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Supplemental Figure
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Figure S1. 2D directly polarized *C-"*C through-bond DQ/SQ refocused INADEQUATE
NMR spectrum of U-"*C/"*N-alanine enriched Latrodectus hesperus major silk.

Chemical shifts and linewidths were extracted from this experiment to use in fitting the
U-"*C/"N-alanine enriched quantitative °C ['H] DD-MAS data.



