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Figure S4 Comparison between evQTLs depicted using TwinsUK samples (left) and those of the same gene-SNP pairs depicted
using RNA-seq data (MONTGOMERY et al. 2010) and the 1,000 Genomes Project genotype data (THE-1000-GENOMES-PROJECT-
CONSORTIUM et al. 2012) (right). P-value of Levene’s test for the equality of variances for expression levels calculated for two
homozygous genotype groups is shown in the subtitle of the right panel in each figure.
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