
 

 

 

Supplementary information, Table S1 KEGG pathway enrichment analysis of three 

sets of genes in CD11ahi FcRIIIhi B and conventional B cells. C57BL/6 mice were 

infected with LM. Splenic CD11ahiFcγRIIIhi B and conventional B cells were sorted 

3d post-infection, respectively. Immuno-pathways enrichment of higher expressed 

genes in both two B cell subsets was then analyzed. 

 

 
 


