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Supplementary Figure S3

—————————————————— MEAAVDLKPTLTIIK------—-—--TEKVDLELFP------5
MNDFGIKNMDQVAPVANSFRGTLKRQPAFDTFDGSLFAVLPSLSEDQTLQEVPTGLDSVS
3 e se 3HES B g, sz % *

PDMECADVPLLTPSSKEMMSQALKATFSGFTKEQQRLGIPKDPROQWTETHVRDWVMWAVHN

HDSASCELPLLTPCSKAVMSQALKATFSGFQKEQRRLGIPKNPWLWSEQQVCQWLLWATN
* ::*****-** :***t******** ***:*t**t*:* *:* :* ske s hkk ok

EFSLKGVDFQKFCMSGAARLCALGKECFLELAPDFVGDILWEHLEILQKEDVKPYQVNGAN

EFSLVNVNLHQFGMNGQOMLCNLGKERFLELAPDFVGDILWEHLEQMIKENQE~-~-KTEDQY
whkhkk _Khpszzk Kk Kk  kk khkk AhkkkhkhhkhkkhAhhkhkhkhkd 3 kkg 3 g

PTYPESCYTSDYFISYGIEHAQCVPPSEFSEPSFITESYQTLHPISSEELLSLEKYENDYP

EENSHLNAVPOWINSNTLGFSMEQAPYGMOAPNYPEKDNLLDSMCPPSATPAALGSE——-—
P . i * = X = e * . % s

SVILODPLOTDTLOTDYFAIKQEVLTPDNMCLGRASRGKLGGODSFES-VESYDSCDRLT
-LOMLPKSRLNTVNVNYCSISQDFPS-SNVNLLNNNSGKPKDHDSPENGGDSFESSDSLL

g g s, ¢ N E LA AT i TR i ke

3 3 : $¥33 v

DSWSSOSSFNSLORVPSYDSFDYEDYPAALPNHEKPKGTFEDYVRDRAD-LNKDKPVIPAA

RSWNSQOSSLLDVORVPSFESFE-EDCSQOSLCLSKLTMSFEDYIQERSDPVEQGKPVIPAA
:**_****: -:*****::**= * :* * = :****:::*:* :==.*******

ALAGYTGSGPIQLWQFLLELLTDKSCQSFISWTGDGWEFKLSDPDEVARRWGKRKNKPKM
VLAGFTGSGPIQLWQFLLELLSDKSCQSFISWTGDGWEFKLADPDEVARRWGKRKNKPKM

JHEEF sk hdhkddohdhhddhdhdddddddddddd s dordoddddddddddddddh

NYEKLSRGLRYYYDKNIIHKTAGKRYVYRFVCDLOSLLGYTPEELHAMLDVKPDAD- 440
NYEKLSRGLRYYYDKNIIHKTSGKRYVYRFVCDLONLLGFTPEELHAILGVQPDTED 468

dhhdrd ok ks ko h ok hk ks Ak Ak ek Kakha s

60

86
120

146
178

206
234

265
292

324
351

384
411



