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Down-regulated TFs:
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C D

bHLH: 
11

(12.09%)

MYB: 6
(7.14%)

ERF: 5
(11.11%)

HD-ZIP: 
5

(15.15%)
MYB-

related: 
5

(11.11%)

C2H2: 
3

(5.17%)

C3H: 3
(5.66%)

NF-YB: 
3

(30.00%)

WRKY: 3
(4.17%)

AP2: 2
(15.38%)

bZIP: 2
(2.35%)

CPP: 2
(33.33%)

MIKC: 2
(10.00%)

NAC: 2
(4.00%)

Nin-like: 
2

(11.76%)

Other: 
12

WRKY: 
14

(19.44%)

MYB: 10
(11.90%)

HSF: 7
(20.59%)

ERF: 6
(13.33%)

bZIP: 6
(7.06%)

NAC: 5
(10.00)

C2H2: 5
(8.62%)

bHLH: 3
(3.30%)

C3H: 2
(3.77%)

B3: 2
(7.69%)

Other: 
10

bHLH: 26
(28.57%)

MYB: 23
(27.38%)

bZIP: 20
(23.53%)

C2H2:
14

(24.14%)

MYB-
related:

14
(31.11%)

ERF: 11
(24.44%)WRKY: 11

(15.28%)
C3H: 10
(18.87%)

GRAS: 10
(27.03%)HD-ZIP: 10

(30.30%)

MIKC: 10
(50.00%)TALE: 9

(36.00%)

NAC: 8
(16.00%)

ARF: 7
(18.42%)

G2-like: 7
(21.21%)

GATA: 7
(35.00%)

LBD: 7
(50.00%)

Dof: 6
(33.33%)

Other: 64


