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Fragment Forward (5'-3') Reverse (5'-3') 
Region I AGA AAA GAA CGG CAC CAT TG CTG GGG CTC CTA AAG TGT TG 
Region II CCT GTC ACC AAA GCA CTG TC AAC CCC TGG GTT AAA GCA AT 
Region III GGG CCC TCT TAC CAG CAG TTT TC CCA GGC CTC ATT AGA AAC CA 


