagaacct

gccggcagagcaggaccgcccgcacggcgcggccgecccggeccgecggacgagaccaaccegttegecgaccegygg
tctgccgceccccacgagceccgecgggtccaggacgtecgacgagcgggccgecaagecggteccgagegecacggtegeect
gctgttcacgctgtcgatgctggccaccatcgecttcatcgecgecttecgtggecgatcgacgtcgacaagtecggt
ctacatcttcccgctcggtcacatcagtgcgctgaacttcgecgectecggecatgacgectecggegtecgegetgttege
catcggcgcgggcgcecggtceccactgggecccgecaccctgatgtccgacgaggaggtcgecgacgagecgtcaccecgat
cgaggcgtcccccgaggtceccgtgccaaggtccacgcggacttcaagcagggtgccaaggagtcececgtgatecgggeg
ccgcaagctgatccgcaacacgatgctgggecgecgectcaccctggtgecgectcecteccggegtegtectgetgegega
cctcggtccgetgcecccgggaccaagctcececgecacaccctgtggtccaagggcaagcectectegtcaacatgaacac
caacgagccgctgcgtcceccteccgacgtcgecggtgggetecgetcaccttegecatgecccgagggectggaggagea
cgacgaggacttccagaacgagatcgccaaggccgceccctgatgatcatccggectggagecggactccatcaagga

caagcgcgagctGgagtggtcgcacgagggcatcgtggecgtactcgaaAatctgcacccacgtcggttgececcgat

750

1500

ctccctgtacgagcagcagacgcaccacgcgctctgeccctgecaccagteccaccttecgaccttgecgacggtge 2250



ccgggtcatcttecggtceccecgecggtcacgeccctgecgcagetgecgecatecggecgtgaacgacgagggttacctega

Agel
agcgctcggcgacttcgaggaAccGgtcggtcectgecttactgggagcgcggaggccaccaccaccaccaccacca

Agel
ccaccaccactgagaggaAccGgtcggtcctgecttactgggagecgecggATGagtactgcagcaaacgaaccgtece

cgctcgcgcgggaaggcaccggccggcgagecgcgtcgecgactgggeccgacggeccggectggggatcectactecetyg
gccaaggccaacatgcgcaalAatcttcccecgaccactggtegttcatgectgggtgaggtcectgectctacagette
atcatcatcatcctcacgggtgtgtacctgacgctgttcttccacccgtecgatggeccgaggtcgagtaccacgge
tcCtacgtgccgectgcagggccagatgatgagtgaggecctacgectccactctggacatcagettecgacgtecge
ggcggtctgctgatccggcagatccaccactgggccgecgectgatcecttectggeccggecatgttecgtgecacatgatyg
cgcgtcttcecttcaccggecgecgtteccgcaagccgcgcgaggtcaactggetgtteggettectgetgetegtecte
ggcatgttcaccggcttcaccggAtactcgctccecggacgacctgectectecgggcaccgghatececgettcatggag 3000
ggcgcgatcctgtccgtgeccgatcgtcggecacgtacatctegttettectgttecggecggegagttecececggecac
gacttcgtgtcccggttctactcgatccacatcecctgectgetgecgggecatcatgetecgggetgetggtgggecac
ctgatcctggtcttctaccacaagcacacgcagttcgcgggtcccggcaagaccaacaagaacgtcgtecggecatg
ccgctgctgccggtgtacacggcgaaggccggaggcttettettectggtetteggtgtgatctecgtegtgteg
gccatcgccacgatcaacccgatctgggccatcgggceccectaccggeccgaccaggtcectceccaccggegeccagecg
gactggtacatgggcttctccgagggcctgatccgggtgatgececcggectgggagatcaacgectggggtcacaca
ctcgtcecctgggcecgtgttecgteccecgetgctgatectteccecgetggtectggecggegatecgeggtectacececgttecate
gagtcctgggtcaccggcgacaagcgcgagcaccacatcctggaccgecccgecgcaacgeccccgacccecgtacCgece
ttcggtgtcgcctggctgaccgtctacttegtgectgctgatecggtggecggcaacgacctgtgggeccacccactte
cacctgtcgatcaacgcgatcacctggttcecgtccgecatcgegttecttegtecggTeccggtegtegecttcategee 3750
accaagcggatctgcctcggecctccagecgeccgggacaaggacaaggtgectgcacggacgcgagtcecggecatcate
aagcgcctgccgcacggtgagttcatcgaggtgcacgagecgctcageccaggagcagctgcacacgectcacggceg
cacgagcagtaccagccggcggagatcggeccgacggtcgacgagaacggegtcgagecgcaaggtgageggcacy
cagaagctccgtgccaagctcagcgagtcgtactacggcgaggagtcgcagattceccgaagecgaccgtcgaggag

Ncol EcoRI
tacaaggagatcacgagcggccaTggccaccacggccaccaccaccaccaccaccaccaccaccactgagaatte

Xbal Ncol EcoRI Xbal Sacl
cccttctagaccaTggccaccactgagaattccecttctagagete 4171

Figure S1. Sequence of the original synthetic construct encoding qcrCAB. Restriction enyzme

sequences are in underline with the name of the restriction enzyme given above. Start codons for each



gene are capitalized and shown in bold underline, stop codons are given in bold lower case. Deca-
histidine coding sequences are shown in italic underline. Silent mutations in the sequence to remove or
add restriction sites are capitalized plain font. The hrdB promoter region covers nucleotides 12 — 443,
the qcrCpis1o coding sequence covers nucleotides 444 — 1286, the qcrAnis1o coding sequence covers

nucleotides 1319 — 2416 and the qcrByis1o coding sequence covers nucleotides 2449 — 4119.
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Figure S2. ldentification of purified cytochrome bc; complex components by tryptic peptide mass
fingerprinting. Recovered peptides are given in red, while predicted transmembrane helices are
underlined. The coverage QcrA, for His-tagged QcrB, the Rieske protein and QcrC are 36%, 67% and

9%, respectively.



